
Primer Sequence
ET-C-Bce-F TAAGAAGGAGATATACCATGAATATGAAAGAAATTAGTAAAGTAGTGG
ET-C-Bce-R TGGTGGTGGTGAGAAGAACCCTCTAACTCCTCAATCTTTCCA
ET-C-Bli-F TAAGAAGGAGATATACCATGAATATGGAAGATGCCGCAAG
ET-C-Bli-R TGGTGGTGGTGAGAAGAACCTTCCACCTCTCTGATCCTGC
ET-C-Bme-F TAAGAAGGAGATATACCATGGATATTAGTAAAATTTCAGCTCAATT
ET-C-Bme-R TGGTGGTGGTGAGAAGAACCACGTTGATGTACTCTTGCA
ET-C-Ppe-F TAAGAAGGAGATATACCATGAACCTTCAAGATATTGCCAAAA
ET-C-Ppe-R TGGTGGTGGTGAGAAGAACCTGCTTCTCCAATTTTCATAAGGT
ET-C-Cbu-F TAAGAAGGAGATATACCATGAATATAGATATAGCACAAAAGGTAGTA
ET-C-Cbu-R TGGTGGTGGTGAGAAGAACCTTTAATTTTACTTCTTTTTAGCAAATCTTCTT
ET-C-Ehu-F TAAGAAGGAGATATACCATGCAGCCTGACCTGCTCGATCTAC
ET-C-Ehu-R TGGTGGTGGTGAGAAGAACCTGCCTGCTCCTCCAGCGTATAAAGC
ET-C-Sau-F TAAGAAGGAGATATACCATGAATTATCTAAATAAAATACGTATTGAAAACC
ET-C-Sau-R TGGTGGTGGTGAGAAGAACCTTCCACCTCTTGAATACGAA
ET-C-Bst-F TAAGAAGGAGATATACCATGGCCGATTGGCGTGAATGGG
ET-C-Bst-R TGGTGGTGGTGAGAAGAACCCCGTTGTTCGACCTGTCCGTCAC
ET-C-Sma-F TAAGAAGGAGATATACCATGATCGCTCGACCTGATGC
ET-C-Sma-R TGGTGGTGGTGAGAAGAACCCAGATCCTCTCCGCGCAG
ET-C-Sty-F TAAGAAGGAGATATACCATGCAGCCTGACCTGCA
ET-C-Sty-R TGGTGGTGGTGAGAAGAACCATTCGTTGCATTGGCCGC
PET-Ipk-F TAAGAAGGAGATATACCATGATTATTCTGAAACTTGGTGGTAGC
PET-C-Ipk-R TGGTGGTGGTGAGAAGAACCGTGTTTACCTGTAATACGTGTACCG
KLD-IPK-R TTAGTGTTTACCTGTAATACGTGTA
RS-Stythim-F TAATAAGGAGATATACCATGCAGCCTGACCTGCACTG
RBS-Stythim-R CATTTTAGCTCTCCTTAGATATCTTAATTCGTTGCATTGGCCGC    
IDI-IPK-RBS-F TGAGATATCTAAGGAGAGCTAAAATGATTATTCTGAAACTTGGTGGTAGC   
RS-IPK-IDI-R GTTTCTTTACCAGACTCGAGTTAATTGTGCTGCGCGAAAG    
RS-Bsthim-F TAATAAGGAGATATACCATGGATGCACAATCAGCAGC   
RBS-Bsthim-R CATTTTAGCTCTCCTTAGATATCTCATGAGACAGTCACCCTTTCTA
RS-Smathim-F TAATAAGGAGATATACCATGATCGCTCGACCTGATGC   
RBS-Smathim-R CATTTTAGCTCTCCTTAGATATCTCACAGATCCTCTCCGCG  
RS-Nudix-F TAATAAGGAGATATACCATGGCGATGACAGTTGGTTTA
RS-Nudix-R GTTTCTTTACCAGACTCGAGTCAAGAATGAGTAGTGAAAATATTGAAACT
RS-Nudix-CDS-R TTTAGCTCTCCTTAGATATCTCAAGAATGAGTAGTGAAAATATTGAAACT 
RS-Nudix-CDS-F GATATCTAAGGAGAGCTAAAATGACTACGACATTGAGCA
RS-Nudix2-F TAATAAGGAGATATACCATGGCGATGACAGTTGGTTTAGG
RS-Nudix2-R GTCATTTTAGCTCTCCTTAGATATC TCAAGAATGAGTAGTGAAAATATTGAAACTACCA
RSCDS-F CTTGAGATATCTAAGGAGAGCTAAAATGACTACGACATTGAGCA
RS-ADH3-F TAATAAGGAGATATACCATGTCCTTAAACACTCCGGATGTTA
RS-ADH3-R CTCATTTTAGCTCTCCTTAGATATCTCAATCAAAGTTGATAAGAATCTTGACGC
RSALDH3-F GATTGAGATATCTAAGGAGAGCTAAAATGAGTTCAGGAGCTAATGG
RS-ALDH3-F TAATAAGGAGATATACCATGAGTTCAGGAGCTAATGGAA
RS-ALDH3-R GTTTCTTTACCAGACTCGAGCTAGAGCCATGGAGAATTGTATATG
KLD-ALDH-F CGAAAAAGTTCTTTCGTACATTGAGCTTGG
KLD-ALDH-R TATTGTTGTTTGTTATTCTGAGGACCATGACGAG
KLD-ALDH-F2 CAACAGGAGACCGTTTTGATGCC
KLD-ALDH-R2 CCCAATTTTTCACCGTTGCTTCCAG
RSALDH-F ATTAAGATATCTAAGGAGAGCTAAAATGAGTTCAGGAGCTAATGG
RS-ADH-F TAATAAGGAGATATACCATGAGCCTGAACACCCC
RS-ADH-ALDH-R CTCATTTTAGCTCTCCTTAGATATCTTAATCAAAGTTAATCAGGATCTTCACGC
ET-His-ADH-F ATCATCACAGCAGCGGCATGAGCCTGAACACCCC
ET-ADH-R TTGTTAGCAGCCGGATCTCATTAATCAAAGTTAATCAGGATCTTCACGC
ET-ADH-F TAAGAAGGAGATATACCATGAGCCTGAACACCCC
ET-ADH-His-R TGGTGGTGGTGAGAAGAACCATCAAAGTTAATCAGGATCTTCACGC
RS-CDS-F ACTACGACATTGAGCAG
RSALDH4-F GATTGAGATATCTAAGGAGAGC
RSAA-F AGTAAGAATTCTAAGGAGATAAAATATGTCCTTAAACACTCCG
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RS-NC-F TAATAAGGAGATATACCATGGCGATGACAGTTGGTTTA
RS-NC-R GACATATTTTATCTCCTTAGAATTCTTACTTATGTCCCTTATACATCTTTTCCAG
KLD-NCAA-F CCTGTTATAATGGTCCTCAAATTCAAGACC
KLD-NCAA-R GCCAAATATTTCTTCCTTTGCTATGGT
Duet-DAGK-F TAATAAGGAGATATACCATGCCTATGGACTTAAGAGATAATAAG
Duet-DAGK-IPK-R TTTAGCTCTCCTTAGATATCTTAATGAAAAAGCAAAAACCAAATTTTTG
Duet-DAGKop-F TAATAAGGAGATATACCATGCCGATGGATCTGCG
Duet-DAGKop-IPK-R TTTAGCTCTCCTTAGATATCTTAGTGGAACAGCAGGAACC
Duet-Bce-F TAATAAGGAGATATACCATGAATATGAAAGAAATTAGTAAAGTAGTGGAT
Duet-Bce-IPK-R TTTAGCTCTCCTTAGATATCTTACTCTAACTCCTCAATCTTTCCATA
Duet-Bli-F TAATAAGGAGATATACCATGAATATGGAAGATGCCGCAAG
Duet-Bli-IPK-R TTTAGCTCTCCTTAGATATCTTATTCCACCTCTCTGATCCTGC
Duet-Cbu-F TAATAAGGAGATATACCATGAATATAGATATAGCACAAAAGGTAGTA
Duet-Cbu-IPK-R TTTAGCTCTCCTTAGATATCTTATTTAATTTTACTTCTTTTTAGCAAATCTTCT
Duet-Ehu-F TAATAAGGAGATATACCATGCAGCCTGACCTGCTC
Duet-Ehu-IPK-R TTTAGCTCTCCTTAGATATCTCATGCCTGCTCCTCCAG
Duet-Gst-F TAATAAGGAGATATACCATGGCCGATTGGCGTGAAT
Duet-Gst-IPK-R TTTAGCTCTCCTTAGATATCTTACCGTTGTTCGACCTGTCC
Duet-Ec-F TAATAAGGAGATATACCATGCAAGTCGACCTGCTG
Duet-Ec-IPK-R TTTAGCTCTCCTTAGATATCTTATGCCTGCACCTCCTG
Duet-PhoN-F TAATAAGGAGATATACCATGTCTATTCCACCAGGTAACGA
Duet-PhoN-IPK-R TTTAGCTCTCCTTAGATATCTTACTTCTTCTGGTTATTAGCAAATTCGTCT
Duet-LicA-F TAATAAGGAGATATACCATGGAAAAGATCATCAAAGAGAAGATT
Duet-LicA-IPK-R TTTAGCTCTCCTTAGATATCTTATTTTTCATCACTACCACCATAGC
Duet-hCKa2-F TAATAAGGAGATATACCATGGGTCAACAGCCACCG
Duet-hCKa2-IPK-R TTTAGCTCTCCTTAGATATCTTACACGCCCAGTTTACGTTTCTGA
Duet-ScCK-F TAATAAGGAGATATACCATGGTACAAGAATCACGTCC
Duet-ScCK-IPK-R TTTAGCTCTCCTTAGATATCTTACAAATAACTAGTATCGAGGAACTTG
IK-IPK-F GATATCTAAGGAGAGCTAAAATGATTAT
RS-C-Thim-F TAATAAGGAGATATACCATGCAAGTCGACCTGC
RS-C-Thim-R TGATGGTGATGGGAAGAACCTGCCTGCACCTCCT
RS-C-BSThim-F TAATAAGGAGATATACCATGGATGCACAATCAGC
RS-C-BSThim-R TGATGGTGATGGGAAGAACCTGAGACAGTCACCCTTTC
ET-BSThim-F TAAGAAGGAGATATACCATGGATGCACAATCAGCAGCAAAAT
ET-C-BSThim-R TGGTGGTGGTGAGAAGAACCTGAGACAGTCACCCTTTCTATAGT
RS-N-LicA-F CACAGCTCAGGAATGGAAAAGATCATCAAAGAGAA
RS-N-LicA-R GTTTCTTTACCAGACTCGAGTTATTTTTCATCACTACCACCATA
RS-C-LicA-F TAATAAGGAGATATACCATGGAAAAGATCATCAAAGAGAA
RS-C-LicA-R TGATGGTGATGGGAAGAACCTTTTTCATCACTACCACCATAG
RS-N-hcKa2-F CACAGCTCAGGAATGGGTCAACAGCCA
RS-N-hcKa2-R GTTTCTTTACCAGACTCGAGTTACACGCCCAGTTTAC
RS-C-hcKa2-F TAATAAGGAGATATACCATGGGTCAACAGCCA
RS-C-hcKa2-R TGATGGTGATGGGAAGAACCCACGCCCAGTTTACG
RS-N-ScCK-F CACAGCTCAGGAATGGTACAAGAATCACGTC
RS-N-ScCK-R GTTTCTTTACCAGACTCGAGTTACAAATAACTAGTATCGAGGAAC
RS-C-ScCK-F TAATAAGGAGATATACCATGGTACAAGAATCACGTC
RS-C-ScCK-R TGATGGTGATGGGAAGAACCCAAATAACTAGTATCGAGGAACT
RS-N-PhoN-F CACAGCTCAGGAATGTCTATTCCACCAGGTAA
RS-N-PhoN-R GTTTCTTTACCAGACTCGAGTTACTTCTTCTGGTTATTAGCAAA
RS-C-PhoN-F TAATAAGGAGATATACCATGTCTATTCCACCAGGTAA
RS-C-PhoN-R TGATGGTGATGGGAAGAACCCTTCTTCTGGTTATTAGCAAATTC
CDS-Nudix-F GATATCTAAGGAGAGCTAAAATGGCGATGACAGTTG
CDS-Nudix-R TTTAGCTCTCCTTAGATATCTTACTTATGTCCCTTATACATCTTTTC
RS-CDS-F2 TAATAAGGAGATATACCATGACTACGACATTGAGCAG
RS-CDS-R2 GTTTCTTTACCAGACTCGAGTTACTTATGTCCCTTATACATCTTTTCCAG
RSAAM-ADHm-F AGCTCAGGAATGTCCTTAAACACTCCGG
RSAAM-R GCTGCTGCCCATGGTATATCTCCTTATTAAAGTTAAACA
RSAAM-SUMO-F GATATACCATGGGCAGCAGCATGTCGGACTCAGAA



RSAAM-SUMO-R TTTAAGGACATTCCTGAGCTGGATCCACCAATCTGTTCTC
RSAAM-GST-F GATATACCATGGGCAGCAGCATGTCCCCTATACTAGGTTATTGGA
RSAAM-GST-R TTTAAGGACATTCCTGAGCTTTTTGGAGGATGGTCGCC
RSAAM-TRX-F GATATACCATGGGCAGCAGCAGCGATAAAATTATTCACCTGACTGACGAC
RSAAM-TRX-R TTTAAGGACATTCCTGAGCTGGCCAGGTTAGCGTCGAG
Duet-TFactor-F TAATAAGGAGATATACCATGCAAGTTTCAGTTGAAACCACTCA
Duet-TFactor-R GTTTCTTTACCAGACTCGAGTTACGCCTGCTGGTTCATCA
Duet-GroESL-F TAATAAGGAGATATACCATGAATATTCGTCCATTGCATGATCGCG
Duet-GroESL-R GTTTCTTTACCAGACTCGAGTTACATCATGCCGCCCATGC
Duet-DnaKJ-F TAATAAGGAGATATACCATGGGTAAAATAATTGGTATCGACCTGGGT
Duet-DnaKJ-R GTTTCTTTACCAGACTCGAGTTAGCGGGTCAGGTCGTCAA
Duet-clpB-F TAATAAGGAGATATACCATGCGTCTGGATCGTCTTACTAATAAATTC
Duet-clpB-R GTTTCTTTACCAGACTCGAGTTACTGGACGGCGACAATCC
RSAAS-ADHs-F AGCTCAGGAATGAGCCTGAACACCC
RSAAS-SUMO-R TTCAGGCTCATTCCTGAGCTGGATCCACCAATCTGTTCTC
RSAAS-GST-R TTCAGGCTCATTCCTGAGCTTTTTGGAGGATGGTCGCC
RSAAS-TRX-R TTCAGGCTCATTCCTGAGCTGGCCAGGTTAGCGTCGAG
(PT)4P-CDS-F CCAACACCTACTCCCACACCAACGCCTATGACTACGACATTGAGCAG
Nudix-R AGAATGAGTAGTGAAAATATTGAAACTACC
(PT)4P-Nudix-F CCAACACCTACTCCCACACCAACGCCTATGGCGATGACAGTTGGT
CDS-R CTTATGTCCCTTATACATCTTTTCCAGA
(GSG)3-CDS-F GGTAGCGGTGGTAGCGGTGGTAGCGGTATGACTACGACATTGAGCAG
(GSG)3-Nudix-F GGTAGCGGTGGTAGCGGTGGTAGCGGTATGGCGATGACAGTTGGT
28a-NHis-CDS-F ATCATCACAGCAGCGGCATGACTACGACATTGAGCAG
28a-CDS-R TTGTTAGCAGCCGGATCTCATTACTTATGTCCCTTATACATCTTTTCC
28a-Nudix-F TAAGAAGGAGATATACCATGGCGATGACAGTTGG
28a-Nudix-CHis-R TGGTGGTGGTGAGAAGAACCAGAATGAGTAGTGAAAATATTGAAACTACC
28a-NHis-IPK-F ATCATCACAGCAGCGGCATGATTATTCTGAAACTTGGTGGTA
28a-IPK-R TTGTTAGCAGCCGGATCTCATTAGTGTTTACCTGTAATACGTGTAC
28a-NHis-AtIPK-F ATCATCACAGCAGCGGCATGGAGCTGAATATTTCCGA
28a-AtIPK-R TTGTTAGCAGCCGGATCTCATTACTTTGAGAATCTGATGATAGTACC
SUMO-CDS-R GTCGTAGTCATTCCTGAGCTGGATCCAC
GST-CDS-R GTCGTAGTCATTCCTGAGCTTTTTGGAGGATG
TAG-CDS-F AGCTCAGGAATGACTACGACATTGAGCA
Duet-Nudix-R GTTTCTTTACCAGACTCGAGTCAAGAATGAGTAGTGAAAATATTGAAA
Nudix-RBS-R TTTAGCTCTCCTTAGATATCTCAAG
RBS-SUMO-F GATATCTAAGGAGAGCTAAAATGGGCAGCAGCATGT
Duet-CDS-R GTTTCTTTACCAGACTCGAGTTACTTATGTCCCTTATACATCTTTTCCAG
TAG-SMA-F AGCTCAGGAATGATCGCTCGACCTG
SUMO-SMA-R CGAGCGATCATTCCTGAGCTGGATCCA
IPK-65-F ATGATTATTCTGAAACTTGGTGGTAGC
SMA-66-KR9-R TTTACGTTTCTTTTTCTGGCGTTTCTTCAGATCCTCTCCGCGC
SMA-66-PT-R AGGCGTTGGTGTGGGAGTAGGTGTTGGCAGATCCTCTCCGCGC
28a-Nudix-R TTGTTAGCAGCCGGATCTCATCAAGAATGAGTAGTGAAAATATTGAAACT
28a-BliPK-F ATCATCACAGCAGCGGCATGAGAAAGACTAAAATAGTTTGTACAA
28a-BliPK-R TTGTTAGCAGCCGGATCTCATTAAAGCACGCTTGCAC
28a-ZmoPK-F ATCATCACAGCAGCGGCATGACTGAAGGACTTTTCCCACG
28a-ZmoPK-R TTGTTAGCAGCCGGATCTCATTAGGCTTCGATAACATCAACAATGT
28a-MsmPK-F ATCATCACAGCAGCGGCATGAGCAGACGCGGAAAGATCG
28a-MsmPK-R TTGTTAGCAGCCGGATCTCACTAGACGTCGTCCTCTCCGA
28a-NHis-ALDH-F ATCATCACAGCAGCGGCATGAGTTCAGGAGCTAATGGAA
28a-ALDH-R TTGTTAGCAGCCGGATCTCACTAGAGCCATGGAGAATTGTATATG
Duet-ATFKI-F TAATAAGGAGATATACCATGGTGATGTTTCCGGAAAA
Sumo-ATFKI-F GATCCAGCTCAGGAATGGTGATGTTTCCGGAAAA
ATFKI-IPK-R TTTAGCTCTCCTTAGATATCTTAGAAGAGTAAGAATCCGGC
IK-IPK-F GATATCTAAGGAGAGCTAAAATGATTAT
Sumo-ATFKI-R CACCATTCCTGAGCTGGATC
pET28aNhis-R CATGCCGCTGCTGTGATGATGATG



pET28a-F TGAGATCCGGCTGCTAACAAAG
pet28a-R CATGGTATATCTCCTTCTTAAAGTTAAAC
pet28aChis-F GGTTCTTCTCACCACCACCACCACC
Duet-XhoI-F CTCGAGTCTGGTAAAGAAACCG
Duet-XhoI-F2 CTCGAGTCTGGTAAAGAAAC
Duet-1stATG-R CATGGTATATCTCCTTATTAAAGTTAAAC
Duet-1stATG-F GTTTAACTTTAATAAGGAGATATACCATG


