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Figure S2. ESI-MS spectrum of the lead molecule
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Figure S3. "TH NMR spectrum of the lead molecule.
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Figure S4. *C NMR spectrum of the lead molecule.
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Figure S5. FTIR spectrum of SB1.
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Figure S6. ESI-MS spectrum of SB1.
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Figure S8. *C NMR spectrum of SB1.
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Figure S9: HPLC purity analysis of SB1
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Figure S10. FTIR spectrum of SB2.
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Figure S12. 'H NMR spectrum of SB2.
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Figure S13. *C NMR spectrum of SB2.
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Figure S14: HPLC purity assay of SB2
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Figure S16. ESI-MS spectrum of SB3.
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Figure S21. ESI-MS spectrum of SB4.
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Figure S22. '"H NMR spectrum of SB4.
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Figure S24. HPLC purity assay of SB4
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Figure S36. ESI-MS spectrum of SB7.
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Figure S38. *C NMR spectrum of SB7.
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Figure S39. °F NMR spectrum of SB7
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Figure S40. HPLC purity assay of SB7
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Figure S41: HPLC stability assay for SB2




Antimicrobial Evolution against MRSA (60 ug/ml)

K

TMP-SMX

Figure S42. Images of inhibition zone of compound SB1-SB7 in comparison with SUL-TMP
against MRSA

Antimicrobial Evolution against XDR E.coli (60 ug/ml)

Figure S43. Images of inhibition zone of compound SB1-SB7 in comparison with Amoxicillin
against XDR E.coli
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Figure S44. Dose-response curve of compounds against DHPS
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Figure S45. Dose-response curve of compounds against DHFR

Table S1. MIC Determination against MRSA and XDR E.coli

Compound MRSA XDR E.coli | Compound MRSA XDR E.coli
SB2 (ng/mL) (ng/mL) | SB5(ug/mL | (ug/mL) (ng/mL)
)
Replicate 1 2 8 Replicate 1 2 16
Replicate 2 2 8 Replicate 2 2 16
Replicate 3 2 8 Replicate 3 2 16
Reported 2 8 Reported 2 16
MIC MIC







