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Time course changes in expression for groups of genes in the (A) unfolded protein response, (B) anti-apoptosis, (C) DNA repair, and (D) nuclear
mRNA splicing GO categories. Genes contained within each category were significantly altered following heat shock and regulated by HSF1.
Filled squares represent probe sets determined to be positively regulated by HSF1 based on siRNA knockdown while filled circles represent
probe sets determined to be negatively regulated. The solid line is the median log, gene expression ratio among the probe sets in the GO
category and represents the general trend in expression for HSF1-regulated genes with that biological function.



