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Results

1. Antimicrobial activity

Table 1: Inhibition zone diameter (mm) (represented as mean+SE) of the newly tested compounds,
Levofloxacin, Amoxicillin and Fluconazole at conc. of 500 pg/mL.

Compound number

Average Inhibition Zone Diameter (mm)

Gram Negative bacteria

Gram positive
bacteria

Fungi

Escherichic
coli

Pseudomonas
aeruginosa

Klebsiella
pneumonia

Acinetobacter
baumannii

MSSA

Candida
albicans

NA

20.83+0.6

18+0.57

20.3+1.2

13.8+0.16

NC

16.3+0.33

19.6+0.33

17.8+0.16

NE

190,01

20.16%0.6

20.6+0.33

15+0.01

NG

19.3+0.33

18.3+0.88

15.5+0.28

13.8+0.16

14.6+0.33

NB

18.3+0.6
6

22.3+0.3

16.6+0.33

15.5+0.28

15.5+0.28

13.8+0.4

ND

14.6+0.3
3

14.6+0.66

14+0.01

13.8+0.16

14.6+0.66

14+0.57

NF

20.6+0.3
3

21.3+0.33

20.5+0.28

15.3+0.33

17+0.01

15+0.57

NH

18+0.57

20.6+0.88

15.16+0.16

17.16+0.44

15.6+0.33

14.6+0.6

Levofloxacin*®

26.3+0.33

19.6+1.3

27.5+0.28

30.5+0.28

41.1+0.01

NA

Amoxicillin*

17.6+0.33

15.3+0.33

16.3+0.33

15.6+0.33

25+0.01

NA

Fluconazole

NA

NA

NA

NA

NA

19+0.57

DMSO

**The most active compound; (

): no activity.

Table 2: Minimum inhibitory concentrations (MIC) (ug/mL) of the tested compounds as
antibacterial and antifungal with ratio of (MBC or MFC) to MIC (R).

Cpd. No.

Gram Negative bacteria

Gram
positive
bacteria

Fungi

Escherichia
coli

Pseudomona
S aeruginosa

Klebsiella
pneumonia

Acinetobacte
r baumannii

MSSA

Candida
albicans

MI
C

MB MF

C

MI
C
>2
00

MB
C
>2
00

Ml
C
>2
00

MB
C C
>2 10
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00 0

MB
C

MI
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MI MI

C

R R R
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NE

NG

NB

ND

NF

NH

Levoflox

acin

Amoxicil

lin

Flucona

zole

NA: non-applicable due to high MBC >1024; **The most active compound.




2-Time Kkill Kinetics assay:
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3-Antibiofilm activity:

Chart Title

NH
NF
ND
NB
NG
NE
NC

NA

Levofloxacin

10.00 20.00 30.00 40.00 50.00 60.00 70.00 80.00 90.00 100.00
Levofloxacin NA NC NE NG NB ND NF NH
m 50% MIC 80.62 = 20.78 = 80.08 @ 87.46 8440 @ 8399 84.69 @ 80.04 @ 43.14
75%MIC 82.20 = 9130 8842  89.17 89.75 8934 90.81 @ 86.837  56.38
m 90%MIC 83.96 91.99 89.29 91.11 91.81 91.52 91.99 91.52 90.17

4. DNA supercoiling assay and determination of inhibitory activities of drugs:

Table 3: The inhibitory effect on of tested compounds on Pseudomonas aeruginosa DNA gyrase

DNA gyrase
inhibition
ratio
(1C50cipro./
IC50 new
comp.)

DNA gyrase
Compound supercoiling
p.aeruginosa

IC50
ug/ml
67.07
30.24
54.88
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IC50 conc AT RFU2 ARFU slope K.Activity

200 23 87 30 30 12.51 12.51 3.33333  15.01202

100 2 71 30 30 28.95 28.95 3.33333  34.74003

50 1.7 31 30 30 69.42 69.42 3.33333  83.30408
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