S8 Phylogenies for putative Chlamydomonas enzymes of the predicted ergosterol pathway
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Fig. 1. Phylogenetic relationship of the enzymesfor thereaction 1.1.1.170 in Chlamydomonas (144174, 58501, 41178) to annotated sequences
from other species.
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Fig. 2. Phylogenetic relationship of the enzyme for the reaction 1.1.1.270 in Chlamydomonas (191061) to annotated sequences from other
species.
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Fig. 3. Phylogenetic relationship of the enzyme for the reaction 1.14.13.70 in Chlamydomonas (196411) to annotated sequences from other

species.

ERG25 Pongo abelii

ERG25 Homo sapiens

ERG25 Sus scrofa.

ERG25 Macaca fascicularis
ﬁERGZS Rattus norvegicus

gERGZS Mus musculus

ERG25 Gallus gallus

ERG25 Danio rerio

Vertebrata
Fungi

Algae

ERG25 Schizosaccharomyces pombe
EERGZS Saccharomyces cerevisiae

ERG25 Candida albicans

9VYD2 Drosophila melanogaster
9VYA2 Drosophila melanogaster
142288 Chlamydomanas reinhardtii

Fig. 4. Phylogenetic relationship of the enzyme for the reaction 1.14.13.72 in Chlamydomonas (142288) to annotated sequences from other

species.
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Fig. 5. Phylogenetic relationship of the enzyme for the reaction 1.3.1.70 or 1.3.1.71 in Chlamydomonas (196516) to annotated sequences from

other species.
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Fig. 6. Phylogenetic relationship of the enzyme for the reaction 5.3.3.5 or C-8-isomerase in Chlamydomonas (160258) to annotated sequences

from other species.



