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Supplementary Materials

Table S1. The primer of qPCR

Gene Forward-Primer Sequence (5’ to 3°) Reverse-Primer Sequence (5 to 3°)
Actb GTGGATCAGCAAGCAGGAGT ACGCAGCTCAGTAACAGTCC
Tnf-a GCACCACCATCAAGGACTCA GAGGCAACCTGACCACTCTC
I-1p GAGCACAAGCCTGTCTTCCT TCTTGGCCGAGGACTAAGGA
1-6 GAGACTTCCATCCAGTTGCCT TCTCCTCTCCGGACTTGTGA
Occludin TGAACTGTGGATTGGCAGC CAAGATAAGCGAACCTTGGCG
Claudinl CTTCTCTGGGATGGATCGGC CACAGTCCCTCGTAGATGGC
Z0-1 GCACCATGCCTAAAGCTGTC ACTCAACACACCACCATTGC
Cat GCGGATTCCTGAGAGAGTGG TGTGGAGAATCGAACGGCAA
Sod ACAAGGCTGTACCAGTGCAG ACATGCCTCTCTCTTCATCCGC
Gpx CCACGTGATCTCAGCCACCAT AAGGCATACACGGTGGACTG
Clock TCCTACCTTCGCCACACAAC CTGGCTGCTGAACTGAAGGA
Bmall ATGCCAAGACTGGACTTCCG ACAGGTAGAGGCGAAGTCCT




PC2(14.22%)

PCA analysis

20

204

0
PC1(17.03%)

20

@ LHCOF
LHSD
M LNC

PC2(14.62%)

PCA analysis

40
20
| |
0 -]
O
2204
404
40 20 20 40

0
PC1(33.27%)

® BHCOF
BHSD
W BNG

Fig. S1. Principal component analysis plot of the transcriptomes of the liver (left) and the brain

(right).
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Fig. S2. Differential liver gene set enrichment analysis (GSEA) between the HSD and NC groups

(left); Differential liver gene GSEA analysis between the HCOF and NC groups (right).



HSD vs. NC (GSEA) HCOF vs. NC (GSEA)

p.adjust
Nonhomalogous end-joining (NHEJ) 08 Regulation of IGF transport and
. ) uptake by IGFBPs ®
Antiviral mechanism by IFN-stimulated genes 04 )
. Voltage—-gated potassium channels
PRC2 methylates histones and DNA
o - 0.2 Protein-protein interactions at synapses
rganelle bicgenesis and maintenance ||
PKR-mediated signaling Serrllaphurm‘ interactions
Condensation of prophase chromosomes G.afjg{e P'?Sm%,‘,'é’\?.%‘??,‘. %éﬁ,@.?
HATs acetylate histones Chromatin organization Platelet aggregation (plug formation)
RAB GEFs exchange GTP for GDP on RABs I owi Rapar . Neurotransmitter goeplors and
Gane expression (Transcription) postsynaptic signal transmission
Estrogen—dependent gene expression Immune Systerm

ignali Wetabolism of proteing G alpha (q) signalling events
Interferon signaling

. Wetaolism of RNA Biological 0XidationS se—
RUNX1 regulates genes involved in megakaryocyte B croanciie biogenesis and maintznance
iiferentiation and platelet function Reproducton Transmission across chemical synapses
ESR-mediated signaling Singal Tensauction -
VEGFR2 mediated vascular permeability Il vesicie-mesiated rsprt Class Af1 (Rhodopsin—like receptors)
Signaling by nuclear receptors -2 -1 0 1
E3 ubiquitin ligases ubiquitinate target proteins. Gene Count NES
9 9 ® =0 Category
Fertilization @® . Developmental Biology p.adjust Gene Count
Alpha-defensins @ = Hemostasis 04 ®
Nonsense-mediated decay (NMD) . 200 . Metabolism 0.3 @ 0
® Eukaryotic translation initiation Metabolism of proteins 02
® Nonsense mediated decay (NMD& independent Neuronal System 01
of the exon junction complex (EJC) Signal Transduction -
-2 -1 0 1 2 Transport of small molecules

NES

Fig. S3. Brain gene set enrichment analysis (GSEA) between the HSD and NC groups (left); Brain
GSEA analysis between the HCOF and NC groups (right).



