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Supplementary Figure S1. Metabolomics Workflows for Fermented Red Rice Water Analysis.
Metabolomics: Solvent extraction, chemical derivatization, and untargeted GC—MS with spectral library matching for

metabolite identification.

Metabolomic Profiling Workflow

Sample Preparation
500 pL fermented rice water aliquot in sterile
microcentrifuge tube
[

Metabolite Extraction

Madified Bligh & Dryer method
(cloroform:methanol:water, 1:1:1, viviv;
solvent:sample)

Phase Separation & Drying
Centrifuge (12,000 rpm, 15 min, 4 °C)
Supernatant vacuum-dried (SpeedVac)

Derivatization
MTBSTFA:ACN:triethylamine (3:1:1 viv/v),
60°C, 1h

GC-MS Analysis
ilent 5975 (primary)
Shlmadzu CMS-QP2020nx (validation)
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Compound Identification
MassHunter (v10. 0) with NIST17.L spectral
library

Metabolite Profile

Annotated volatile and semi-volatile metabolites
in fermented rice water




