
CLUSTAL 2.0.12 multiple sequence alignment

3EKJ_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

3EVP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3EKH_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

3EVR_A|PDBID|CHAIN|SEQUENCE      -------------------------------------DSSRRKWNKTGHA 13

3EK7_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

3EVU_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

3EVV_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

3EK4_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

3EK8_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGMASMTGGQQMGRDLYDDDDKDLATMVDSSRRKWNKTGHA 50

2G3D_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G2S_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHG_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G5Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G16_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HGD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HGY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YJF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QXT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HFC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HCG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QZ0_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FZU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FWQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1B9C_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MYW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3ED8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QU1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QY3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QT2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QRF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HRS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2B3Q_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2B3P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KP5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GJ1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3G9A_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3K1K_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JC0_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JC1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AH8_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AHA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CD1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CD9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CB9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CBE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OKW_F|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OKY_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HQZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HJO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O2B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H9W_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O24_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O29_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H6V_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RRX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Q6P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Z1Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1S6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Z1P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1F0B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1F09_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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3DPX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1HUY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2JAD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1H6R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1C4F_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4A_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q73_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4D_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4C_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JBZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JBY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7S_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7U_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7T_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1HCJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1BFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EML_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EME_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WUR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1GFL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RM9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WSN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Q57_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WSO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1CV7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GEX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HPW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WIQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3A8S_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WIS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GB3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GL4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A46_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A48_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A47_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZMW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZMU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZO6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZO7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BX9_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BXA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BXB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BXC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3H1O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3H1R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3M22_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3M24_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3IP2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5T_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5V_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1UIS_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5W_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A50_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A52_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XMZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A54_C|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A53_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A56_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XQM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFF_L|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFH_S|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFA_L|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YZW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IB5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IB6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2C9I_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1G7K_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1GGX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGQ_H|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H8Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VAE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2V4E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VAD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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2H5O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3KCS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3KCT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LF3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LF4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2P4M_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ARL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MOV_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MOU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3IR8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CGL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IOV_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2POX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IE2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z1O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GX2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GX0_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z6X_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LS3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LSA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DDC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DDD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XSS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZUX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2BTJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GW3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GW4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OTE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OTB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HQK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VZX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3ADF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ICR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FL1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OGR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XAE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XA9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2PXS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2PXW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OJK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2RH7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2C9J_H|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6X_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G3O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DD7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DD9_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

                                                                                   

3EKJ_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 100

3EVP_A|PDBID|CHAIN|SEQUENCE      -------SSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 43

3EKH_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 100

3EVR_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 63

3EK7_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 100

3EVU_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 100

3EVV_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 100

3EK4_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDGGVQLAYHYQQNTP 100

3EK8_A|PDBID|CHAIN|SEQUENCE      VRAIGRLSSLENVYIMADKQKNGIKANFKIRHNIEDRGVQLAYHYQQNTP 100

2G3D_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G2S_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHG_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G5Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G16_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HGD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HGY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YJF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QXT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HFC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HCG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QZ0_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FZU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FWQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1B9C_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MYW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3ED8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QU1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QY3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QT2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QRF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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2HRS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2B3Q_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2B3P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KP5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GJ1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3G9A_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3K1K_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JC0_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JC1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AH8_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AHA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CD1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CD9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CB9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CBE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OKW_F|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OKY_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HQZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HJO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O2B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H9W_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O24_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O29_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H6V_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RRX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Q6P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Z1Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1S6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Z1P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1F0B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1F09_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1HUY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2JAD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1H6R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1C4F_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4A_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q73_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4D_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4C_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JBZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JBY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7S_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7U_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7T_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1HCJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1BFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EML_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EME_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WUR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1GFL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RM9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WSN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Q57_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WSO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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1CV7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GEX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HPW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WIQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3A8S_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WIS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GB3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GL4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A46_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A48_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A47_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZMW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZMU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZO6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZO7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BX9_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BXA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BXB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BXC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3H1O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3H1R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3M22_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3M24_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3IP2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5T_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5V_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1UIS_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5W_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A50_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A52_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XMZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A54_C|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A53_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A56_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XQM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFF_L|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFH_S|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFA_L|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YZW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IB5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IB6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2C9I_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1G7K_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1GGX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGQ_H|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H8Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VAE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2V4E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VAD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3KCS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3KCT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LF3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LF4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2P4M_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ARL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MOV_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MOU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3IR8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CGL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IOV_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2POX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IE2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z1O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GX2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GX0_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z6X_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LS3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LSA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DDC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DDD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XSS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZUX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2BTJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GW3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GW4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OTE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OTB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HQK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VZX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3ADF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ICR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FL1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OGR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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1XAE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XA9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2PXS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2PXW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OJK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2RH7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2C9J_H|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6X_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G3O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DD7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DD9_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

                                                                                   

3EKJ_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

3EVP_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 93

3EKH_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSVQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

3EVR_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 113

3EK7_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

3EVU_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

3EVV_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

3EK4_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

3EK8_A|PDBID|CHAIN|SEQUENCE      IGDGPVLLPDNHYLSVQSKLSKDPNEKRDHMVLLEFVTAAGITLGMDELY 150

2G3D_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G2S_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHG_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G5Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G16_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HGD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HGY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YJF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YHI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QXT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AWL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HFC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HCG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QZ0_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FZU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KYS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FWQ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1B9C_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MYW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3ED8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QYO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QU1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1QY3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QT2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QRF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HRS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2B3Q_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2B3P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1KP5_A|PDBID|CHAIN|SEQUENCE      ------------------------------------------------TG 2

3GJ1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3G9A_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3K1K_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JC0_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JC1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AH8_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2AHA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CD1_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------------MRG 3

3CD9_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------------MRG 3

3CB9_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------------MRG 3

3CBE_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------------MRG 3

2OKW_F|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OKY_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HQZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HJO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O2B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H9W_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O24_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2O29_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H6V_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RMP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RRX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Q6P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Z1Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1S6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Z1P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1F0B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1F09_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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3DQK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DPZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3DQ3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1HUY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2JAD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1H6R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1C4F_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4A_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4B_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DUH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q73_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4D_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1Q4C_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JBZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1JBY_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7S_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7U_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1W7T_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1HCJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1BFP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2EMN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EML_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EME_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1EMK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WUR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1GFL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1RM9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WSN_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Q57_A|PDBID|CHAIN|SEQUENCE      ----------------------------------------MRGSHHHHHH 10

2WSO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1CV7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GEX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1OXE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LVA_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HPW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WIQ_A|PDBID|CHAIN|SEQUENCE      ------------------------------------MGSSHHHHHHSSGL 14

3A8S_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WIS_A|PDBID|CHAIN|SEQUENCE      ------------------------------------MGSSHHHHHHSSGL 14

3GB3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3GL4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A46_A|PDBID|CHAIN|SEQUENCE      -------------------------------MRGSHHHHHHG-------- 11

2A48_A|PDBID|CHAIN|SEQUENCE      -------------------------------MRGSHHHHHHG-------- 11

2A47_A|PDBID|CHAIN|SEQUENCE      -------------------------------MRGSHHHHHHG-------- 11

2ZMW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZMU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ZO6_A|PDBID|CHAIN|SEQUENCE      -------------------------------MRGSHHHHHHGMASMTGGQ 19

2ZO7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3BX9_B|PDBID|CHAIN|SEQUENCE      -------------------------------------------------M 1

3BXA_A|PDBID|CHAIN|SEQUENCE      -------------------------------------------------M 1

3BXB_A|PDBID|CHAIN|SEQUENCE      -------------------------------------------------M 1

3BXC_A|PDBID|CHAIN|SEQUENCE      -------------------------------------------------M 1

3H1O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3H1R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3M22_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3M24_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3IP2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5T_A|PDBID|CHAIN|SEQUENCE      ------------------------------------------------MR 2

3E5V_A|PDBID|CHAIN|SEQUENCE      ------------------------------------------------MR 2

1UIS_B|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3E5W_A|PDBID|CHAIN|SEQUENCE      ------------------------------------------------MR 2

2A50_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A52_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XMZ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A54_C|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A53_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2A56_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XQM_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFF_L|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFH_S|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CFA_L|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1YZW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IB5_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2IB6_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2C9I_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------
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1G7K_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------------MRG 3

1ZGO_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1GGX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGQ_H|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZGP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H8Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VAE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2V4E_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VAD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5P_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5R_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLG_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2QLH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2H5Q_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3KCS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3KCT_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LF3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3LF4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2P4M_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ARL_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MOV_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1MOU_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2WHS_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------MGSSHHHHH 9

2WHT_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------MGSSHHHHH 9

2WHU_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------MGSSHHHHH 9

3IR8_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3CGL_A|PDBID|CHAIN|SEQUENCE      -----------------------------------------------MRG 3

2Z6Z_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHHGMASMTGGQQM 21

2IOV_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHHGMASMTGGQQM 21

2POX_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHHGMASMTGGQQM 21

2IE2_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2Z1O_A|PDBID|CHAIN|SEQUENCE      ---------------------------------------------G---- 1

2Z6Y_A|PDBID|CHAIN|SEQUENCE      ---------------------------------------------G---- 1

2GX2_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHHGSLVPRG---- 17

2GX0_B|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHHGSLVPRG---- 17

2Z6X_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHHGMASMTGGQQM 21

3LS3_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHH----------- 10

3LSA_A|PDBID|CHAIN|SEQUENCE      -----------------------------MRGSHHHHHH----------- 10

2DDC_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DDD_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XSS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVI_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVH_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VVJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1ZUX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2BTJ_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GW3_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2GW4_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OTE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OTB_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2HQK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2VZX_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3ADF_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2ICR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2FL1_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OGR_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XAE_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

1XA9_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2PXS_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2PXW_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2OJK_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2RH7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2C9J_H|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6X_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2G3O_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DD7_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

2DD9_D|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

                                                                                   

3EKJ_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

3EVP_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 143

3EKH_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

3EVR_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 163

3EK7_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

3EVU_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

3EVV_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

3EK4_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

3EK8_A|PDBID|CHAIN|SEQUENCE      KGGTGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 200

2G3D_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2G2S_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1QYQ_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2G6E_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1YHH_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1YHG_B|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2G5Z_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2G16_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2HGD_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2HGY_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1YJF_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1YHI_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1YJ2_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1QYF_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1QXT_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2AWM_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2AWK_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2AWJ_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2AWL_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2HFC_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2HCG_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2QZ0_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2FZU_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1KYR_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43
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1KYP_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1KYS_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2FWQ_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1B9C_D|PDBID|CHAIN|SEQUENCE      --------ASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1MYW_A|PDBID|CHAIN|SEQUENCE      -------MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

3ED8_A|PDBID|CHAIN|SEQUENCE      --------VSKGEELFTGVVPILVELDGDVNGHKFSVRGEGEGDATIGKL 42

1QYO_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2QU1_A|PDBID|CHAIN|SEQUENCE      -----AIAMSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 45

1QY3_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2QT2_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2QRF_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2HRS_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKH 42

2B3Q_D|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2B3P_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVRGEGEGDATNGKL 42

1KP5_A|PDBID|CHAIN|SEQUENCE      SRHHHHHHSRKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 52

3GJ1_A|PDBID|CHAIN|SEQUENCE      -------SMSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

3GJ2_A|PDBID|CHAIN|SEQUENCE      -------SMSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

3G9A_A|PDBID|CHAIN|SEQUENCE      --------MGKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

3K1K_B|PDBID|CHAIN|SEQUENCE      --------MGKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1JC0_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1JC1_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2AH8_B|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2AHA_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGDL 42

3CD1_A|PDBID|CHAIN|SEQUENCE      SHHHHHHGSSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 53

3CD9_A|PDBID|CHAIN|SEQUENCE      SHHHHHHGSSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 53

3CB9_A|PDBID|CHAIN|SEQUENCE      SHHHHHHGSSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 53

3CBE_A|PDBID|CHAIN|SEQUENCE      SHHHHHHGSSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 53

2OKW_F|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2OKY_B|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2HQZ_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKH 42

2HJO_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2O2B_A|PDBID|CHAIN|SEQUENCE      --GIDPFTVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 48

2H9W_A|PDBID|CHAIN|SEQUENCE      -----PFTVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 45

2O24_A|PDBID|CHAIN|SEQUENCE      --GIDPFTVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 48

2O29_A|PDBID|CHAIN|SEQUENCE      --GIDPFTVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 48

2H6V_A|PDBID|CHAIN|SEQUENCE      --GIDPFTVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 48

1RMO_A|PDBID|CHAIN|SEQUENCE      --------VSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1RMM_A|PDBID|CHAIN|SEQUENCE      ---------SKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 41

1RMP_A|PDBID|CHAIN|SEQUENCE      ---------SKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 41

1RRX_A|PDBID|CHAIN|SEQUENCE      ---------SKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 41

2Q6P_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Z1Q_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1S6Z_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Z1P_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1F0B_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1F09_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2YFP_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

3DQ8_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ1_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ9_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQA_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQC_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQD_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQE_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQF_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQH_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQI_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQJ_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQK_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQL_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQM_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQN_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQO_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQU_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ4_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ5_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ6_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ7_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DPW_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DPX_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DPZ_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ2_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

3DQ3_A|PDBID|CHAIN|SEQUENCE      ---GDDPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 47

1HUY_A|PDBID|CHAIN|SEQUENCE      -----DPMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 45

1YFP_A|PDBID|CHAIN|SEQUENCE      ----------KGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 40

2JAD_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1H6R_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1C4F_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1EMB_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Q4A_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1EMA_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Q4B_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1EMG_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2DUF_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2DUE_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2DUI_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2DUG_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2DUH_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Q4E_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Q73_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Q4D_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1Q4C_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1JBZ_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1JBY_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1W7S_D|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1W7U_D|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1W7T_D|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1HCJ_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2QLE_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1BFP_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2EMO_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1EMF_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2EMD_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2EMN_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1EMM_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43
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1EMC_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1EML_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1EME_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1EMK_A|PDBID|CHAIN|SEQUENCE      -------MASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2WUR_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1GFL_A|PDBID|CHAIN|SEQUENCE      --------ASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1RM9_A|PDBID|CHAIN|SEQUENCE      --------VSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

2WSN_A|PDBID|CHAIN|SEQUENCE      -------MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

2Q57_A|PDBID|CHAIN|SEQUENCE      GLALPVATMSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 60

2WSO_A|PDBID|CHAIN|SEQUENCE      -------MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 43

1OXF_A|PDBID|CHAIN|SEQUENCE      ---------SKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 41

1CV7_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHRFSVSGEGEGDATYGKL 42

3GEX_A|PDBID|CHAIN|SEQUENCE      --LYFQGMVSKGEELFGGIVPILVELEGDVNGHKFSVSGEGEGDATYGKL 48

1OXD_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

1OXE_A|PDBID|CHAIN|SEQUENCE      --------MSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKL 42

3LVC_A|PDBID|CHAIN|SEQUENCE      --------MSKGAELFTGIVPILIELNGDVNGHKFSVSGEGEGDATYGKL 42

3LVD_A|PDBID|CHAIN|SEQUENCE      --------MSKGAELFTGIVPILIELNGDVNGHKFSVSGEGEGDATYGKL 42

3LVA_A|PDBID|CHAIN|SEQUENCE      --------MSKGAELFTGIVPILIELNGDVNGHKFSVSGEGEGDATYGKL 42

2HPW_A|PDBID|CHAIN|SEQUENCE      -----MTALTEGAKLFEKEIPYITELEGDVEGMKFIIKGEGTGDATTGTI 45

2WIQ_A|PDBID|CHAIN|SEQUENCE      VPRGSHMGSEGGPALFQSDMTFKIFIDGEVNGQKFTIVADGSSKFPHGDF 64

3A8S_A|PDBID|CHAIN|SEQUENCE      -----HMGSEGGPALFQSDMTFKIFIDGEVNGQKFTIVADGSSKFPHGDF 45

2WIS_A|PDBID|CHAIN|SEQUENCE      VPRGSHMGSEGGPALFQSDMTFKIFIDGEVNGQKFTIVADGSSKFPHGDF 64

3GB3_A|PDBID|CHAIN|SEQUENCE      --------MEGGPALFQSDMTFKIFIDGEVNGQKFTIVADGSSKFPHGDF 42

3GL4_A|PDBID|CHAIN|SEQUENCE      --------MEGGPALFQSDMTFKIFIDGEVNGQKFTIVADGSSKFPHGDF 42

2A46_A|PDBID|CHAIN|SEQUENCE      --------SALSNKFIGDDMKMTYHMDGCVNGHYFTVKGEGNGKPYEGTQ 53

2A48_A|PDBID|CHAIN|SEQUENCE      --------SALSNKFIGDDMKMTYHMDGCVNGHYFTVKGEGNGKPYEGTQ 53

2A47_A|PDBID|CHAIN|SEQUENCE      --------SALSNKFIGDDMKMTYHMDGCVNGHYFTVKGEGNGKPYEGTQ 53

2ZMW_A|PDBID|CHAIN|SEQUENCE      -----------MVSVIKPEMKMRYYMDGSVNGHEFTIEGEGTGRPYEGHQ 39

2ZMU_A|PDBID|CHAIN|SEQUENCE      -----------MVSVIKPEMKMRYYMDGSVNGHEFTIEGEGTGRPYEGHQ 39

2ZO6_A|PDBID|CHAIN|SEQUENCE      QMGRDLYDDDDKMSVIKPEMKMKYFMDGSVNGHEFTVEGEGTGKPYEGKH 69

2ZO7_A|PDBID|CHAIN|SEQUENCE      --------DPTMVSVIKPEMKMRYYMDGSVNGHEFTVEGEGTGRPYEGKQ 42

3BX9_B|PDBID|CHAIN|SEQUENCE      RGSHHHHHHGSMSELITENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 51

3BXA_A|PDBID|CHAIN|SEQUENCE      RGSHHHHHHGSMSELITENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 51

3BXB_A|PDBID|CHAIN|SEQUENCE      RGSHHHHHHGSMSELITENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 51

3BXC_A|PDBID|CHAIN|SEQUENCE      RGSHHHHHHGSMSELITENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 51

3H1O_A|PDBID|CHAIN|SEQUENCE      -----------MSELITENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 39

3H1R_A|PDBID|CHAIN|SEQUENCE      -----------MSELITENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 39

3M22_A|PDBID|CHAIN|SEQUENCE      -------MVSKGEELIKENMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 43

3M24_A|PDBID|CHAIN|SEQUENCE      ----------MSEELIKENMHMKLYMEGTVDNHHFKCTSEGEGKPYEGTQ 40

3IP2_A|PDBID|CHAIN|SEQUENCE      -------GVSKGEELIKEDMHMKLYMEGTVNNHHFKCTSEGEGKPYEGTQ 43

3E5T_A|PDBID|CHAIN|SEQUENCE      GSHHHHHHGIHMNSLIKENMRMMVVMEGSVNGYQFKCTGEGDGNPYMGTQ 52

3E5V_A|PDBID|CHAIN|SEQUENCE      GSHHHHHHGIHMNSLIKENMRMMVVMEGSVNGYQFKCTGEGDGNPYMGTQ 52

1UIS_B|PDBID|CHAIN|SEQUENCE      ---------IHMNSLIKENMRMMVVMEGSVNGYQFKCTGEGDGNPYMGTQ 41

3E5W_A|PDBID|CHAIN|SEQUENCE      GSHHHHHHGIHMNSLIKENMRMMVVMEGSVNGYQFKCTGEGDGNPYMGTQ 52

2A50_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQ 50

2A52_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQ 50

1XMZ_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQ 50

2A54_C|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQ 50

2A53_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQ 50

2A56_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQ 50

1XQM_A|PDBID|CHAIN|SEQUENCE      -----------MASLLTETMPFKTTIEGTVNGHCFKCIGKGEGNPFEGTQ 39

3CFF_L|PDBID|CHAIN|SEQUENCE      -----------MASLLTETMPFRMTMEGTVNGHHFKCTGKGEGNPFEGTQ 39

3CFH_S|PDBID|CHAIN|SEQUENCE      -----------MASLLTETMPFRMTMEGTVNGHHFKCTGKGEGNPFEGTQ 39

3CFA_L|PDBID|CHAIN|SEQUENCE      -----------MASLLTETMPFRMTMEGTVNGHHFKCTGKGEGNPFEGTQ 39

1YZW_A|PDBID|CHAIN|SEQUENCE      -----------MAGLLKESMRIKMYMEGTVNGHYFKCEGEGDGNPFAGTQ 39

2IB5_A|PDBID|CHAIN|SEQUENCE      --------GSHMASKISDNVRIKLYMEGTVNNHHFMCEAEGEGKPYEGTQ 42

2IB6_A|PDBID|CHAIN|SEQUENCE      --------GSHMASKISDNVRIKLYMEGTVNNHHFMCEAEGEGKPYEGTQ 42

2C9I_A|PDBID|CHAIN|SEQUENCE      -----------MYPSIKETMRVQLSMEGSVNYHAFKCTGKGEGKPYEGTQ 39

1G7K_A|PDBID|CHAIN|SEQUENCE      SHHHHHHGSRSSKNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHN 53

1ZGO_A|PDBID|CHAIN|SEQUENCE      --------MRSSKNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHN 42

1GGX_A|PDBID|CHAIN|SEQUENCE      --------MRSSKNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHN 42

1ZGQ_H|PDBID|CHAIN|SEQUENCE      --------MRSSKNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHN 42

1ZGP_A|PDBID|CHAIN|SEQUENCE      --------MRSSKNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHN 42

2H8Q_A|PDBID|CHAIN|SEQUENCE      --------------VIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHN 36

2VAE_A|PDBID|CHAIN|SEQUENCE      --------MASSEDVIKEFMRFKVRMEGSVNGHEFEIEGEGEGRPYEGTQ 42

2V4E_A|PDBID|CHAIN|SEQUENCE      -------------NVIKPFMRFKVHMEGSVNGHEFEIEGEGEGKPYEGTQ 37

2VAD_A|PDBID|CHAIN|SEQUENCE      --------MDNTEDVIKEFMQFKVRMEGSVNGHYFEIEGEGEGKPYEGTQ 42

2H5P_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEENNMAIIKEFMRFKVRMEGSVNGHEFEIEGEGEGRPYEGTQ 47

2H5R_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEENNMAIIKEFMRFKVRMEGSVNGHEFEIEGEGEGRPYEGTQ 47

2H5O_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEENNMAIIKEFMRFKVRMEGSVNGHEFEIEGEGEGRPYEGFQ 47

2QLG_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEE----VIKEFMRFKEHMEGSVNGHEFEIEGEGEGRPYEGTQ 43

2QLI_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEE----VIKEFMRFKQHMEGSVNGHEFEIEGEGEGRPYEGTQ 43

2QLH_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEE----VIKEFMRFKEHMEGSVNGHEFEIEGEGEGRPYEGTQ 43

2H5Q_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEEDNMAIIKEFMRFKVHMEGSVNGHEFEIEGEGEGRPYEGTQ 47

3KCS_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEEDNMAIIKEFMRFKVHMEGSVNGHVFEIEGEGEGRPYEGTQ 47

3KCT_A|PDBID|CHAIN|SEQUENCE      ---MVSKGEEDNMAIIKEFMRFKVHMEGSVNGHVFEIEGEGEGRPYEGTQ 47

3LF3_A|PDBID|CHAIN|SEQUENCE      --------EEDNMAIIKEFMRFKVHVEGSVNGHEFEIEGEGKGRPYEGTQ 42

3LF4_A|PDBID|CHAIN|SEQUENCE      --------EEDNMAIIKEFMRFKVHMEGSVNGHEFEIEGEGEGRPYEGTQ 42

2P4M_A|PDBID|CHAIN|SEQUENCE      ------------MSVIATQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQ 38

2ARL_A|PDBID|CHAIN|SEQUENCE      ------------GSVIATQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQ 38

1MOV_A|PDBID|CHAIN|SEQUENCE      ------------GGVIATQMTYKVYMSGTVNGHYFEVEGDGKGRPYEGEQ 38

1MOU_A|PDBID|CHAIN|SEQUENCE      ------------GGVIATQMTYKVYMSGTVNGHYFEVEGDGKGRPYEGEQ 38

2WHS_A|PDBID|CHAIN|SEQUENCE      HSSGLVPRGSHMVSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQ 59

2WHT_A|PDBID|CHAIN|SEQUENCE      HSSGLVPRGSHMVSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQ 59

2WHU_A|PDBID|CHAIN|SEQUENCE      HSSGLVPRGSHMVSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQ 59

3IR8_A|PDBID|CHAIN|SEQUENCE      -SS---------VSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQ 40

3CGL_A|PDBID|CHAIN|SEQUENCE      SHHHHHHGMSCSKSVIKEEMLIDLHLEGTFNGHYFEIKGKGKGQPNEGTN 53

2Z6Z_A|PDBID|CHAIN|SEQUENCE      GRDLYDDDDKDPMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 71

2IOV_A|PDBID|CHAIN|SEQUENCE      GRDLYDDDDKDPMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 71

2POX_A|PDBID|CHAIN|SEQUENCE      GRDLYDDDDKDPMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 71

2IE2_A|PDBID|CHAIN|SEQUENCE      ------------MSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 38

2Z1O_A|PDBID|CHAIN|SEQUENCE      ----------SHMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 41

2Z6Y_A|PDBID|CHAIN|SEQUENCE      ----------SHMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 41

2GX2_A|PDBID|CHAIN|SEQUENCE      ----------SMVSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 57

2GX0_B|PDBID|CHAIN|SEQUENCE      ----------SMVSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 57

2Z6X_A|PDBID|CHAIN|SEQUENCE      GRDLYDDDDKDPMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 71

3LS3_A|PDBID|CHAIN|SEQUENCE      ---------TDPMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 51

3LSA_A|PDBID|CHAIN|SEQUENCE      ---------TDPMSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQ 51

2DDC_A|PDBID|CHAIN|SEQUENCE      ------------VSVITSEMKIEVRMEGAVNGHKFVITGKGSGQPFEGIQ 38

2DDD_A|PDBID|CHAIN|SEQUENCE      ------------VSVITSEMKIEVRMEGAVNGHKFVITGKGSGQPFEGIQ 38

1XSS_A|PDBID|CHAIN|SEQUENCE      ------------VSVITSEMKMELRMEGAVNGHKFVITGKGSGQPFEGIQ 38

2VVI_A|PDBID|CHAIN|SEQUENCE      ----------HHMSAIKPDMKINLRMEGNVNGHHFVIDGDGTGKPFEGKQ 40

2VVH_A|PDBID|CHAIN|SEQUENCE      ----------HHMSAIKPDMKINLRMEGNVNGHHFVIDGDGTGKPFEGKQ 40

2VVJ_A|PDBID|CHAIN|SEQUENCE      ----------HHMSAIKPDMKINLRMEGNVNGHHFVIDGDGTGKPFEGKQ 40

1ZUX_A|PDBID|CHAIN|SEQUENCE      ------------MSAIKPDMKINLRMEGNVNGHHFVIDGDGTGKPFEGKQ 38
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2BTJ_A|PDBID|CHAIN|SEQUENCE      ------------GGAIKPDMKINLRMEGNVNGHHFVIDGDGTGKPFEGKQ 38

2GW3_A|PDBID|CHAIN|SEQUENCE      ----------APMSLIKPEMKIKLLMEGNVNGHQFVIEGDGKGHPFEGKQ 40

2GW4_A|PDBID|CHAIN|SEQUENCE      ----------APMSLIKPEMKIKLLMEGNVNGHQFVIEGDGKGHPFEGKQ 40

2OTE_A|PDBID|CHAIN|SEQUENCE      -------------GVIKPDMKIKLKMEGNVNGHAFVIEGEGEGKPYDGTN 37

2OTB_A|PDBID|CHAIN|SEQUENCE      -------------GVIKPDMKIKLKMEGNVNGHAFVIEGEGEGKPYDGTN 37

2HQK_A|PDBID|CHAIN|SEQUENCE      -------------GVIKPDMKIKLKMEGNVNGHAFVIEGEGEGKPYDGTN 37

2VZX_A|PDBID|CHAIN|SEQUENCE      ------------MNLIKEDMRVKVHMEGNVNGHAFVIEGEGKGKPYEGTQ 38

3ADF_A|PDBID|CHAIN|SEQUENCE      ---------GAHMSVIKPEMKIKLCMRGTVNGHNFVIEGEGKGNPYEGTQ 41

2ICR_A|PDBID|CHAIN|SEQUENCE      MRGSHHHHHHGSAHGLTDDMTMHFRMEGCVDGHKFVIEGNGNGNPFKGKQ 50

2FL1_A|PDBID|CHAIN|SEQUENCE      -----------SAHGLTDDMTMHFRMEGCVDGHKFVIEGNGNGNPFKGKQ 39

2OGR_A|PDBID|CHAIN|SEQUENCE      --------MAHSKHGLKEEMTMKYHMEGCVNGHKFVITGEGIGYPFKGKQ 42

1XAE_A|PDBID|CHAIN|SEQUENCE      --------MAHSKHGLKEEMTMKYHMEGCVNGHKFVITGEGIGYPFKGKQ 42

1XA9_A|PDBID|CHAIN|SEQUENCE      --------MAHSKHGLKEEMTMKYHMEGCVNGHKFVITGEGIGYPFKGKQ 42

2PXS_A|PDBID|CHAIN|SEQUENCE      -----------SKHGLTKEMTMKYRMEGCVDGHKFVITGEGIGYPFKGKQ 39

2PXW_A|PDBID|CHAIN|SEQUENCE      -----------SKHGLTKEMTMKYRMEGCVDGHKFVITGEGIGYPFKGKQ 39

2OJK_A|PDBID|CHAIN|SEQUENCE      --------MAQSKHGLTKEMTMKYRMEGCVDGHKFVITGEGIGYPFKGKQ 42

2RH7_A|PDBID|CHAIN|SEQUENCE      --------MDLAKLGLKEVMPTKINLEGLVGDHAFSMEGVGEGNILEGTQ 42

2C9J_H|PDBID|CHAIN|SEQUENCE      ------------MSQLDNNLSVSVYMKGNVNNHEFEYDGIGGGDPNSGQF 38

2G6X_A|PDBID|CHAIN|SEQUENCE      ----------------LPAMEIECRITGTLNGVEFELVGGGEGTPEQGRM 34

2G6Y_A|PDBID|CHAIN|SEQUENCE      ----------------LPAMEIECRITGTLNGVEFELVGGGEGTPEQGRM 34

2G3O_A|PDBID|CHAIN|SEQUENCE      ----------------MPAMKIECRITGTLNGVEFELVGGGEGTPEQGRM 34

2DD7_A|PDBID|CHAIN|SEQUENCE      -----------------TTFKIESRIHGNLNGEKFELVGGGVG--EEGRL 31

2DD9_D|PDBID|CHAIN|SEQUENCE      -----------------TTFKIESRIHGNLNGEKFELVGGGVG--EEGRL 31

                                                    .     : * .    *   . * .    *  

3EKJ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

3EVP_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 190

3EKH_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

3EVR_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 210

3EK7_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

3EVU_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

3EVV_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

3EK4_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

3EK8_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 247

2G3D_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLGAGVQCFSRYPDHMKQHDFFKSAMP 90

2G2S_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLGAGVQCFSRYPDHMKQHDFFKSAMP 90

1QYQ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLG--VQCFSRYPDHMKQHDFFKSAMP 88

2G6E_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLASGVQCFSRYPDHMKQHDFFKSAMP 90

1YHH_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLASAVQCFSRYPDHMKQHDFFKSAMP 90

1YHG_B|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLGSGGQCFSRYPDHMKQHDFFKSAMP 90

2G5Z_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFXAGVQCFSRYPDHMKQHDFFKSAMP 90

2G16_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFXS-VQCFSRYPDHMKQHDFFKSAMP 89

2HGD_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFAFGVQCFSRYPDHMKQHDFFKSAMP 90

2HGY_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFAFGVQCFSRYPDHMKQHDFFKSAMP 90

1YJF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFASGVQCFSRYPDHMKQHDFFKSAMP 90

1YHI_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFASGVQCFSRYPDHMKQHDFFKSAMP 90

1YJ2_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFASGVQCFSRYPDHMKQHDFFKSAMP 90

1QYF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

1QXT_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

2AWM_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

2AWK_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

2AWJ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

2AWL_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

2HFC_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTFGVQCFSRYPDHMKQHDFFKSAMP 90

2HCG_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTFGVQCFSRYPDHMKQHDFFKSAMP 90

2QZ0_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

2FZU_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 90

1KYR_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTHGVQCFSRYPDHMKQHDFFKSAMP 90

1KYP_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTHGVQCFSRYPDHMKQHDFFKSAMP 90

1KYS_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTHGVQCFSRYPDHMKQHDFFKSAMP 90

2FWQ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTHGVQCFSRYPDHMKQHDFFKSAMP 90

1B9C_D|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKQHDFFKSAMP 89

1MYW_A|PDBID|CHAIN|SEQUENCE      TLKLICT---TGKLPVPWPTLVTTLGYGLQCFARYPDHMKQHDFFKSAMP 90

3ED8_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLGYGLQCFARYPDHMKQHDFFKSAMP 89

1QYO_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLGGGVQCFSRYPDHMKQHDFFKSAMP 89

2QU1_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 92

1QY3_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2QT2_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2QRF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2HRS_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2B3Q_D|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMP 89

2B3P_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMP 89

1KP5_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 99

3GJ1_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 90

3GJ2_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 90

3G9A_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

3K1K_B|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

1JC0_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMP 89

1JC1_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMP 89

2AH8_B|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

2AHA_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

3CD1_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 100

3CD9_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 100

3CB9_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 100

3CBE_A|PDBID|CHAIN|SEQUENCE      TLKFIST---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 100

2OKW_F|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2OKY_B|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2HQZ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2HJO_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

2O2B_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 95

2H9W_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 92

2O24_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 95

2O29_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 95

2H6V_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 95

1RMO_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPXPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 89

1RMM_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPXPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 88

1RMP_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPXPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 88

1RRX_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMP 88

2Q6P_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Z1Q_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTLGVQCFSRYPDHMKRHDFFKSAMP 89

1S6Z_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTLGVQCFSRYPDHMKRHDFFKSAMP 89

1Z1P_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTLGVQCFSRYPDHMKRHDFFKSAMP 89

1F0B_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLQCFARYPDHMKRHDFFKSAMP 89

1F09_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLQCFARYPDHMKRHDFFKSAMP 89

2YFP_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLQCFARYPDHMKRHDFFKSAMP 89
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3DQ8_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ1_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ9_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQA_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQC_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQD_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQE_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQH_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQI_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQJ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQK_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQL_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQM_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQN_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQO_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQU_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ4_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ5_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ6_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ7_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DPW_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DPX_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DPZ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ2_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

3DQ3_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMP 94

1HUY_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLMCFARYPDHMKRHDFFKSAMP 92

1YFP_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFGYGLQCFARYPDHMKRHDFFKSAMP 87

2JAD_A|PDBID|CHAIN|SEQUENCE      TLKFIVT---TGKLPVPWPTLVTTFAYGLQCFARYPDHMKRHDFFKSAMP 89

1H6R_A|PDBID|CHAIN|SEQUENCE      TLKFIVT---TGKLPVPWPTLVTTFAYGLQCFARYPDHMKRHDFFKSAMP 89

1C4F_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1EMB_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Q4A_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1EMA_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Q4B_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1EMG_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

2DUF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

2DUE_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

2DUI_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

2DUG_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

2DUH_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Q4E_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Q73_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Q4D_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1Q4C_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1JBZ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1JBY_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFTYGVQCFSRYPDHMKRHDFFKSAMP 89

1W7S_D|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

1W7U_D|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

1W7T_D|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

1HCJ_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

2QLE_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

1BFP_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSHGVQCFSRYPDHMKRHDFFKSAMP 89

2EMO_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSHGVQCFSRYPDHMKRHDFFKSAMP 90

1EMF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSHGVQCFSRYPDHMKRHDFFKSAMP 90

2EMD_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSHGVQCFSRYPDHMKRHDFFKSAMP 90

2EMN_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSHGVQCFSRYPDHMKRHDFFKSAMP 90

1EMM_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 90

1EMC_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 90

1EML_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 90

1EME_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 90

1EMK_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMP 90

2WUR_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKRHDFFKSAMP 89

1GFL_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTFSYGVQCFSRYPDHMKRHDFFKSAMP 89

1RM9_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFSRYPDHMKRHDFFKSAMP 89

2WSN_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFSRYPDHMKQHDFFKSAMP 90

2Q57_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFARYPDHMKRHDFFKSAMP 107

2WSO_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFARYPDHMKQHDFFKSAMP 90

1OXF_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPXPTLVTTLTWGVQCFSRYPDHMKQHDFFKSAMP 88

1CV7_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFSRYPDHMKQHDFFKSAMP 89

3GEX_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFSRYPDHMKQHDFFKSVMP 95

1OXD_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFSRYPDHMKRHDFFKSAMP 89

1OXE_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLTWGVQCFSRYPDHMKRHDFFKSAMP 89

3LVC_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKQHDFFKSAMP 89

3LVD_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKQHDFFKSAMP 89

3LVA_A|PDBID|CHAIN|SEQUENCE      TLKFICT---TGKLPVPWPTLVTTLSYGVQCFSRYPDHMKQHDFFKSAMP 89

2HPW_A|PDBID|CHAIN|SEQUENCE      KAKYICT---TGDLPVPWATILSSLSYGVFCFAKYPRHIA--DFFKSTQP 90

2WIQ_A|PDBID|CHAIN|SEQUENCE      NVHAVCE---TGKLPMSWKPICHLIQYGEPFFARYPDGIS--HFAQECFP 109

3A8S_A|PDBID|CHAIN|SEQUENCE      NVHAVCE---TGKLPMSWKPICHLIQYGEPFFARYPDGIS--HFAQECFP 90

2WIS_A|PDBID|CHAIN|SEQUENCE      NVHAVCE---TGKLPMSWKPICHLIQYGEPFFARYPDGIS--HFAQECFP 109

3GB3_A|PDBID|CHAIN|SEQUENCE      NVHAVCE---TGKLPMSWKPICHLIQYGEPFFARYPDGIS--HFAQECFP 87

3GL4_A|PDBID|CHAIN|SEQUENCE      NVHAVCE---TGKLPMSWKPICHLIQYGEPFFARYPDGIS--HFAQECFP 87

2A46_A|PDBID|CHAIN|SEQUENCE      TSTFKVTMANGGPLAFSFDILSTVFKYGNRCFTAYPTSMP--DYFKQAFP 101

2A48_A|PDBID|CHAIN|SEQUENCE      TSTFKVTMANGGPLAFSFDILSTVFKYGNRCFTAYPTSMP--DYFKQAFP 101

2A47_A|PDBID|CHAIN|SEQUENCE      TSTFKVTMANGGPLAFSFDILSTVFKYGNRCFTAYPTSMP--DYFKQAFP 101

2ZMW_A|PDBID|CHAIN|SEQUENCE      EMTLRVTMAKGGPMPFAFDLVSHVFCYGHRPFTKYPEEIP--DYFKQAFP 87

2ZMU_A|PDBID|CHAIN|SEQUENCE      EMTLRVTMAKGGPMPFAFDLVSHVFCYGHRPFTKYPEEIP--DYFKQAFP 87

2ZO6_A|PDBID|CHAIN|SEQUENCE      KITLDVT--KGGPLPFAFDLLSTVFSYGNRCLTKYPDDIP--DYFKQCFP 115

2ZO7_A|PDBID|CHAIN|SEQUENCE      KITLDVT--KGGPLPFAFDLLSTVFSYGNRALTKYPDDIP--DYFKQCFP 88

3BX9_B|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFINHTQGIP--DFFKQSFP 97

3BXA_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFINHTQGIP--DFFKQSFP 97

3BXB_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFINHTQGIP--DFFKQSFP 97

3BXC_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFINHTQGIP--DFFKQSFP 97

3H1O_A|PDBID|CHAIN|SEQUENCE      TQRIKVV--EGGPLPFAFDILATSFMYGSHTFINHTQGIP--DFWKQSFP 85

3H1R_A|PDBID|CHAIN|SEQUENCE      TQRIKVV--EGGPLPFAFDILATSFMYGSHTFINHTQGIP--DFWKQSFP 85

3M22_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSRTFINHTQGIP--DFFKQSFP 89

3M24_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFLYGSKTFINHTQGIP--DFFKQSFP 86

3IP2_A|PDBID|CHAIN|SEQUENCE      TGRIKVV--EGGPLPFAFDILATCFMYGSKTFINHTQGIP--DFFKQSFP 89

3E5T_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFIKHTKGIP--DFFKQSFP 98

3E5V_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFIKHTKGIP--DFFKQSFP 98

1UIS_B|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFIKHTKGIP--DFFKQSFP 87

3E5W_A|PDBID|CHAIN|SEQUENCE      TMRIKVV--EGGPLPFAFDILATSFMYGSKTFIKHTKGIP--DFFKQSFP 98

2A50_A|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 96

2A52_A|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 96

1XMZ_A|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 96
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2A54_C|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 96

2A53_A|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 96

2A56_A|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 96

1XQM_A|PDBID|CHAIN|SEQUENCE      EMKIEVI--EGGPLPFAFHILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 85

3CFF_L|PDBID|CHAIN|SEQUENCE      DMKIEVI--EGGPLPFAFDILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 85

3CFH_S|PDBID|CHAIN|SEQUENCE      DMKIEVI--EGGPLPFAFDILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 85

3CFA_L|PDBID|CHAIN|SEQUENCE      DMKIEVI--EGGPLPFAFDILSTSCMYGSKTFIKYVSGIP--DYFKQSFP 85

1YZW_A|PDBID|CHAIN|SEQUENCE      SMRIHVT--EGAPLPFAFDILAPCCES--RTFVHHTAEIP--DFFKQSFP 83

2IB5_A|PDBID|CHAIN|SEQUENCE      MENIKVT--KGGPLPFSFDILTPNCQYGSVAITKYTSGIP--DYFKQSFP 88

2IB6_A|PDBID|CHAIN|SEQUENCE      MENIKVT--KGGPLPFSFDILTPNCQLGSVAITKYTSGIP--DYFKQSFP 88

2C9I_A|PDBID|CHAIN|SEQUENCE      SLNITIT--EGGPLPFAFDILSHAFQYGIKVFAKYPKEIP--DFFKQSLP 85

1G7K_A|PDBID|CHAIN|SEQUENCE      TVKLKVT--KGGPLPFAWDILSPQFQYGSKVYVKHPADIP--DYKKLSFP 99

1ZGO_A|PDBID|CHAIN|SEQUENCE      TVKLKVT--KGGPLPFAWDILSPQFQYGSKVYVKHPADIP--DYKKLSFP 88

1GGX_A|PDBID|CHAIN|SEQUENCE      TVKLKVT--KGGPLPFAWDILSPQFQYGSKVYVKHPADIP--DYKKLSFP 88

1ZGQ_H|PDBID|CHAIN|SEQUENCE      TVKLKVT--KGGPLPFAWDILSPQFMYGSKVYVKHPADIP--DYKKLSFP 88

1ZGP_A|PDBID|CHAIN|SEQUENCE      TVKLKVT--KGGPLPFAWDILSPQFQYGSMVYVKHPADIP--DYKKLSFP 88

2H8Q_A|PDBID|CHAIN|SEQUENCE      TVKLKVT--KGGPLPFAWDILSPQFQYGSKVYVKHPADIP--DYMKLSFP 82

2VAE_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILSPQFQYGSKVYVKHPADIP--DYKKLSFP 88

2V4E_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILSPQFMYGSKVYTKHPADIP--DYKKLSFP 83

2VAD_A|PDBID|CHAIN|SEQUENCE      TAKLQVT--KGGPLPFAWDILSPQFQYGSKAYVKHPADIP--DYMKLSFP 88

2H5P_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILTPNFTYGSKAYVKHPADIP--DYLKLSFP 93

2H5R_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILTPNFGYGSKAYVKHPADIP--DYLKLSFP 93

2H5O_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILSPQFGYGSKAYVKHPADIP--DYFKLSFP 93

2QLG_A|PDBID|CHAIN|SEQUENCE      TARLKVT--KGGPLPFAWDILSPQIMYGSKAYVKHPADIP--DYLKLSFP 89

2QLI_A|PDBID|CHAIN|SEQUENCE      TARLKVT--KGGPLPFAWDILSPQIMYGSKAYVKHPADIP--DYLKLSFP 89

2QLH_A|PDBID|CHAIN|SEQUENCE      TARLKVT--KGGPLPFAWDILSPQLMYGSKAYVKHPADIP--DYLKLSFP 89

2H5Q_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILSPQFMYGSKAYVKHPADIP--DYLKLSFP 93

3KCS_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFTWDILSPQFMYGSNAYVKHPADIP--DYFKLSFP 93

3KCT_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFTWDILSPQFMYGSNAYVKHPADIP--DYFKLSFP 93

3LF3_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILSPQFMYGSRAYVKHPADIP--DYWKLSFP 88

3LF4_A|PDBID|CHAIN|SEQUENCE      TAKLKVT--KGGPLPFAWDILSPQFLYGSRAYVKHPADIP--DYWKLSFP 88

2P4M_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQCQYGSIPFTKYPEDIP--DYVKQSFP 84

2ARL_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQCQYGSIPFTKYPEDIP--DYVKQSFP 84

1MOV_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQCQYGSIPFTKYPEDIP--DYVKQSFP 84

1MOU_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQCQYGSIPFTKYPEDIP--DYVKQSFP 84

2WHS_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQLQYGSIPFTKYPEDIP--DYFKQSFP 105

2WHT_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQLQYGSIPFTKYPEDIP--DYFKQSFP 105

2WHU_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQLQYGSIPFTKYPEDIP--DYFKQSFP 105

3IR8_A|PDBID|CHAIN|SEQUENCE      TVKLTVT--KGGPLPFAWDILSPQLQYGSIPFTKYPEDIP--DYFKQSFP 86

3CGL_A|PDBID|CHAIN|SEQUENCE      TVTLEVT--KGGPLPFGWHILCPQFQYGNKAFVHHPDNIH--DYLKLSFP 99

2Z6Z_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 117

2IOV_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 117

2POX_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 117

2IE2_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 84

2Z1O_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 87

2Z6Y_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 87

2GX2_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFSYGNRVFAKYPENIV--DYFKQSFP 103

2GX0_B|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 103

2Z6X_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTTVFCYGNRVFAKYPENIV--DYFKQSFP 117

3LS3_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTMAFCYGNRVFAKYPENIV--DYFKQSFP 97

3LSA_A|PDBID|CHAIN|SEQUENCE      SMDLKVK--EGGPLPFAYDILTMAFCYGNRVFAKYPENIV--DYFKQSFP 97

2DDC_A|PDBID|CHAIN|SEQUENCE      NVDLTVI--EGGPLPFAFDILTTAFHYGNRVFVKYPEEIV--DYFKQSFP 84

2DDD_A|PDBID|CHAIN|SEQUENCE      NVDLTVI--EGGPLPFAFDILTTAFHYGNRVFVKYPEEIV--DYFKQSFP 84

1XSS_A|PDBID|CHAIN|SEQUENCE      NMDLTVI--EGGPLPFAFDILTTVFDYGNRVFVKYPEEIV--DYFKQSFP 84

2VVI_A|PDBID|CHAIN|SEQUENCE      SMDLEVK--EGGPLPFAFDILTTAFHYGNRVFAEYPDHIQ--DYFKQSFP 86

2VVH_A|PDBID|CHAIN|SEQUENCE      SMDLEVK--EGGPLPFAFDILTTAFHYGNRVFAEYPDHIQ--DYFKQSFP 86

2VVJ_A|PDBID|CHAIN|SEQUENCE      SMDLEVK--EGGPLPFAFDILTTAFHYGNRVFAEYPDHIQ--DYFKQSFP 86

1ZUX_A|PDBID|CHAIN|SEQUENCE      SMDLEVK--EGGPLPFAFDILTTAFHYGNRVFAEYPDHIQ--DYFKQSFP 84

2BTJ_A|PDBID|CHAIN|SEQUENCE      SMDLEVK--EGGPLPFAFDILTTAFHYGNRVFAEYPDHIQ--DYFKQSFP 84

2GW3_A|PDBID|CHAIN|SEQUENCE      SMDLVVK--EGAPLPFAYDILTTAFHYGNRVFAKYPDHIP--DYFKQSFP 86

2GW4_A|PDBID|CHAIN|SEQUENCE      SMDLVVK--EGAPLPFAYDILTTAFHYGNRVFAKYPDHIP--DYFKQSFP 86

2OTE_A|PDBID|CHAIN|SEQUENCE      TINLEVK--EGAPLPFSYDILTNAFAYGNRAFTKYPDDIP--NYFKQSFP 83

2OTB_A|PDBID|CHAIN|SEQUENCE      TINLEVK--EGAPLPFSYDILTNAFAYGNRAFTKYPDDIP--NYFKQSFP 83

2HQK_A|PDBID|CHAIN|SEQUENCE      TINLEVK--EGAPLPFSYDILTTAFAYGNRAFTKYPDDIP--NYFKQSFP 83

2VZX_A|PDBID|CHAIN|SEQUENCE      TANLTVK--EGAPLPFSYDILTTAVHYGNRVFTKYPEDIP--DYFKQSFP 84

3ADF_A|PDBID|CHAIN|SEQUENCE      ILDLNVT--EGAPLPFAYDILTTVFQYGNRAFTKYPADIQ--DYFKQTFP 87

2ICR_A|PDBID|CHAIN|SEQUENCE      FINLCVI--EGGPLPFSEDILSAAFDYGNRLFTEYPEGIV--DYFKNSCP 96

2FL1_A|PDBID|CHAIN|SEQUENCE      FINLCVI--EGGPLPFSEDILSAAFDYGNRLFTEYPEGIV--DYFKNSCP 85

2OGR_A|PDBID|CHAIN|SEQUENCE      TINLCVI--EGGPLPFSEDILSAGFKYGDRIFTEYPQDIV--DYFKNSCP 88

1XAE_A|PDBID|CHAIN|SEQUENCE      TINLCVI--EGGPLPFSEDILSAGFKYGDRIFTEYPQDIV--DYFKNSCP 88

1XA9_A|PDBID|CHAIN|SEQUENCE      TINLCVI--EGGPLPFSEDILSAGFMYGDRIFTEYPQDIV--DYFKNSCP 88

2PXS_A|PDBID|CHAIN|SEQUENCE      AINLCVV--EGGPLPFAEDILSAAFDYGNRVFTEYPQDIV--DYFKNSCP 85

2PXW_A|PDBID|CHAIN|SEQUENCE      AINLCVV--EGGPLPFAEDILSAAFDYGNRVFTEYPQDIV--DYFKNSCP 85

2OJK_A|PDBID|CHAIN|SEQUENCE      AINLCVV--EGGPLPFAEDILSAAFNYGNRVFTEYPQDIV--DYFKNSCP 88

2RH7_A|PDBID|CHAIN|SEQUENCE      EVKISVT--KGAPLPFAFDIVSVAFSYGNRAYTGYPEEIS--DYFLQSFP 88

2C9J_H|PDBID|CHAIN|SEQUENCE      SLKTKLR--GGKPLPFSYDIITMGFQYGFRAFTKYPEGIA--DYFKGSFP 84

2G6X_A|PDBID|CHAIN|SEQUENCE      TNKMKST---KGALTFSPYLLSHVMTYGFYHFGTYPSGYE--NPFLHAIN 79

2G6Y_A|PDBID|CHAIN|SEQUENCE      TNKMKST---KGALTFSPYLLSHVMTYGFYHFGTYPSGYE--NPFLHAIN 79

2G3O_A|PDBID|CHAIN|SEQUENCE      TNKMKST---KGALTFSPYLLSHVMGYGFYHFGTYPSGYE--NPFLHAIN 79

2DD7_A|PDBID|CHAIN|SEQUENCE      EIEMKTK---DKPLAFSPFLLSHCMTYGFYHFASFPKGTK--NIYLHAAT 76

2DD9_D|PDBID|CHAIN|SEQUENCE      EIEMKTK---DKPLAFSPFLLSTCMGYGFYHFASFPKGTK--NIYLHAAT 76

                                              :..    :             .       .       

3EKJ_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

3EVP_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 236

3EKH_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

3EVR_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 256

3EK7_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

3EVU_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

3EVV_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

3EK4_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

3EK8_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 293

2G3D_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2G2S_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1QYQ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 134

2G6E_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1YHH_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1YHG_B|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2G5Z_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2G16_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2HGD_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2HGY_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1YJF_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1YHI_A|PDBID|CHAIN|SEQUENCE      EG-YVQEATISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1YJ2_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136
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1QYF_A|PDBID|CHAIN|SEQUENCE      EG-YVQEATISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1QXT_A|PDBID|CHAIN|SEQUENCE      EG-YVQEATISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2AWM_A|PDBID|CHAIN|SEQUENCE      EG-YVQEATISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2AWK_A|PDBID|CHAIN|SEQUENCE      EG-YVQEMTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2AWJ_A|PDBID|CHAIN|SEQUENCE      EG-YVQEMTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2AWL_A|PDBID|CHAIN|SEQUENCE      EG-YVQEKTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2HFC_A|PDBID|CHAIN|SEQUENCE      EG-YVQEATISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2HCG_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2QZ0_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2FZU_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1KYR_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1KYP_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1KYS_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2FWQ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1B9C_D|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1MYW_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

3ED8_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGKYKTRAVVKF---EGDTLVNRIELKGTDFKEDGN 135

1QYO_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2QU1_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 138

1QY3_A|PDBID|CHAIN|SEQUENCE      EG-YVQEATISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2QT2_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2QRF_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2HRS_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2B3Q_D|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2B3P_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGTYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1KP5_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 145

3GJ1_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

3GJ2_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

3G9A_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

3K1K_B|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1JC0_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1JC1_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2AH8_B|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2AHA_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

3CD1_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 146

3CD9_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 146

3CB9_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 146

3CBE_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTISFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 146

2OKW_F|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2OKY_B|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2HQZ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2HJO_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2O2B_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 141

2H9W_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 138

2O24_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 141

2O29_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 141

2H6V_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 141

1RMO_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1RMM_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 134

1RMP_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 134

1RRX_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 134

2Q6P_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Z1Q_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1S6Z_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Z1P_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1F0B_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1F09_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2YFP_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

3DQ8_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ1_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ9_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQA_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQC_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQD_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQE_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQF_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQH_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQI_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQJ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQK_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQL_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQM_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQN_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQO_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQU_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ4_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ5_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ6_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ7_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DPW_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DPX_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DPZ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ2_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

3DQ3_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 140

1HUY_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 138

1YFP_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 133

2JAD_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1H6R_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1C4F_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1EMB_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Q4A_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1EMA_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Q4B_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1EMG_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2DUF_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2DUE_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2DUI_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2DUG_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2DUH_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Q4E_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Q73_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Q4D_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1Q4C_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1JBZ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1JBY_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135
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1W7S_D|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1W7U_D|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1W7T_D|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1HCJ_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2QLE_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1BFP_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2EMO_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1EMF_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2EMD_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2EMN_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1EMM_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1EMC_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1EML_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1EME_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1EMK_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2WUR_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1GFL_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1RM9_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

2WSN_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

2Q57_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 153

2WSO_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 136

1OXF_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 134

1CV7_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

3GEX_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 141

1OXD_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

1OXE_A|PDBID|CHAIN|SEQUENCE      EG-YVQERTIFFKDDGNYKTRAEVKF---EGDTLVNRIELKGIDFKEDGN 135

3LVC_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFEDDGNYKSRAEVKF---EGDTLVNRIELTGTDFKEDGN 135

3LVD_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFEDDGNYKSRAEVKF---EGDTLVNRIELTGTDFKEDGN 135

3LVA_A|PDBID|CHAIN|SEQUENCE      EG-YIQERTIFFEDDGNYKSRAEVKF---EGDTLVNRIELTGTDFKEDGN 135

2HPW_A|PDBID|CHAIN|SEQUENCE      DG-YSQDRIISFDNDGQYDVKAKVTY---ENGTLYNRVTVKGTGFKSNGN 136

2WIQ_A|PDBID|CHAIN|SEQUENCE      EG-LSIDRTVRFENDGTMTSHHTYEL---DDTCVVSRITVNCDGFQPDGP 155

3A8S_A|PDBID|CHAIN|SEQUENCE      EG-LSIDRTVRFENDGTMTSHHTYEL---DDTCVVSRITVNCDGFQPDGP 136

2WIS_A|PDBID|CHAIN|SEQUENCE      EG-LSIDRTVRFENDGTMTSHHTYEL---DDTCVVSRITVNCDGFQPDGP 155

3GB3_A|PDBID|CHAIN|SEQUENCE      EG-LSIDRTVRFENDGTMTSHHTYEL---DDTCVVSRITVNCDGFQPDGP 133

3GL4_A|PDBID|CHAIN|SEQUENCE      EG-LSIDRTVRFENDGTMTSHHTYEL---DDTCVVSRITVNCDGFQPDGP 133

2A46_A|PDBID|CHAIN|SEQUENCE      DG-MSYERTFTYEDGGVATASWEISL--KG-NCFEHKSTFHGVNFPADGP 147

2A48_A|PDBID|CHAIN|SEQUENCE      DG-MSYERTFTYEDGGVATASWEISL--KG-NCFEHKSTFHGVNFPADGP 147

2A47_A|PDBID|CHAIN|SEQUENCE      DG-MSYERTFTYEDGGVATASWEISL--KG-NCFEHKSTFHGVNFPADGP 147

2ZMW_A|PDBID|CHAIN|SEQUENCE      EG-LSWERSLEFEDGGSASVSAHISL--RG-NTFYHKSKFTGVNFPADGP 133

2ZMU_A|PDBID|CHAIN|SEQUENCE      EG-LSWERSLEFEDGGSASVSAHISL--RG-NTFYHKSKFTGVNFPADGP 133

2ZO6_A|PDBID|CHAIN|SEQUENCE      GG-YSWERKFEFEDGGLAIAKAEISL--KG-NCFEHKSTIEGT-FPDSSP 160

2ZO7_A|PDBID|CHAIN|SEQUENCE      GG-YSWERKFEFEDGGLAIAKAEISL--KG-NCFEHKSTIEGT-FPDSSP 133

3BX9_B|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 143

3BXA_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 143

3BXB_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 143

3BXC_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 143

3H1O_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 131

3H1R_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 131

3M22_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 135

3M24_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFTSNGP 132

3IP2_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTTYEDGGVLTATQDTSL--QD-GCLIYNVKIRGVNFPSNGP 135

3E5T_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTRYEDGGVFTVMQDTSL--ED-GCLVYHAKVTGTNFPSNGA 144

3E5V_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTRYEDGGVFTVMQDTSL--ED-GCLVYHAKVRGVNFPSNGA 144

1UIS_B|PDBID|CHAIN|SEQUENCE      EG-FTWERVTRYEDGGVFTVMQDTSL--ED-GCLVYHAKVTGVNFPSNGA 133

3E5W_A|PDBID|CHAIN|SEQUENCE      EG-FTWERVTRYEDGGVFTVMQDTSL--ED-GCLVYHAKVTGVNFPSNGA 144

2A50_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 142

2A52_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 142

1XMZ_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 142

2A54_C|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 142

2A53_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 142

2A56_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 142

1XQM_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 131

3CFF_L|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 131

3CFH_S|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 131

3CFA_L|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGFLTAHQDTSL--DG-DCLVYKVKILGNNFPADGP 131

1YZW_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTTYEDGGILTAHQDTSL--EG-NCLIYKVKVHGTNFPADGP 129

2IB5_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTIYEDGAYLTTQQETKL--DG-NCLVYNIKILGCNFPPNGP 134

2IB6_A|PDBID|CHAIN|SEQUENCE      EG-FTWERTTIYEDGAYLTTQQETKL--DG-NCLVYNIKILGCNFPPNGP 134

2C9I_A|PDBID|CHAIN|SEQUENCE      GG-FSWERVSTYEDGGVLSATQETSL--QG-DCIICKVKVLGTNFPANGP 131

1G7K_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 145

1ZGO_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 134

1GGX_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 134

1ZGQ_H|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 134

1ZGP_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 134

2H8Q_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 128

2VAE_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GCFIYKVKFIGVNFPSDGP 134

2V4E_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GTFIYHVKFIGVNFPSDGP 129

2VAD_A|PDBID|CHAIN|SEQUENCE      EG-FTWERSMNFEDGGVVEVQQDSSL--QD-GTFIYKVKFKGVNFPADGP 134

2H5P_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTMFPSDGP 139

2H5R_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTMFPSDGP 139

2H5O_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTNFPSDGP 139

2QLG_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKVRGTNFPSDGP 135

2QLI_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKVRGTNFPSDGP 135

2QLH_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKVRGTNFPSDGP 135

2H5Q_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTNFPSDGP 139

3KCS_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMKFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTNFPSDGP 139

3KCT_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMKFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTNFPSDGP 139

3LF3_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTNFPSDGP 134

3LF4_A|PDBID|CHAIN|SEQUENCE      EG-FKWERVMNFEDGGVVTVTQDSSL--QD-GEFIYKVKLRGTNFPSDGP 134

2P4M_A|PDBID|CHAIN|SEQUENCE      EG-FTWERIMNFEDGAVCTVSNDSSI--QG-NCFTYHVKFSGLNFPPNGP 130

2ARL_A|PDBID|CHAIN|SEQUENCE      EG-FTWERIMNFEDGAVCTVSNDSSI--QG-NCFTYHVKFSGLNFPPNGP 130

1MOV_A|PDBID|CHAIN|SEQUENCE      EG-FTWERIMNFEDGAVCTVSNDSSI--QG-NCFTYHVKFSGLNFPPNGP 130

1MOU_A|PDBID|CHAIN|SEQUENCE      EG-FTWERIMNFEDGAVCTVSNDSSI--QG-NCFTYHVKFSGLNFPPNGP 130

2WHS_A|PDBID|CHAIN|SEQUENCE      EG-YTWERSMNFEDGAVCTVSNDSSI--QG-NCFIYNVKISGENFPPNGP 151

2WHT_A|PDBID|CHAIN|SEQUENCE      EG-YTWERSMNFEDGAVCTVSNDSSI--QG-NCFIYNVKISGENFPPNGP 151

2WHU_A|PDBID|CHAIN|SEQUENCE      EG-YTWERSMNFEDGAVCTVSNDSSI--QG-NCFIYNVKISGENFPPNGP 151

3IR8_A|PDBID|CHAIN|SEQUENCE      EG-YTWERSMNFEDGAVCTVSNDSSI--QG-NCFIYNVKISGENFPPNGP 132

3CGL_A|PDBID|CHAIN|SEQUENCE      EG-YTWERSMHFEDGGLCCITNDISL--TG-NCFYYDIKFTGLNFPPNGP 145

2Z6Z_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 163

2IOV_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 163

2POX_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 163

2IE2_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 130

2Z1O_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 133

2Z6Y_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 133

2GX2_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 149
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2GX0_B|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICNATNDITL--DG-DCYIYEIRFDGVNFPANGP 149

2Z6X_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMNYEDGGICIATNDITL--DG-DCFIYEIRFDGVNFPANGP 163

3LS3_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMIYEDGGICNATNDITL--DG-DCYICEIRFDGVNFPANGP 143

3LSA_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMIYEDGGICNATNDITL--DG-DCYICEIRFDGVNFPANGP 143

2DDC_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMSYEDGGICLATNNITMKKDGSNCFVNEIRFDGVNFPANGP 133

2DDD_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMSYEDGGICLATNNITMKKDGSNCFVNEIRFDGVNFPANGP 133

1XSS_A|PDBID|CHAIN|SEQUENCE      EG-YSWERSMSYEDGGICLATNNITMKKDGSNCFVYEIRFDGVNFPANGP 133

2VVI_A|PDBID|CHAIN|SEQUENCE      KG-YSWERSLTFEDGGICIARNDITM--EG-DTFYNKVRFHGVNFPANGP 132

2VVH_A|PDBID|CHAIN|SEQUENCE      KG-YSWERSLTFEDGGICIARNDITM--EG-DTFYNKVRFHGVNFPANGP 132

2VVJ_A|PDBID|CHAIN|SEQUENCE      KG-YSWERSLTFEDGGICIARNDITM--EG-DTFYNKVRFHGVNFPANGP 132

1ZUX_A|PDBID|CHAIN|SEQUENCE      KG-YSWERSLTFEDGGICIARNDITM--EG-DTFYNKVRFHGVNFPANGP 130

2BTJ_A|PDBID|CHAIN|SEQUENCE      KG-YSWERSLTFEDGGICIARNDITM--EG-DTFYNKVRFHGVNFPANGP 130

2GW3_A|PDBID|CHAIN|SEQUENCE      KG-FSWERSLMFEDGGVCIATNDITL--KG-DTFFNKVRFDGVNFPPNGP 132

2GW4_A|PDBID|CHAIN|SEQUENCE      KG-FSWERSLMFEDGGVCIATNDITL--KG-DTFFNKVRFDGVNFPPNGP 132

2OTE_A|PDBID|CHAIN|SEQUENCE      EG-YSWERTMTFEDKGIVKVKSDISM--EE-DSFIYEIHLKGENFPPNGP 129

2OTB_A|PDBID|CHAIN|SEQUENCE      EG-YSWERTMTFEDKGIVKVKSDISM--EE-DSFIYEIHLKGENFPPNGP 129

2HQK_A|PDBID|CHAIN|SEQUENCE      EG-YSWERTMTFEDKGIVKVKSDISM--EE-DSFIYEIHLKGENFPPNGP 129

2VZX_A|PDBID|CHAIN|SEQUENCE      EG-YSWERTMTFEDKGICTIRSDISL--EG-DCFFQNVRFKGTNFPPNGP 130

3ADF_A|PDBID|CHAIN|SEQUENCE      EG-YHWERSMTYEDQGICTATSNISM--RG-DCFFYDIRFDGTNFPPNGP 133

2ICR_A|PDBID|CHAIN|SEQUENCE      AG-YTWHRSFRFEDGAVCICSADITVN-VRENCIYHESTFYGVNFPADGP 144

2FL1_A|PDBID|CHAIN|SEQUENCE      AG-YTWHRSFRFEDGAVCICSADITVN-VRENCIYHESTFYGVNFPADGP 133

2OGR_A|PDBID|CHAIN|SEQUENCE      AG-YTWGRSFLFEDGAVCICNVDITVS-VKENCIYHKSIFNGMNFPADGP 136

1XAE_A|PDBID|CHAIN|SEQUENCE      AG-YTWGRSFLFEDGAVCICNVDITVS-VKENCIYHKSIFNGMNFPADGP 136

1XA9_A|PDBID|CHAIN|SEQUENCE      AG-YTWGRSFLFEDGAVCICNVDITVS-VKENCIYHKSIFNGMNFPADGP 136

2PXS_A|PDBID|CHAIN|SEQUENCE      AG-YTWDRSFLFEDGAVCICNADITVS-VEENCMYHESKFYGVNFPADGP 133

2PXW_A|PDBID|CHAIN|SEQUENCE      AG-YTWDRSFLFEDGAVCICNADITVS-VEENCMYHESKFYGVNFPADGP 133

2OJK_A|PDBID|CHAIN|SEQUENCE      AG-YTWDRSFLFEDGAVCICNADITVS-VEENCMYHESKFYGVNFPADGP 136

2RH7_A|PDBID|CHAIN|SEQUENCE      EG-FTYERNIRYQDGGTAIVKSDISLE---DGKFIVNVDFKAKDLRRMGP 134

2C9J_H|PDBID|CHAIN|SEQUENCE      EA-FQWNRRIEFEDGGVINMSSDITYK---DKVLHGDVWALGVNFPPNGP 130

2G6X_A|PDBID|CHAIN|SEQUENCE      NGGYTNTRIEKYEDGGVLHVSFSYRY---EAGRVIGDFKVMGTGFPEDSV 126

2G6Y_A|PDBID|CHAIN|SEQUENCE      NGGYTNTRIEKYEDGGVLHVSFSYRY---EAGRVIGDFKVMGTGFPEDSV 126

2G3O_A|PDBID|CHAIN|SEQUENCE      NGGYTNTRIEKYEDGGVLHVSFSYRY---EAGRVIGDFKVVGTGFPEDSV 126

2DD7_A|PDBID|CHAIN|SEQUENCE      NGGYTNTRKEIYEDGGILEVNFRYTY---EFNKIIGDVECIGHGFPSQSP 123

2DD9_D|PDBID|CHAIN|SEQUENCE      NGGYTNTRKEIYEDGGILEVNFRYTY---EFNKIIGDVECIGHGFPSQSP 123

                                  .         :.: .                            :   . 

3EKJ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

3EVP_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYN----------------------------------------- 245

3EKH_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

3EVR_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 291

3EK7_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

3EVU_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

3EVV_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

3EK4_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

3EK8_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNTRDQLTEEQIAEFKEAFS---------------LFDKDGDG 328

2G3D_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2G2S_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1QYQ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 159

2G6E_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1YHH_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1YHG_B|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2G5Z_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2G16_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2HGD_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2HGY_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1YJF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1YHI_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1YJ2_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSG-NVYITA------------------------DKQKNG 161

1QYF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1QXT_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2AWM_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2AWK_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2AWJ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2AWL_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2HFC_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2HCG_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2QZ0_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

2FZU_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

1KYR_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNFNSG-NVYITA------------------------DKQKNG 161

1KYP_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNFNSG-NVYITA------------------------DKQKNG 161

1KYS_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNFNSG-NVYITA------------------------DKQKNG 161

2FWQ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSG-NVYITA------------------------DKQKNG 161

1B9C_D|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

1MYW_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

3ED8_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNFNSH-NVYITATRGTAAARPACKIPNDLKQKVMNHDKQKNG 184

1QYO_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2QU1_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 163

1QY3_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2QT2_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2QRF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2HRS_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2B3Q_D|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

2B3P_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNFNSH-NVYITA------------------------DKQKNG 160

1KP5_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 170

3GJ1_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

3GJ2_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 161

3G9A_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

3K1K_B|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYITA------------------------DKQKNG 160

1JC0_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCH-NVYIMA------------------------DKQKNG 160

1JC1_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCH-NVYIMA------------------------DKQKNG 160

2AH8_B|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCH-NVYIMA------------------------DKQKNG 160

2AHA_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCH-NVYIMA------------------------DKQKNG 160

3CD1_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCESNVYIMA------------------------DKQKNG 172

3CD9_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCESNVYIMA------------------------DKQKNG 172

3CB9_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCRSNVYITA------------------------DKQKNG 172

3CBE_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNCRSNVYITA------------------------DKQKNG 172

2OKW_F|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

2OKY_B|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

2HQZ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

2HJO_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

2O2B_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 166

2H9W_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 163

2O24_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 166

2O29_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 166

2H6V_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 166
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1RMO_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1RMM_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 159

1RMP_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 159

1RRX_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 159

2Q6P_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1Z1Q_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1S6Z_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1Z1P_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1F0B_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSQ-NVYIMA------------------------DKQKNG 160

1F09_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSQ-NVYIMA------------------------DKQKNG 160

2YFP_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSG-NVYIMA------------------------DKQKNG 160

3DQ8_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ1_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ9_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQA_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQC_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQD_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQE_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQH_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQI_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQJ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQK_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQL_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQM_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQN_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQO_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQU_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ4_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ5_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ6_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ7_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DPW_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DPX_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DPZ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ2_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

3DQ3_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 165

1HUY_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 163

1YFP_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 158

2JAD_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-CVYIVA------------------------DKQKNG 160

1H6R_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-CVYIVA------------------------DKQKNG 160

1C4F_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1EMB_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1Q4A_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1EMA_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1Q4B_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1EMG_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

2DUF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSD-NVYIMA------------------------DKQKNG 160

2DUE_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSD-NVYIMA------------------------DKQKNG 160

2DUI_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSD-NVYIMA------------------------DKQKNG 160

2DUG_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSN-NVYIMA------------------------DKQKNG 160

2DUH_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSN-NVYIMA------------------------DKQKNG 160

1Q4E_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNCNSH-NVYIMA------------------------DKQKNG 160

1Q73_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNCNSH-NVYIMA------------------------DKQKNG 160

1Q4D_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1Q4C_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1JBZ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSG-NVYIMA------------------------DKQKNG 160

1JBY_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSG-NVYIMA------------------------DKQKNG 160

1W7S_D|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1W7U_D|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1W7T_D|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1HCJ_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

2QLE_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1BFP_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNFNSH-NVYIMA------------------------DKQKNG 160

2EMO_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

1EMF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

2EMD_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

2EMN_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

1EMM_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

1EMC_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

1EML_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

1EME_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

1EMK_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 161

2WUR_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1GFL_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYNSH-NVYIMA------------------------DKQKNG 160

1RM9_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 160

2WSN_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 161

2Q57_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNAISD-NVYITA------------------------DKQKNG 178

2WSO_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNAISD-NVYITA------------------------DKQKNG 161

1OXF_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 159

1CV7_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 160

3GEX_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 166

1OXD_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 160

1OXE_A|PDBID|CHAIN|SEQUENCE      ILGHKLEYNYISH-NVYITA------------------------DKQKNG 160

3LVC_A|PDBID|CHAIN|SEQUENCE      ILGNKMEYNYNAH-NVYIMT------------------------DKAKNG 160

3LVD_A|PDBID|CHAIN|SEQUENCE      ILGNKMEYNYNAH-NVYIMT------------------------DKAKNG 160

3LVA_A|PDBID|CHAIN|SEQUENCE      ILGNKMEYNYNAH-NVYIMT------------------------DKAKNG 160

2HPW_A|PDBID|CHAIN|SEQUENCE      ILGMRVLYHSPPH-AVYILP------------------------DRKNGG 161

2WIQ_A|PDBID|CHAIN|SEQUENCE      IMRDQLVDILPNETHMFPHG---------------------------PNA 178

3A8S_A|PDBID|CHAIN|SEQUENCE      IMRDQLVDILPNETHMFPHG---------------------------PNA 159

2WIS_A|PDBID|CHAIN|SEQUENCE      IMRDQLVDILPNETHMFPHG---------------------------PNA 178

3GB3_A|PDBID|CHAIN|SEQUENCE      IMRDQLVDILPNETHMFPHG---------------------------PNA 156

3GL4_A|PDBID|CHAIN|SEQUENCE      IMRDQLVDILPNETHMFPHG---------------------------PNA 156

2A46_A|PDBID|CHAIN|SEQUENCE      VMAKKTTGWDPSFEKMTVC----------------------------DGI 169

2A48_A|PDBID|CHAIN|SEQUENCE      VMAKKTTGWDPSFQKMTVC----------------------------DGI 169

2A47_A|PDBID|CHAIN|SEQUENCE      VMAKKTTGWDPSFEKMTVC----------------------------DGI 169

2ZMW_A|PDBID|CHAIN|SEQUENCE      IMQNQSVDWEPSTEKITAS----------------------------DGV 155

2ZMU_A|PDBID|CHAIN|SEQUENCE      IMQNQSVDWEPSTEKITAS----------------------------DGV 155

2ZO6_A|PDBID|CHAIN|SEQUENCE      IAQNKTLGWEPSTEKMTVR----------------------------DGS 182

2ZO7_A|PDBID|CHAIN|SEQUENCE      IMQNKTLGWEPSTEKMTVR----------------------------DGS 155

3BX9_B|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEASTEMLYPA----------------------------DGG 165

3BXA_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEASTEMLYPA----------------------------DGG 165

3BXB_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEASTEMLYPA----------------------------DGG 165

3BXC_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEASTEMLYPA----------------------------DGG 165

3H1O_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEAHTEMLYPA----------------------------DGG 153
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3H1R_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEAHTEMLYPA----------------------------DGG 153

3M22_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEANTEMLYPA----------------------------DGG 157

3M24_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEAFTETLYPA----------------------------DGG 154

3IP2_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEASTEMLYPA----------------------------DGG 157

3E5T_A|PDBID|CHAIN|SEQUENCE      VMQKKTKGWEPNTEMLYPA----------------------------DGG 166

3E5V_A|PDBID|CHAIN|SEQUENCE      VMQKKTKGWEPSTEMLYPA----------------------------DGG 166

1UIS_B|PDBID|CHAIN|SEQUENCE      VMQKKTKGWEPNTEMLYPA----------------------------DGG 155

3E5W_A|PDBID|CHAIN|SEQUENCE      VMQKKTKGWEPSTEMLYPA----------------------------DGG 166

2A50_A|PDBID|CHAIN|SEQUENCE      VMQNKAGRWEPATEIVYEV----------------------------DGV 164

2A52_A|PDBID|CHAIN|SEQUENCE      VMQNKAGRWEPATEIVYEV----------------------------DGV 164

1XMZ_A|PDBID|CHAIN|SEQUENCE      VMQNKAGRWEPGTEIVYEV----------------------------DGV 164

2A54_C|PDBID|CHAIN|SEQUENCE      VMQNKAGRWEPSTEIVYEV----------------------------DGV 164

2A53_A|PDBID|CHAIN|SEQUENCE      VMQNKAGRWEPSTEIVYEV----------------------------DGV 164

2A56_A|PDBID|CHAIN|SEQUENCE      VMQNKAGRWEPSTEIVYEV----------------------------DGV 164

1XQM_A|PDBID|CHAIN|SEQUENCE      VMQNKVGRWEPGTEIVYEV----------------------------DGV 153

3CFF_L|PDBID|CHAIN|SEQUENCE      VMQNKAGGWEPGCEILYEV----------------------------DGV 153

3CFH_S|PDBID|CHAIN|SEQUENCE      VMQNKAGGWEPGCEILYEV----------------------------DGV 153

3CFA_L|PDBID|CHAIN|SEQUENCE      VMQNKAGGWEPSCEILYEV----------------------------DGV 153

1YZW_A|PDBID|CHAIN|SEQUENCE      VMKNKSGGWEPSTEVVYPE----------------------------NGV 151

2IB5_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPCCEMRYTR----------------------------DGV 156

2IB6_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPCCEMRYTR----------------------------DGV 156

2C9I_A|PDBID|CHAIN|SEQUENCE      VMQKKTCGWEPSTETVIPR----------------------------DGG 153

1G7K_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERLYPR----------------------------DGV 167

1ZGO_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERLYPR----------------------------DGV 156

1GGX_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERLYPR----------------------------DGV 156

1ZGQ_H|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERLYPR----------------------------DGV 156

1ZGP_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERLYPR----------------------------DGV 156

2H8Q_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERLYPR----------------------------DGV 150

2VAE_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEPSTERLYPR----------------------------DGV 156

2V4E_A|PDBID|CHAIN|SEQUENCE      VMQKKTLGWEPSTERLYPR----------------------------DGV 151

2VAD_A|PDBID|CHAIN|SEQUENCE      VMQKKTAGWEPSTEKLYPQ----------------------------DGV 156

2H5P_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 161

2H5R_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 161

2H5O_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 161

2QLG_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 157

2QLI_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 157

2QLH_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 157

2H5Q_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASSERMYPE----------------------------DGA 161

3KCS_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEALSERMYPE----------------------------DGA 161

3KCT_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEALSERMYPE----------------------------DGA 161

3LF3_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEASTERMYPE----------------------------DGA 156

3LF4_A|PDBID|CHAIN|SEQUENCE      VMQKKTMGWEAISERMYPE----------------------------DGA 156

2P4M_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSSERLFAR----------------------------GGM 152

2ARL_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSSERLFAR----------------------------GGM 152

1MOV_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSSERLFAR----------------------------GGM 152

1MOU_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPHSERLFAR----------------------------GGM 152

2WHS_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSTERLFAR----------------------------DGM 173

2WHT_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSTERLFAR----------------------------DGM 173

2WHU_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSTERLFAR----------------------------DGM 173

3IR8_A|PDBID|CHAIN|SEQUENCE      VMQKKTQGWEPSTERLFAR----------------------------DGM 154

3CGL_A|PDBID|CHAIN|SEQUENCE      VVQKKTTGWEPSTERLYPR----------------------------DGV 167

2Z6Z_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 185

2IOV_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 185

2POX_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 185

2IE2_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 152

2Z1O_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 155

2Z6Y_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 155

2GX2_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 171

2GX0_B|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 171

2Z6X_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWEPSTEKLYVR----------------------------DGV 185

3LS3_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWELSTEKLYVR----------------------------DGV 165

3LSA_A|PDBID|CHAIN|SEQUENCE      VMQKRTVKWELSTEKLYVR----------------------------DGV 165

2DDC_A|PDBID|CHAIN|SEQUENCE      VMQRKTVKWESSTEKMYVR----------------------------DGV 155

2DDD_A|PDBID|CHAIN|SEQUENCE      VMQRKTVKWESSTEKMYVR----------------------------DGV 155

1XSS_A|PDBID|CHAIN|SEQUENCE      VMQRKTVKWEPSTEKMYVR----------------------------DGV 155

2VVI_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKMYVR----------------------------DGV 154

2VVH_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKMYVR----------------------------DGV 154

2VVJ_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKMYVR----------------------------DGV 154

1ZUX_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKMYVR----------------------------DGV 152

2BTJ_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKMYVR----------------------------DGV 152

2GW3_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEASTEKMYLR----------------------------DGV 154

2GW4_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEASTEKMYLR----------------------------DGV 154

2OTE_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEILYVR----------------------------DGV 151

2OTB_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEILYVR----------------------------DGV 151

2HQK_A|PDBID|CHAIN|SEQUENCE      VMQKKTTGWDASTERMYVR----------------------------DGV 151

2VZX_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKLHVR----------------------------DGL 152

3ADF_A|PDBID|CHAIN|SEQUENCE      VMQKKTLKWEPSTEKMYVE----------------------------DGV 155

2ICR_A|PDBID|CHAIN|SEQUENCE      VMKKMTTNWEPSCEKIIPINS--------------------------QKI 168

2FL1_A|PDBID|CHAIN|SEQUENCE      VMKKMTTNWEPSCEKIIPINS--------------------------QKI 157

2OGR_A|PDBID|CHAIN|SEQUENCE      VMKKMTTNWEASCEKIMPVPK--------------------------QGI 160

1XAE_A|PDBID|CHAIN|SEQUENCE      VMKKMTTNWEASCEKIMPVPK--------------------------QGI 160

1XA9_A|PDBID|CHAIN|SEQUENCE      VMKKMTTNWEASCEKIMPVPK--------------------------QGI 160

2PXS_A|PDBID|CHAIN|SEQUENCE      VMKKMTDNWEPSCEKIIPVPK--------------------------QGI 157

2PXW_A|PDBID|CHAIN|SEQUENCE      VMKKMTDNWEPSCEKIIPVPK--------------------------QGI 157

2OJK_A|PDBID|CHAIN|SEQUENCE      VMKKMTDNWEPSCEKIIPVPK--------------------------QGI 160

2RH7_A|PDBID|CHAIN|SEQUENCE      VMQQDIVGMQPSYESMYTN----------------------------VTS 156

2C9J_H|PDBID|CHAIN|SEQUENCE      VMKNEIVMEEPAEETLTAK----------------------------NGV 152

2G6X_A|PDBID|CHAIN|SEQUENCE      IFTDKIIRSNATVEHLHPMG---------------------------DND 149

2G6Y_A|PDBID|CHAIN|SEQUENCE      IFTDKIIRSNATVEHLHPMG---------------------------DND 149

2G3O_A|PDBID|CHAIN|SEQUENCE      IFTDKIIRSNATVEHLHPMG---------------------------DNV 149

2DD7_A|PDBID|CHAIN|SEQUENCE      IFKDTIVKSCPTVDLMLPMS---------------------------GNI 146

2DD9_D|PDBID|CHAIN|SEQUENCE      IFKDTIVKSCPTVDLMLPMS---------------------------GNI 146

                                 :                                                 

3EKJ_A|PDBID|CHAIN|SEQUENCE      GITTKQLGTVMRSLGQNPTEAELQDMIN---EVGADGNGTIDFPQFLTMM 375

3EVP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3EKH_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 375

3EVR_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 338

3EK7_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 375

3EVU_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 375

3EVV_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 375

3EK4_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 375

3EK8_A|PDBID|CHAIN|SEQUENCE      TITTKELGTVMRSLGQNPTEAELQDMIN---EVDADGNGTIDFPEFLTMM 375

2G3D_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2G2S_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203
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1QYQ_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 201

2G6E_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1YHH_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1YHG_B|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2G5Z_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2G16_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2HGD_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2HGY_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1YJF_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1YHI_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1YJ2_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1QYF_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1QXT_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2AWM_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYR---QNTPIGDGPVLLPDNHYLS 203

2AWK_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2AWJ_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2AWL_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2HFC_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2HCG_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2QZ0_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYE---QNTPIGDGPVLLPDNHYLS 203

2FZU_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1KYR_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1KYP_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1KYS_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2FWQ_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1B9C_D|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1MYW_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGGVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

3ED8_A|PDBID|CHAIN|SEQUENCE      IKANFTVRHNVE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 226

1QYO_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2QU1_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 205

1QY3_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2QT2_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYE---QNTPIGDGPVLLPDNHYLS 202

2QRF_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYE---QNTPIGDGPVLLPDNHYLS 202

2HRS_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2B3Q_D|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2B3P_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNVE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1KP5_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 212

3GJ1_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

3GJ2_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

3G9A_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3K1K_B|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1JC0_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1JC1_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2AH8_B|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLK 202

2AHA_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3CD1_A|PDBID|CHAIN|SEQUENCE      IKANFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 214

3CD9_A|PDBID|CHAIN|SEQUENCE      IKANFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 214

3CB9_A|PDBID|CHAIN|SEQUENCE      IKANFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 214

3CBE_A|PDBID|CHAIN|SEQUENCE      IKANFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 214

2OKW_F|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2OKY_B|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2HQZ_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2HJO_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2O2B_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 208

2H9W_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 205

2O24_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 208

2O29_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 208

2H6V_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 208

1RMO_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1RMM_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 201

1RMP_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 201

1RRX_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 201

2Q6P_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Z1Q_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1S6Z_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Z1P_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1F0B_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1F09_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2YFP_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3DQ8_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ1_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ9_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQA_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQC_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQD_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQE_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQF_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQH_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQI_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQJ_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQK_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQL_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQM_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQN_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQO_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQU_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ4_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ5_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ6_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ7_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DPW_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DPX_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DPZ_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ2_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

3DQ3_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 207

1HUY_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 205

1YFP_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 200

2JAD_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLC 202

1H6R_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLC 202

1C4F_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1EMB_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Q4A_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1EMA_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Q4B_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1EMG_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202
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2DUF_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2DUE_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2DUI_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2DUG_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2DUH_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Q4E_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Q73_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Q4D_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1Q4C_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1JBZ_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1JBY_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1W7S_D|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1W7U_D|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1W7T_D|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1HCJ_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2QLE_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1BFP_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2EMO_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1EMF_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2EMD_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2EMN_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1EMM_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1EMC_A|PDBID|CHAIN|SEQUENCE      IKVNFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1EML_A|PDBID|CHAIN|SEQUENCE      IKVNFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1EME_A|PDBID|CHAIN|SEQUENCE      IKVNFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1EMK_A|PDBID|CHAIN|SEQUENCE      IKVNFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2WUR_A|PDBID|CHAIN|SEQUENCE      IKVNFKTRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1GFL_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1RM9_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2WSN_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

2Q57_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 220

2WSO_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 203

1OXF_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 201

1CV7_A|PDBID|CHAIN|SEQUENCE      IKAHFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3GEX_A|PDBID|CHAIN|SEQUENCE      IKANFKARHNIT-----DGSVQLADHYQ---QNTPIGDGPVILPDNHYLS 208

1OXD_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

1OXE_A|PDBID|CHAIN|SEQUENCE      IKANFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3LVC_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3LVD_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

3LVA_A|PDBID|CHAIN|SEQUENCE      IKVNFKIRHNIE-----DGSVQLADHYQ---QNTPIGDGPVLLPDNHYLS 202

2HPW_A|PDBID|CHAIN|SEQUENCE      MKIEYNKAFDVMG-----GGHQMARHAQ---FNKPLGAWEEDYPLYHHLT 203

2WIQ_A|PDBID|CHAIN|SEQUENCE      VRQLAFIGFTTA-----DGGLMMGHFDS---KMTFNGSRAIEIPGPHFVT 220

3A8S_A|PDBID|CHAIN|SEQUENCE      VRQLAFIGFTTA-----DGGLMMGHFDS---KMTFNGSRAIEIPGPHFVT 201

2WIS_A|PDBID|CHAIN|SEQUENCE      VRQLAFIGFTTA-----DGGLMMGHFDS---KMTFNGSRAIEIPGPHFVT 220

3GB3_A|PDBID|CHAIN|SEQUENCE      VRQLAFIGFTTA-----DGGLMMGHFDS---KMTFNGSRAIEIPGPHFVT 198

3GL4_A|PDBID|CHAIN|SEQUENCE      VRQLAFIGFTTA-----DGGLMMGHFDS---KMTFNGSRAIEIPGPHFVT 198

2A46_A|PDBID|CHAIN|SEQUENCE      LKGDVTAFLMLQ-----GGGNYRCQFHT--SYKTKKP--VT-MPPNHVVE 209

2A48_A|PDBID|CHAIN|SEQUENCE      LKGDVTAFLMLQ-----GGGNYRCQFHT--SYKTKKP--VT-MPPNHVVE 209

2A47_A|PDBID|CHAIN|SEQUENCE      LKGDVTAFLMLQ-----GGGNYRCQFHT--SYKTKKP--VT-MPPNHVVE 209

2ZMW_A|PDBID|CHAIN|SEQUENCE      LKGDVTMYLKLE-----GGGNHKCQFKT--TYKAAKK--ILKMPGSHYIS 196

2ZMU_A|PDBID|CHAIN|SEQUENCE      LKGDVTMYLKLE-----GGGNHKCQFKT--TYKAAKK--ILKMPGSHYIS 196

2ZO6_A|PDBID|CHAIN|SEQUENCE      MKGDDAAYLKLV-----GGGNHKCYFTT--TYTAKKK--IPNLPQSHFIG 223

2ZO7_A|PDBID|CHAIN|SEQUENCE      MKGDDASYLKLV-----GGGNHKCYFTT--TYTAKKK--IPNLPGSHFIG 196

3BX9_B|PDBID|CHAIN|SEQUENCE      LEGRSDMALKLV-----GGGHLICNLKT--TYRSKKPAKNLKMPGVYYVD 208

3BXA_A|PDBID|CHAIN|SEQUENCE      LEGRSDMALKLV-----GGGHLICNLKT--TYRSKKPAKNLKMPGVYYVD 208

3BXB_A|PDBID|CHAIN|SEQUENCE      LEGRSDMALKLV-----GGGHLICNLKT--TYRSKKPAKNLKMPGVYYVD 208

3BXC_A|PDBID|CHAIN|SEQUENCE      LEGRSDMALKLV-----GGGHLICNLKT--TYRSKKPAKNLKMPGVYYVD 208

3H1O_A|PDBID|CHAIN|SEQUENCE      LEGRADLALKLV-----GGGHLICNFKT--TYRSKKPAKNLKMPGVYYVD 196

3H1R_A|PDBID|CHAIN|SEQUENCE      LEGRADLALKLV-----GGGHLICNFKT--TYRSKKPAKNLKMPGVYYVD 196

3M22_A|PDBID|CHAIN|SEQUENCE      LEGRSDMALKLV-----GGGHLICNFKT--TYRSKKPAKNLKMPGVYYVD 200

3M24_A|PDBID|CHAIN|SEQUENCE      LEGRNDMALKLV-----GGSHLIANIKT--TYRSKKPAKNLKMPGVYYVD 197

3IP2_A|PDBID|CHAIN|SEQUENCE      LEGRCDMALKLV-----GGGHLICNLKT--TYRSKKPAKNLKMPGVYFVD 200

3E5T_A|PDBID|CHAIN|SEQUENCE      LRGYSQMALNVD-----GGGYLSCSFET--TYRSKKTVENFKMPGFHFVD 209

3E5V_A|PDBID|CHAIN|SEQUENCE      LRGYSQMALNVD-----GGGYLSCSFET--TYRSKKTVENFKMPGFHFVD 209

1UIS_B|PDBID|CHAIN|SEQUENCE      LRGYSQMALNVD-----GGGYLSCSFET--TYRSKKTVENFKMPGFHFVD 198

3E5W_A|PDBID|CHAIN|SEQUENCE      LRGYCQMALNVD-----GGGYLFCSFET--TYRSKKTDENFKMPGFHFVD 209

2A50_A|PDBID|CHAIN|SEQUENCE      LRGQSLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 207

2A52_A|PDBID|CHAIN|SEQUENCE      LRGQVLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 207

1XMZ_A|PDBID|CHAIN|SEQUENCE      LRGQSLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 207

2A54_C|PDBID|CHAIN|SEQUENCE      LRGQSLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 207

2A53_A|PDBID|CHAIN|SEQUENCE      LRGQSLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 207

2A56_A|PDBID|CHAIN|SEQUENCE      LRGQSLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 207

1XQM_A|PDBID|CHAIN|SEQUENCE      LRGQSLMALKCP-----GGRHLTCHLHT--TYRSKKPASALKMPGFHFED 196

3CFF_L|PDBID|CHAIN|SEQUENCE      LCGQSLMALKCP-----GGRHLNCRLHT--TYRSKKPASALKMPEFHFED 196

3CFH_S|PDBID|CHAIN|SEQUENCE      LCGQSLMALKCP-----GGRHLNCRLHT--TYRSKKPASALKMPEFHFED 196

3CFA_L|PDBID|CHAIN|SEQUENCE      LCGQSLMALKCP-----GGRHLNCRLHT--TYRSKKPASALKMPEFHFED 196

1YZW_A|PDBID|CHAIN|SEQUENCE      LCGRNVMALKV------GDRHLICHHYT--SYRSKKAVRALTMPGFHFTD 193

2IB5_A|PDBID|CHAIN|SEQUENCE      LCGQTLMALKCA-----DGNHLTCHLRT--TYRSKKAAKALQMPPFHFSD 199

2IB6_A|PDBID|CHAIN|SEQUENCE      LCGQTLMALKCA-----DGNHLTCHLRT--TYRSKKAAKALQMPPFHFSD 199

2C9I_A|PDBID|CHAIN|SEQUENCE      LLLRDTPALMLA-----DGGHLSCFMET--TYKSKK---EVKLPELHFHH 193

1G7K_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 207

1ZGO_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 196

1GGX_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 196

1ZGQ_H|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 196

1ZGP_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 196

2H8Q_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 190

2VAE_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----DGGHYLVEFKS--IYMAKKP---VQLPGYYYVD 196

2V4E_A|PDBID|CHAIN|SEQUENCE      LKGEIHKALKLK-----GGGHYLCEFKS--IYMAKKP---VKLPGYYYVD 191

2VAD_A|PDBID|CHAIN|SEQUENCE      LKGEISHALKLK-----DGGHYTCDFKT--VYKAKKP---VQLPGNHYVD 196

2H5P_A|PDBID|CHAIN|SEQUENCE      LKGEIKMRLKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYIVG 201

2H5R_A|PDBID|CHAIN|SEQUENCE      LKGEIKMRLKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYIVG 201

2H5O_A|PDBID|CHAIN|SEQUENCE      LKGEIKMRLKLK-----DGGHYTSEVKT--TYKAKKP---VQLPGAYIVG 201

2QLG_A|PDBID|CHAIN|SEQUENCE      LKGEMKMRLRLK-----DGGHYDAEVKT--TYMAKKP---VQLPGAYKTD 197

2QLI_A|PDBID|CHAIN|SEQUENCE      LKGEMKMRLRLK-----DGGHYDAEVKT--TYMAKKP---VQLPGAYKTD 197

2QLH_A|PDBID|CHAIN|SEQUENCE      LKGEMKMRLRLK-----DGGHYDAEVKT--TYMAKKP---VQLPGAYKTD 197

2H5Q_A|PDBID|CHAIN|SEQUENCE      LKGEIKQRLKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYNVN 201

3KCS_A|PDBID|CHAIN|SEQUENCE      LKGEVKPRVKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYNVN 201

3KCT_A|PDBID|CHAIN|SEQUENCE      LKGEVKPRVKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYNVN 201

3LF3_A|PDBID|CHAIN|SEQUENCE      LKGEIKQRLKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYNVN 196

3LF4_A|PDBID|CHAIN|SEQUENCE      LKGEIKQRLKLK-----DGGHYDAEVKT--TYKAKKP---VQLPGAYNVN 196

2P4M_A|PDBID|CHAIN|SEQUENCE      LIGNNFMALKLE-----GGGHYLCEFKT--TYKAKKP---VKMPGYHYVD 192

2ARL_A|PDBID|CHAIN|SEQUENCE      LIGNNFMALKLE-----GGGHYLCEFKT--TYKAKKP---VKMPGYHYVD 192

1MOV_A|PDBID|CHAIN|SEQUENCE      LIGNNFMALKLE-----GGGHYLCEFKT--TYKAKKP---VKMPGYHYVD 192

1MOU_A|PDBID|CHAIN|SEQUENCE      LIGNNFMALKLE-----GGGHYLCEFKT--TYKAKKP---VKMPGYHYVD 192

2WHS_A|PDBID|CHAIN|SEQUENCE      LIGNDYMALKLE-----GGGHYLCEFKS--TYKAKKP---VRMPGRHEID 213
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2WHT_A|PDBID|CHAIN|SEQUENCE      LIGNDYMALKLE-----GGGHYLCEFKS--TYKAKKP---VRMPGRHEID 213

2WHU_A|PDBID|CHAIN|SEQUENCE      LIGNDYMALKLE-----GGGHYLCEFKS--TYKAKKP---VRMPGRHEID 213

3IR8_A|PDBID|CHAIN|SEQUENCE      LIGNDYMALKLE-----GGGHYLCEFKS--TYKAKKP---VRMPGRHEID 194

3CGL_A|PDBID|CHAIN|SEQUENCE      LIGDIHHALTVE-----GGGHYACDIKT--VYRAKKAA--LKMPGYHYVD 208

2Z6Z_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 225

2IOV_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 225

2POX_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 225

2IE2_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 192

2Z1O_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 195

2Z6Y_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 195

2GX2_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 211

2GX0_B|PDBID|CHAIN|SEQUENCE      LKGDVNMALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 211

2Z6X_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALLLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHFVD 225

3LS3_A|PDBID|CHAIN|SEQUENCE      LKSDGNYALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHSVD 205

3LSA_A|PDBID|CHAIN|SEQUENCE      LKSDGNYALSLE-----GGGHYRCDFKT--TYKAK-KV--VQLPDYHSVD 205

2DDC_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALLLQ-----GGGHYRCDFRT--TYKAK-KV--VQLPDYHFVD 195

2DDD_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALLLQ-----GGGHYRCDFRT--TYKAK-KV--VQLPDYHFVD 195

1XSS_A|PDBID|CHAIN|SEQUENCE      LKGDVNMALLLQ-----GGGHYRCDFRT--TYKAK-KV--VQLPDYHFVD 195

2VVI_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLE-----GNAHYRCDSRT--TYKAKEKG--VKLPGYHLVD 195

2VVH_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLE-----GNAHYRCDSRT--TYKAKEKG--VKLPGYHLVD 195

2VVJ_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLE-----GNAHYRCDSRT--TYKAKEKG--VKLPGYHLVD 195

1ZUX_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLE-----GNAHYRCDFRT--TYKAKEKG--VKLPGYHFVD 193

2BTJ_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLE-----GNAHYRCDFRT--TYKAKEKG--VKLPGYHFVD 193

2GW3_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLK-----GDVHYRCDFRT--TYKSRQEG--VKLPGYHFVD 195

2GW4_A|PDBID|CHAIN|SEQUENCE      LTGDITMALLLK-----GDVHYRCDFRT--TYKSRQEG--VKLPGYHFVD 195

2OTE_A|PDBID|CHAIN|SEQUENCE      LVGDIKHKLLLE-----GGGHHRVDFKT--IYRAK-KA--VKLPDYHFVD 191

2OTB_A|PDBID|CHAIN|SEQUENCE      LVGDIKHKLLLE-----GGGHHRVDFKT--IYRAK-KA--VKLPDYHFVD 191

2HQK_A|PDBID|CHAIN|SEQUENCE      LKGDVKHKLLLE-----GGGHHRVDFKT--IYRAK-KA--VKLPDYHFVD 191

2VZX_A|PDBID|CHAIN|SEQUENCE      LVGNINMALLLE-----GGGHYLCDFKT--TYKAK-KV--VQLPDAHFVD 192

3ADF_A|PDBID|CHAIN|SEQUENCE      LKGDVNMRLLLE-----GGGHYRCDFKT--TYKAK-KE--VRLPDAHKID 195

2ICR_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRYRCQFDT--IYKAKTEP--KEMPDWHFIQ 209

2FL1_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRYRCQFDT--IYKAKTEP--KEMPDWHFIQ 198

2OGR_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRYRCQFDT--VYKAKSVP--SKMPEWHFIQ 201

1XAE_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRYRCQFDT--VYKAKSVP--SKMPEWHFIQ 201

1XA9_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRYRCQFDT--VYKAKSVP--SKMPEWHFIQ 201

2PXS_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRLRCQFDT--VYKAKSVP--RKMPDWHFIQ 198

2PXW_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRLRCQFDT--VYKAKSVP--RKMPDWHFIQ 198

2OJK_A|PDBID|CHAIN|SEQUENCE      LKGDVSMYLLLK-----DGGRLRCQFDT--VYKAKSVP--RKMPDWHFIQ 201

2RH7_A|PDBID|CHAIN|SEQUENCE      VIGECIIAFKLQ-----TGKHFTYHMRT--VYKSKKPV--ETMPLYHFIQ 197

2C9J_H|PDBID|CHAIN|SEQUENCE      LVGFCPKAYLLK-----DGSYYYGHMTT--FYRSKKSG--QPLPGFHFIK 193

2G6X_A|PDBID|CHAIN|SEQUENCE      LDGSFTRTFSLR-----DGGYYSSVVDSHMHFKSAIHPSILQNGGPMFAF 194

2G6Y_A|PDBID|CHAIN|SEQUENCE      LDGSFTRTFSLR-----DGGYYSSVVDSHMHFKSAIHPSILQNGGPMFAF 194

2G3O_A|PDBID|CHAIN|SEQUENCE      LVGSFARTFSLR-----DGGYYSFVVDSHMHFKSAIHPSILQNGGPMFAF 194

2DD7_A|PDBID|CHAIN|SEQUENCE      IASSYARAFQLK-----DGSFYTAEVKNNIDFKNPIHESFSKSG-PMFTH 190

2DD9_D|PDBID|CHAIN|SEQUENCE      IASSYARAFQLK-----DGSFYTAEVKNNIDFKNPIHESFSKSG-PMFTH 190

                                                                                   

3EKJ_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFGKDGNGYISAAQLRHVMTNLGEKLTDEEVD 425

3EVP_A|PDBID|CHAIN|SEQUENCE      --------------------------------------------------

3EKH_A|PDBID|CHAIN|SEQUENCE      ARWMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 425

3EVR_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 388

3EK7_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 425

3EVU_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 425

3EVV_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 425

3EK4_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 425

3EK8_A|PDBID|CHAIN|SEQUENCE      ARKMKDTDSEEEIREAFRVFDKDGNGYISAAELRHVMTNLGEKLTDEEVD 425

2G3D_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2G2S_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1QYQ_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 237

2G6E_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1YHH_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1YHG_B|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2G5Z_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2G16_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2HGD_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2HGY_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLA-----FVTAAGITHGMDELYK-------- 239

1YJF_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1YHI_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1YJ2_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1QYF_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

1QXT_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

2AWM_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

2AWK_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

2AWJ_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

2AWL_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

2HFC_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2HCG_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2QZ0_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 230

2FZU_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1KYR_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1KYP_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1KYS_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2FWQ_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1B9C_D|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1MYW_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

3ED8_A|PDBID|CHAIN|SEQUENCE      YQTVLSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 262

1QYO_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2QU1_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 241

1QY3_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 229

2QT2_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2QRF_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGIT---------------- 230

2HRS_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FHTAAGITHGMDELYK-------- 238

2B3Q_D|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYKGSHHHHHH 246

2B3P_A|PDBID|CHAIN|SEQUENCE      TQSVLSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYKGSHHHHHH 246

1KP5_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGLVPRGTGLYK-------- 248

3GJ1_A|PDBID|CHAIN|SEQUENCE      HQSALSKDPNE-KRDHMVLLE-----FVTAAGIT---------------- 231

3GJ2_A|PDBID|CHAIN|SEQUENCE      HQSALSKDPNE-KRDHMVLLE-----FVTAAGIT---------------- 231

3G9A_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

3K1K_B|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1JC0_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1JC1_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2AH8_B|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----RVTAAGITHGMDELYK-------- 238

2AHA_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----RVTAAGITHGMDELYK-------- 238

3CD1_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 250

3CD9_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 250
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3CB9_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 250

3CBE_A|PDBID|CHAIN|SEQUENCE      TCSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 250

2OKW_F|PDBID|CHAIN|SEQUENCE      TQCALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2OKY_B|PDBID|CHAIN|SEQUENCE      TQCALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2HQZ_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2HJO_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FHTAAGITHGMDELYK-------- 238

2O2B_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 244

2H9W_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELY--------- 240

2O24_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 244

2O29_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 244

2H6V_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 244

1RMO_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 238

1RMM_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 228

1RMP_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 228

1RRX_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 228

2Q6P_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Z1Q_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1S6Z_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Z1P_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1F0B_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1F09_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2YFP_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

3DQ8_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ1_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ9_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQA_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQC_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQD_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQE_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQF_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQH_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQI_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQJ_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQK_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQL_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQM_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQN_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQO_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQU_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ4_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ5_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ6_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ7_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DPW_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DPX_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DPZ_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ2_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

3DQ3_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 243

1HUY_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 241

1YFP_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 227

2JAD_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGIT---------------- 230

1H6R_A|PDBID|CHAIN|SEQUENCE      YQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1C4F_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1EMB_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Q4A_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1EMA_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Q4B_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1EMG_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2DUF_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2DUE_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2DUI_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2DUG_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2DUH_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Q4E_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Q73_A|PDBID|CHAIN|SEQUENCE      CQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Q4D_A|PDBID|CHAIN|SEQUENCE      CQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1Q4C_A|PDBID|CHAIN|SEQUENCE      CQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1JBZ_A|PDBID|CHAIN|SEQUENCE      CQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1JBY_A|PDBID|CHAIN|SEQUENCE      CQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1W7S_D|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1W7U_D|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1W7T_D|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1HCJ_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2QLE_A|PDBID|CHAIN|SEQUENCE      TQVALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1BFP_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

2EMO_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1EMF_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2EMD_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

2EMN_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1EMM_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 239

1EMC_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYN-------- 239

1EML_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYN-------- 239

1EME_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYN-------- 239

1EMK_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYN-------- 239

2WUR_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYN-------- 238

1GFL_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 238

1RM9_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 238

2WSN_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 239

2Q57_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 256

2WSO_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITLGMDELYK-------- 239

1OXF_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAG------------------ 227

1CV7_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAG------------------ 228

3GEX_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGITHGMDELYK-------- 244

1OXD_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 229

1OXE_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMVLLE-----FVTAAGI----------------- 229

3LVC_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMIYFE-----FVTAAAITHGMDELYK-------- 238

3LVD_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMIYFE-----FVTAAAITHGMDELYK-------- 238

3LVA_A|PDBID|CHAIN|SEQUENCE      TQSALSKDPNE-KRDHMIYFG-----FVTAAAITHGMDELYK-------- 238

2HPW_A|PDBID|CHAIN|SEQUENCE      VWTSFGKDPDDDETDHLTIVE-----VIKAVDLET-----YR-------- 235

2WIQ_A|PDBID|CHAIN|SEQUENCE      IITKQMRDTSD-KRDHVCQREVAYAHSVPRITSAIGSDED---------- 259

3A8S_A|PDBID|CHAIN|SEQUENCE      IITKQMRDTSD-KRDHVCQREVAYAHSVPRITSAIGSDED---------- 240

2WIS_A|PDBID|CHAIN|SEQUENCE      IITKQMRDTSD-KRDHVCQREVAYAHSVPRITSAIGSDED---------- 259

3GB3_A|PDBID|CHAIN|SEQUENCE      IITKQMRDTSD-KRDHVCQREVAYAHSVPRITSAIGSDED---------- 237

3GL4_A|PDBID|CHAIN|SEQUENCE      IITKQMRDTSD-KRDHVCQREVAYAHSVPRITSAIGSDED---------- 237

2A46_A|PDBID|CHAIN|SEQUENCE      HRIARTDLDKGGN-SVQLTEH-----AVAHITSVVPF------------- 240
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2A48_A|PDBID|CHAIN|SEQUENCE      HRIARTDLDKGGN-SVQLTEH-----AVAHITSVVPF------------- 240

2A47_A|PDBID|CHAIN|SEQUENCE      TRIARTDLDKGGN-SVQLTEH-----AVAHITSVVPF------------- 240

2ZMW_A|PDBID|CHAIN|SEQUENCE      HRLVR---KTEGN-ITELVED-----AVAHSLEHHHHHH----------- 226

2ZMU_A|PDBID|CHAIN|SEQUENCE      HRLVR---KTEGN-ITELVED-----AVAHSLEHHHHHH----------- 226

2ZO6_A|PDBID|CHAIN|SEQUENCE      HRISS---VVNGT-KIGVMED-----AIAHLYPFNGVPCQ---------- 254

2ZO7_A|PDBID|CHAIN|SEQUENCE      HRISS---VVEGT-KIKVMED-----AIAHLYPFNGS------------- 224

3BX9_B|PDBID|CHAIN|SEQUENCE      RRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 245

3BXA_A|PDBID|CHAIN|SEQUENCE      RRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 245

3BXB_A|PDBID|CHAIN|SEQUENCE      RRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 245

3BXC_A|PDBID|CHAIN|SEQUENCE      RRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 245

3H1O_A|PDBID|CHAIN|SEQUENCE      YRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 233

3H1R_A|PDBID|CHAIN|SEQUENCE      YRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 233

3M22_A|PDBID|CHAIN|SEQUENCE      HRLERIKEADKET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 237

3M24_A|PDBID|CHAIN|SEQUENCE      YRLERIKEANNET-YVEQHEV-----AVARYCD-LPSKLGHKLN------ 234

3IP2_A|PDBID|CHAIN|SEQUENCE      RRLERIKEADNET-YVEQHEV-----AVARYCD-LPSKLGHKLNGMDELY 243

3E5T_A|PDBID|CHAIN|SEQUENCE      HRLERLEESDKEM-FVVQHEH-----AVAKFCD-LPSKLGRL-------- 244

3E5V_A|PDBID|CHAIN|SEQUENCE      HRLERLEESDKEM-FVVQHEH-----AVAKFCD-LPSKLGRL-------- 244

1UIS_B|PDBID|CHAIN|SEQUENCE      HRLERLEESDKEM-FVVQHEH-----AVAKFCD-LPSKLGRLLGRL---- 237

3E5W_A|PDBID|CHAIN|SEQUENCE      HRLERLEESDKEM-FVVQHEH-----AVAKFCD-LPSKLGRL-------- 244

2A50_A|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 243

2A52_A|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 243

1XMZ_A|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 243

2A54_C|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 243

2A53_A|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 243

2A56_A|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 243

1XQM_A|PDBID|CHAIN|SEQUENCE      HRIEIMEEVEKGK-CYKQYEA-----AVGRYCDAAPSKLGHN-------- 232

3CFF_L|PDBID|CHAIN|SEQUENCE      HRIEVK-EVQKGK-HYEQYEA-----AVARYCDAAPSKLGHH-------- 231

3CFH_S|PDBID|CHAIN|SEQUENCE      HRIEVK-EVQKGK-HYEQYEA-----AVARYCDAAPSKLGHH-------- 231

3CFA_L|PDBID|CHAIN|SEQUENCE      HRIEVK-EVQKGK-HYEQYEA-----AVARYCDAAPSKLGHH-------- 231

1YZW_A|PDBID|CHAIN|SEQUENCE      IRLQML-RKKKDE-YFELYEA-----SVARYSD-LPEKAN---------- 225

2IB5_A|PDBID|CHAIN|SEQUENCE      HRPEIVKVSENGT-LFEQHES-----SVARYCQTCPSKLGHN-------- 235

2IB6_A|PDBID|CHAIN|SEQUENCE      HRPEIVKVSENGT-LFEQHES-----SVARYCQTCPSKLGHN-------- 235

2C9I_A|PDBID|CHAIN|SEQUENCE      LRMEKLNISDDWK-TVEQHES-----VVASYSQ-VPSKLGHN-------- 228

1G7K_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----TEGRHHLFL--------------- 236

1ZGO_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----TEGRHHLFL--------------- 225

1GGX_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----TEGRHHLFL--------------- 225

1ZGQ_H|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----TEGRHHLFL--------------- 225

1ZGP_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----TEGRHHLFL--------------- 225

2H8Q_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----TEGRHHLFL--------------- 219

2VAE_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-IVEQYER-----AEGRHHLFL--------------- 225

2V4E_A|PDBID|CHAIN|SEQUENCE      SKLDITSHNEDYT-VVEQYER-----TEARHHLFL--------------- 220

2VAD_A|PDBID|CHAIN|SEQUENCE      SKLDITNHNEDYT-VVEQYEH-----AEARHSGSQ--------------- 225

2H5P_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVELYER-----AEGRHSTGGMDELYK--------- 236

2H5R_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVELYER-----AEGRHSTGGMDELYK--------- 236

2H5O_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----AEGRHSTGGMDELYK--------- 236

2QLG_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----AEGRHSTGA--------------- 226

2QLI_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----AEGRHSTGA--------------- 226

2QLH_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----AEGRHSTGA--------------- 226

2H5Q_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----AEGRHSTGGMDELYK--------- 236

3KCS_A|PDBID|CHAIN|SEQUENCE      RKLDITSHNEDYT-IVEQYER-----AEGRHSTGGMDELYK--------- 236

3KCT_A|PDBID|CHAIN|SEQUENCE      RKLDITSHNEDYT-IVEQYER-----AEGRHSTGGMDELYK--------- 236

3LF3_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----SEGRHSTGGMDELYK--------- 231

3LF4_A|PDBID|CHAIN|SEQUENCE      IKLDITSHNEDYT-IVEQYER-----AEGRHSTGGMDELYK--------- 231

2P4M_A|PDBID|CHAIN|SEQUENCE      RKLDVTNHNKDYT-SVEQCEI-----SIARKPVVA--------------- 221

2ARL_A|PDBID|CHAIN|SEQUENCE      RKLDVTNHNKDYT-SVEQCEI-----SIARKPVVA--------------- 221

1MOV_A|PDBID|CHAIN|SEQUENCE      RKLDVTNHNKDYT-SVEQCEI-----SIARKPVVA--------------- 221

1MOU_A|PDBID|CHAIN|SEQUENCE      RKLDVTNHNKDYT-SVEQCEI-----SIARKPVVA--------------- 221

2WHS_A|PDBID|CHAIN|SEQUENCE      RKLDVTSHNRDYT-SVEQCEI-----AIARHSLLG--------------- 242

2WHT_A|PDBID|CHAIN|SEQUENCE      RKLDVTSHNRDYT-SVEQCEI-----AIARHSLLG--------------- 242

2WHU_A|PDBID|CHAIN|SEQUENCE      RKLDVTSHNRDYT-SVEQCEI-----AIARHSLLG--------------- 242

3IR8_A|PDBID|CHAIN|SEQUENCE      RKLDVTSHNRDYT-SVEQCEI-----AIARHSLLG--------------- 223

3CGL_A|PDBID|CHAIN|SEQUENCE      TKLVIWNNDKEFM-KVEEHEI-----AVARHHPFYEPKKDK--------- 243

2Z6Z_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 257

2IOV_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 257

2POX_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 257

2IE2_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 224

2Z1O_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 227

2Z6Y_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 227

2GX2_A|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 243

2GX0_B|PDBID|CHAIN|SEQUENCE      HHIEIKSHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 243

2Z6X_A|PDBID|CHAIN|SEQUENCE      HRIEIKSHDKDYN-NVNLHEH-----AEAHS-GLPRQAK----------- 257

3LS3_A|PDBID|CHAIN|SEQUENCE      HHIEIISHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 237

3LSA_A|PDBID|CHAIN|SEQUENCE      HHIEIISHDKDYS-NVNLHEH-----AEAHS-ELPRQAK----------- 237

2DDC_A|PDBID|CHAIN|SEQUENCE      HLMEITSHDKDYN-KVKLYEH-----AKAHS-GLPRLAK----------- 227

2DDD_A|PDBID|CHAIN|SEQUENCE      HLMEITSHDKDYN-KVKLYEH-----AKAHS-GLPRLAK----------- 227

1XSS_A|PDBID|CHAIN|SEQUENCE      HRIEITSHDKDYN-KVKLYEH-----AKAHS-GLPRLAK----------- 227

2VVI_A|PDBID|CHAIN|SEQUENCE      HCIEILSHDKDYN-KVKLYEH-----AVAHS-GLPDNARR---------- 228

2VVH_A|PDBID|CHAIN|SEQUENCE      HCIEILSHDKDYN-KVKLYEH-----AVAHS-GLPDNARR---------- 228

2VVJ_A|PDBID|CHAIN|SEQUENCE      HCIEILSHDKDYN-KVKLYEH-----AVAHS-GLPDNARR---------- 228

1ZUX_A|PDBID|CHAIN|SEQUENCE      HCIEILSHDKDYN-KVKLYEH-----AVAHS-GLPDNARR---------- 226

2BTJ_A|PDBID|CHAIN|SEQUENCE      HCIEILSHDKDYN-KVKLYEH-----AVAHS-GLPD-------------- 222

2GW3_A|PDBID|CHAIN|SEQUENCE      HCISILRHDKDYN-EVKLYEH-----AVAHS-GLPDNVK----------- 227

2GW4_A|PDBID|CHAIN|SEQUENCE      HCISILRHDKDYN-EVKLYEH-----AVAHS-GLPDNVK----------- 227

2OTE_A|PDBID|CHAIN|SEQUENCE      HRIEILNHDKDYN-KVTVYES-----AVARY------------------- 216

2OTB_A|PDBID|CHAIN|SEQUENCE      HRIEILNHDKDYN-KVTVYES-----AVARY------------------- 216

2HQK_A|PDBID|CHAIN|SEQUENCE      HRIEILNHDKDYN-KVTVYES-----AVARNSTDGM-------------- 221

2VZX_A|PDBID|CHAIN|SEQUENCE      HRIEILGNDSDYN-KVKLYEH-----AVARYSPLPSQVWHHHHHH----- 231

3ADF_A|PDBID|CHAIN|SEQUENCE      HRIEILKHDKDYN-KVKLYEN-----AVARYSMLPSQAK----------- 228

2ICR_A|PDBID|CHAIN|SEQUENCE      HKLNREDRSDAKNQKWQLIEH-----AIASRSALP--------------- 239

2FL1_A|PDBID|CHAIN|SEQUENCE      HKLNREDRSDAKNQKWQLIEH-----AIASRSALP--------------- 228

2OGR_A|PDBID|CHAIN|SEQUENCE      HKLLREDRSDAKNQKWQLTEH-----AIAFPSALA--------------- 231

1XAE_A|PDBID|CHAIN|SEQUENCE      HKLLREDRSDAKNQKWQLTEH-----AIAFPSALA--------------- 231

1XA9_A|PDBID|CHAIN|SEQUENCE      HKLLREDRSDAKNQKWQLTEH-----AIAFPSALA--------------- 231

2PXS_A|PDBID|CHAIN|SEQUENCE      HKLTREDRSDAKNQKWHLTEH-----AIASGSALP--------------- 228

2PXW_A|PDBID|CHAIN|SEQUENCE      HKLTREDRSDAKNQKWHLTEH-----AIASGSALP--------------- 228

2OJK_A|PDBID|CHAIN|SEQUENCE      HKLTREDRSDAKNQKWHLTEH-----AIASGSALP--------------- 231

2RH7_A|PDBID|CHAIN|SEQUENCE      HRLVKTNVDTASG-YVVQHET-----AIAAHSTIKKIEGSLPVDHHHHHH 241

2C9J_H|PDBID|CHAIN|SEQUENCE      HRLVKTKVEPGFK-MVEQAEY-----ATAHVCDLPKPN------------ 225

2G6X_A|PDBID|CHAIN|SEQUENCE      RRVEEDHSNTELG--IVEYQH-----AFKTPD------------------ 219

2G6Y_A|PDBID|CHAIN|SEQUENCE      RRVEEDHSNTELG--IVEYQH-----AFKTPD------------------ 219

2G3O_A|PDBID|CHAIN|SEQUENCE      RRVEELHSNTELG--IVEYQH-----AFKTPIAFA--------------- 222

2DD7_A|PDBID|CHAIN|SEQUENCE      RRVEETHTKENLA--MVEYQQ-----VFNSAPRDM--------------- 218

2DD9_D|PDBID|CHAIN|SEQUENCE      RRVEETHTKENLA--MVEYQQ-----VFNSAPRDM--------------- 218
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3EKJ_A|PDBID|CHAIN|SEQUENCE      EMIREAGIDGDGQVNYEQFVQMMTAK 451

3EVP_A|PDBID|CHAIN|SEQUENCE      --------------------------

3EKH_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTAK 451

3EVR_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTA- 413

3EK7_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTAK 451

3EVU_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTAK 451

3EVV_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTAK 451

3EK4_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTAK 451

3EK8_A|PDBID|CHAIN|SEQUENCE      EMIREADIDGDGQVNYEEFVQMMTAK 451

2G3D_A|PDBID|CHAIN|SEQUENCE      --------------------------

2G2S_A|PDBID|CHAIN|SEQUENCE      --------------------------

1QYQ_A|PDBID|CHAIN|SEQUENCE      --------------------------

2G6E_A|PDBID|CHAIN|SEQUENCE      --------------------------

1YHH_A|PDBID|CHAIN|SEQUENCE      --------------------------

1YHG_B|PDBID|CHAIN|SEQUENCE      --------------------------

2G5Z_A|PDBID|CHAIN|SEQUENCE      --------------------------

2G16_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HGD_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HGY_A|PDBID|CHAIN|SEQUENCE      --------------------------

1YJF_A|PDBID|CHAIN|SEQUENCE      --------------------------

1YHI_A|PDBID|CHAIN|SEQUENCE      --------------------------

1YJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------

1QYF_A|PDBID|CHAIN|SEQUENCE      --------------------------

1QXT_A|PDBID|CHAIN|SEQUENCE      --------------------------

2AWM_A|PDBID|CHAIN|SEQUENCE      --------------------------

2AWK_A|PDBID|CHAIN|SEQUENCE      --------------------------

2AWJ_A|PDBID|CHAIN|SEQUENCE      --------------------------

2AWL_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HFC_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HCG_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QZ0_A|PDBID|CHAIN|SEQUENCE      --------------------------

2FZU_A|PDBID|CHAIN|SEQUENCE      --------------------------

1KYR_A|PDBID|CHAIN|SEQUENCE      --------------------------

1KYP_A|PDBID|CHAIN|SEQUENCE      --------------------------

1KYS_A|PDBID|CHAIN|SEQUENCE      --------------------------

2FWQ_A|PDBID|CHAIN|SEQUENCE      --------------------------

1B9C_D|PDBID|CHAIN|SEQUENCE      --------------------------

1MYW_A|PDBID|CHAIN|SEQUENCE      --------------------------

3ED8_A|PDBID|CHAIN|SEQUENCE      --------------------------

1QYO_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QU1_A|PDBID|CHAIN|SEQUENCE      --------------------------

1QY3_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QT2_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QRF_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HRS_A|PDBID|CHAIN|SEQUENCE      --------------------------

2B3Q_D|PDBID|CHAIN|SEQUENCE      --------------------------

2B3P_A|PDBID|CHAIN|SEQUENCE      --------------------------

1KP5_A|PDBID|CHAIN|SEQUENCE      --------------------------

3GJ1_A|PDBID|CHAIN|SEQUENCE      --------------------------

3GJ2_A|PDBID|CHAIN|SEQUENCE      --------------------------

3G9A_A|PDBID|CHAIN|SEQUENCE      --------------------------

3K1K_B|PDBID|CHAIN|SEQUENCE      --------------------------

1JC0_A|PDBID|CHAIN|SEQUENCE      --------------------------

1JC1_A|PDBID|CHAIN|SEQUENCE      --------------------------

2AH8_B|PDBID|CHAIN|SEQUENCE      --------------------------

2AHA_A|PDBID|CHAIN|SEQUENCE      --------------------------

3CD1_A|PDBID|CHAIN|SEQUENCE      --------------------------

3CD9_A|PDBID|CHAIN|SEQUENCE      --------------------------

3CB9_A|PDBID|CHAIN|SEQUENCE      --------------------------

3CBE_A|PDBID|CHAIN|SEQUENCE      --------------------------

2OKW_F|PDBID|CHAIN|SEQUENCE      --------------------------

2OKY_B|PDBID|CHAIN|SEQUENCE      --------------------------

2HQZ_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HJO_A|PDBID|CHAIN|SEQUENCE      --------------------------

2O2B_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H9W_A|PDBID|CHAIN|SEQUENCE      --------------------------

2O24_A|PDBID|CHAIN|SEQUENCE      --------------------------

2O29_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H6V_A|PDBID|CHAIN|SEQUENCE      --------------------------

1RMO_A|PDBID|CHAIN|SEQUENCE      --------------------------

1RMM_A|PDBID|CHAIN|SEQUENCE      --------------------------

1RMP_A|PDBID|CHAIN|SEQUENCE      --------------------------

1RRX_A|PDBID|CHAIN|SEQUENCE      --------------------------

2Q6P_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Z1Q_A|PDBID|CHAIN|SEQUENCE      --------------------------

1S6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Z1P_A|PDBID|CHAIN|SEQUENCE      --------------------------

1F0B_A|PDBID|CHAIN|SEQUENCE      --------------------------

1F09_A|PDBID|CHAIN|SEQUENCE      --------------------------

2YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ8_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ1_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ9_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQA_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQC_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQD_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQE_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQF_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQH_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQI_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQJ_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQK_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQL_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQM_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQN_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQO_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQU_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ4_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ5_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ6_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ7_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DPW_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DPX_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DPZ_A|PDBID|CHAIN|SEQUENCE      --------------------------

3DQ2_A|PDBID|CHAIN|SEQUENCE      --------------------------
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3DQ3_A|PDBID|CHAIN|SEQUENCE      --------------------------

1HUY_A|PDBID|CHAIN|SEQUENCE      --------------------------

1YFP_A|PDBID|CHAIN|SEQUENCE      --------------------------

2JAD_A|PDBID|CHAIN|SEQUENCE      --------------------------

1H6R_A|PDBID|CHAIN|SEQUENCE      --------------------------

1C4F_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMB_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Q4A_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMA_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Q4B_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMG_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DUF_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DUE_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DUI_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DUG_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DUH_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Q4E_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Q73_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Q4D_A|PDBID|CHAIN|SEQUENCE      --------------------------

1Q4C_A|PDBID|CHAIN|SEQUENCE      --------------------------

1JBZ_A|PDBID|CHAIN|SEQUENCE      --------------------------

1JBY_A|PDBID|CHAIN|SEQUENCE      --------------------------

1W7S_D|PDBID|CHAIN|SEQUENCE      --------------------------

1W7U_D|PDBID|CHAIN|SEQUENCE      --------------------------

1W7T_D|PDBID|CHAIN|SEQUENCE      --------------------------

1HCJ_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QLE_A|PDBID|CHAIN|SEQUENCE      --------------------------

1BFP_A|PDBID|CHAIN|SEQUENCE      --------------------------

2EMO_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMF_A|PDBID|CHAIN|SEQUENCE      --------------------------

2EMD_A|PDBID|CHAIN|SEQUENCE      --------------------------

2EMN_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMM_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMC_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EML_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EME_A|PDBID|CHAIN|SEQUENCE      --------------------------

1EMK_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WUR_A|PDBID|CHAIN|SEQUENCE      --------------------------

1GFL_A|PDBID|CHAIN|SEQUENCE      --------------------------

1RM9_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WSN_A|PDBID|CHAIN|SEQUENCE      --------------------------

2Q57_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WSO_A|PDBID|CHAIN|SEQUENCE      --------------------------

1OXF_A|PDBID|CHAIN|SEQUENCE      --------------------------

1CV7_A|PDBID|CHAIN|SEQUENCE      --------------------------

3GEX_A|PDBID|CHAIN|SEQUENCE      --------------------------

1OXD_A|PDBID|CHAIN|SEQUENCE      --------------------------

1OXE_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LVC_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LVD_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LVA_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HPW_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WIQ_A|PDBID|CHAIN|SEQUENCE      --------------------------

3A8S_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WIS_A|PDBID|CHAIN|SEQUENCE      --------------------------

3GB3_A|PDBID|CHAIN|SEQUENCE      --------------------------

3GL4_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A46_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A48_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A47_A|PDBID|CHAIN|SEQUENCE      --------------------------

2ZMW_A|PDBID|CHAIN|SEQUENCE      --------------------------

2ZMU_A|PDBID|CHAIN|SEQUENCE      --------------------------

2ZO6_A|PDBID|CHAIN|SEQUENCE      --------------------------

2ZO7_A|PDBID|CHAIN|SEQUENCE      --------------------------

3BX9_B|PDBID|CHAIN|SEQUENCE      --------------------------

3BXA_A|PDBID|CHAIN|SEQUENCE      --------------------------

3BXB_A|PDBID|CHAIN|SEQUENCE      --------------------------

3BXC_A|PDBID|CHAIN|SEQUENCE      --------------------------

3H1O_A|PDBID|CHAIN|SEQUENCE      --------------------------

3H1R_A|PDBID|CHAIN|SEQUENCE      --------------------------

3M22_A|PDBID|CHAIN|SEQUENCE      --------------------------

3M24_A|PDBID|CHAIN|SEQUENCE      --------------------------

3IP2_A|PDBID|CHAIN|SEQUENCE      K------------------------- 244

3E5T_A|PDBID|CHAIN|SEQUENCE      --------------------------

3E5V_A|PDBID|CHAIN|SEQUENCE      --------------------------

1UIS_B|PDBID|CHAIN|SEQUENCE      --------------------------

3E5W_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A50_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A52_A|PDBID|CHAIN|SEQUENCE      --------------------------

1XMZ_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A54_C|PDBID|CHAIN|SEQUENCE      --------------------------

2A53_A|PDBID|CHAIN|SEQUENCE      --------------------------

2A56_A|PDBID|CHAIN|SEQUENCE      --------------------------

1XQM_A|PDBID|CHAIN|SEQUENCE      --------------------------

3CFF_L|PDBID|CHAIN|SEQUENCE      --------------------------

3CFH_S|PDBID|CHAIN|SEQUENCE      --------------------------

3CFA_L|PDBID|CHAIN|SEQUENCE      --------------------------

1YZW_A|PDBID|CHAIN|SEQUENCE      --------------------------

2IB5_A|PDBID|CHAIN|SEQUENCE      --------------------------

2IB6_A|PDBID|CHAIN|SEQUENCE      --------------------------

2C9I_A|PDBID|CHAIN|SEQUENCE      --------------------------

1G7K_A|PDBID|CHAIN|SEQUENCE      --------------------------

1ZGO_A|PDBID|CHAIN|SEQUENCE      --------------------------

1GGX_A|PDBID|CHAIN|SEQUENCE      --------------------------

1ZGQ_H|PDBID|CHAIN|SEQUENCE      --------------------------

1ZGP_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H8Q_A|PDBID|CHAIN|SEQUENCE      --------------------------

2VAE_A|PDBID|CHAIN|SEQUENCE      --------------------------

2V4E_A|PDBID|CHAIN|SEQUENCE      --------------------------

2VAD_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H5P_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H5R_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H5O_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QLG_A|PDBID|CHAIN|SEQUENCE      --------------------------

2QLI_A|PDBID|CHAIN|SEQUENCE      --------------------------
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2QLH_A|PDBID|CHAIN|SEQUENCE      --------------------------

2H5Q_A|PDBID|CHAIN|SEQUENCE      --------------------------

3KCS_A|PDBID|CHAIN|SEQUENCE      --------------------------

3KCT_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LF3_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LF4_A|PDBID|CHAIN|SEQUENCE      --------------------------

2P4M_A|PDBID|CHAIN|SEQUENCE      --------------------------

2ARL_A|PDBID|CHAIN|SEQUENCE      --------------------------

1MOV_A|PDBID|CHAIN|SEQUENCE      --------------------------

1MOU_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WHS_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WHT_A|PDBID|CHAIN|SEQUENCE      --------------------------

2WHU_A|PDBID|CHAIN|SEQUENCE      --------------------------

3IR8_A|PDBID|CHAIN|SEQUENCE      --------------------------

3CGL_A|PDBID|CHAIN|SEQUENCE      --------------------------

2Z6Z_A|PDBID|CHAIN|SEQUENCE      --------------------------

2IOV_A|PDBID|CHAIN|SEQUENCE      --------------------------

2POX_A|PDBID|CHAIN|SEQUENCE      --------------------------

2IE2_A|PDBID|CHAIN|SEQUENCE      --------------------------

2Z1O_A|PDBID|CHAIN|SEQUENCE      --------------------------

2Z6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------

2GX2_A|PDBID|CHAIN|SEQUENCE      --------------------------

2GX0_B|PDBID|CHAIN|SEQUENCE      --------------------------

2Z6X_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LS3_A|PDBID|CHAIN|SEQUENCE      --------------------------

3LSA_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DDC_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DDD_A|PDBID|CHAIN|SEQUENCE      --------------------------

1XSS_A|PDBID|CHAIN|SEQUENCE      --------------------------

2VVI_A|PDBID|CHAIN|SEQUENCE      --------------------------

2VVH_A|PDBID|CHAIN|SEQUENCE      --------------------------

2VVJ_A|PDBID|CHAIN|SEQUENCE      --------------------------

1ZUX_A|PDBID|CHAIN|SEQUENCE      --------------------------

2BTJ_A|PDBID|CHAIN|SEQUENCE      --------------------------

2GW3_A|PDBID|CHAIN|SEQUENCE      --------------------------

2GW4_A|PDBID|CHAIN|SEQUENCE      --------------------------

2OTE_A|PDBID|CHAIN|SEQUENCE      --------------------------

2OTB_A|PDBID|CHAIN|SEQUENCE      --------------------------

2HQK_A|PDBID|CHAIN|SEQUENCE      --------------------------

2VZX_A|PDBID|CHAIN|SEQUENCE      --------------------------

3ADF_A|PDBID|CHAIN|SEQUENCE      --------------------------

2ICR_A|PDBID|CHAIN|SEQUENCE      --------------------------

2FL1_A|PDBID|CHAIN|SEQUENCE      --------------------------

2OGR_A|PDBID|CHAIN|SEQUENCE      --------------------------

1XAE_A|PDBID|CHAIN|SEQUENCE      --------------------------

1XA9_A|PDBID|CHAIN|SEQUENCE      --------------------------

2PXS_A|PDBID|CHAIN|SEQUENCE      --------------------------

2PXW_A|PDBID|CHAIN|SEQUENCE      --------------------------

2OJK_A|PDBID|CHAIN|SEQUENCE      --------------------------

2RH7_A|PDBID|CHAIN|SEQUENCE      --------------------------

2C9J_H|PDBID|CHAIN|SEQUENCE      --------------------------

2G6X_A|PDBID|CHAIN|SEQUENCE      --------------------------

2G6Y_A|PDBID|CHAIN|SEQUENCE      --------------------------

2G3O_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DD7_A|PDBID|CHAIN|SEQUENCE      --------------------------

2DD9_D|PDBID|CHAIN|SEQUENCE      --------------------------
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!!!! !

!

!
 20 23 27 31 33/5 40 53 55 66 67 89 91 96 101 102 104 127 130 134 136 196 222 
A 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 3 1 0 0 0 0 0 
C 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
D 0 0 0 0 0 0 0 0 0 0 0 0 0 0 25 0 0 0 0 0 0 0 
E 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 24 
F 0 0 26 0 0 0 0 23 0 0 0 0 0 12 0 0 0 25 0 0 0 0 
G 26 1 0 24 26 26 0 0 0 26 0 25 0 0 0 23 25 0 23 0 2 1 
H 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
I 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 
K 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
L 0 0 0 0 0 0 26 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 
M 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
N 0 24 0 0 0 0 0 0 0 0 3 0 0 0 1 0 0 0 0 0 0 0 
P 0 0 0 0 0 0 0 0 0 0 23 0 0 0 0 0 0 0 0 0 23 0 
Q 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 
R 0 0 0 0 0 0 0 0 0 0 0 0 26 0 0 0 0 0 0 0 0 0 
S 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 1 0 
T 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
V 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 20 0 0 
W 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
Y 0 0 0 0 0 0 0 0 26 0 0 0 0 14 0 0 0 0 0 0 0 0 
- 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 

 

!
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CLUSTAL 2.0.12 multiple sequence alignment

Q17106/5-229        --EELFTGVVPILVELDGDVNGQKFSVRGEGEGDATYGKLTLKFICTTG----KLPVPWP 54

Q17105/5-229        --EELFTGVVPVLVELDGDVNGQKFSVSGEGEGDATYGKLTLNFICTTG----KLPVPWP 54

P42212/5-229        --EELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTG----KLPVPWP 54

Q6YGZ0/5-229        --AELFTGVVPILIELNGDVNGHKFSVSGEGEGDATYGKLTLKFICTTG----KLPVPWP 54

Q8WTC5/5-229        --EELFTGVVPILVELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WTC4/5-229        --EELFTGVVPILVELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WTC9/5-229        --EELFTGIVPVLIELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WTD0/5-229        --EELFTGIVPVLIELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WTC8/5-229        --EELFTGIVPVLIELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WTC6/5-229        --EELFTGIVPVLIELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WP95/5-229        --EELFTGIVPVLIELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q8WTC7/5-229        --EELFTGIVPVLIELDGDVHGHKFSVRGEGEGDADYGKLEIKFICTTG----KLPVPWP 54

Q6RYS7/5-229        --ALLFHGKIPYVVEMEGNVDGHTFSIRGKGYGDASVGKVDAQFICTTG----DVPVPWS 54

Q6RYS6/39-258       --TETFQKKLPYKLELDGDVDGQTFKVIGEGVGDATTGVIEGKYVCTEG----EVPISWV 54

Q6RYS5/2-222        --AEYFEKPLPYKVELEGDVDGQKFTVIGEGQGDASTGRVEGKYVCTKG----EVPISWV 54

Q6RYS4/5-225        --PALFQSDMTFKIFIDGVVNDQKFTIIADGSSKFPHGDFNVHAVCETG----KLPMSWK 54

Q2TCH5/5-225        --PALFQSDMTFKIFIDGEVNGQKFTIVADGSSKFPHGDFNVHAVCETG----KLPMSWK 54

Q53UG7/1-221        --MSVITSEMKMELRMEGAVNGHKFVITGKGSGQPFEGIQN-MDLTVIE--GGPLPFAFD 55

Q53UG8/1-221        --MSVITSEMKIELRMEGAVNGHKFVITGKGSGQPFEGIQN-VDLTVIE--GGPLPFAFD 55

Q8MU48/1-218        --MSMIKPEMKIKMRMDGAVNGHKFVITGEGSGEPFEGKQT-MNLTVID--GGPLPFAFD 55

A8CLW1/1-218        --MNVIKPDMKIKLRMEGAVNGHKFAIEGEGNGQPFEGKQT-MNLKVKE--GGPLPFAYD 55

B6CTZ4/1-218        --MSVIKPDMKIKLRMEGAVNGHKFAIEGEGKGQPFQGKQT-MNLKVKE--GGPLPFAYD 55

Q5TLG6/1-218        --MSVIKPDMKIKLRMEGAVNGHPFAIEGVGLGKPFEGKQS-MDLKVKE--GGPLPFAYD 55

A8CLQ1/1-223        --MSVINPDMKIKLYMEGAVNGHKFEIKGEGNGKPFEGKQT-MDLAVVD--GGPLPFAFD 55

Q2LI65/1-219        --MSAIKPDMKIKLRMKGAVNGHTFEIEGEGKGKPFEGKQN-MDLKVVD--GGPLPFAYD 55

A8CLW4/1-222        --MNVIKPDMKIRLRMEGAVNGHKFVIIGKGDGKPYEGTQT-MDLEVIE--GGPLPFAFD 55

B6CTZ5/4-224        --EDVIKRDMKIKLRMEGAVNGHKFVIIGNGDGKPYEGTQT-IDLEVIE--GAPLPFAFD 55

A3F207/1-221        --MSVIKSVMNVKLRLEGAVNGHPFVIEGKGNGHPFEGTQD-IKLTVKE--GGPLPFAYD 55

Q962P9/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGTQS-MDLTVKE--GAPLPFAYD 55

Q7Z0W8/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGTQS-MDLTVKE--GAPLPFAYD 55

Q66ND5/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGKQT-MDLTVIE--GAPLPFAYD 55

Q66ND4/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGKQT-MDLTVIE--GAPLPFAYD 55

Q66ND2/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGKQT-MDLTVIE--GAPLPFAYD 55

A7UAL7/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGKQT-MDLTVIE--GAPLPFAYD 55

Q7Z0W6/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGKQT-MDLTVIE--GAPLPFAYD 55

A7UAL9/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFDGKQT-MDLTVIE--GAPLPFAYD 55

Q8T5F2/8-228        --KGVIKPDMKMKLRMEGAVNGHKFVVEGDGKGKPFDGTQT-MDLTVIE--GAPLPFAYD 55

Q7Z0W7/8-228        --KGVIKPDMKMKLRMEGAVNGHKFVIEGDGKGKPFDGTQT-MDLTVIE--GAPLPFAYD 55

Q8MU47/8-228        --KGVIKPDMKMKLRMEGAVNGHKFVIEGDGKGKPFDGTQT-MDLTVIE--GAPLPFAYA 55

Q95VT0/1-221        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGTQS-MDLTVIE--GAPLPFAYD 55

A7UAL3/1-221        --MSVIKTDMKIKLRMEGAVNGHKFVIEGEGEGKPFDGKQT-MDLTVIE--GAPLPFAYD 55

A7UAL6/1-218        --MSVIKTDMKIKLRMEGAVNGHKFVIEGEGEGKPFDGKQT-MDLTVIE--GAPLPFAYD 55

A7UAL8/1-218        --MSVIKPDMKIKLRMEGAVNGHKFVIEGDGKGKPFEGKQT-MDLTVIE--GAPLPFAYD 55

A8CLS2/1-219        --MSLINPEMKIKLLMEGNVNGHPFVIEGDGKGHPFEGKQS-MDLVVKE--GAPLPFAYD 55

Q8I6J8/1-219        --MSLIKPEMKIKLLMEGNVNGHQFVIEGDGKGHPFEGKQS-MDLVVKE--GAPLPFAYD 55

A3F208/1-219        --MSVIKEEMKIRLRMEGIVNGHAFVIEGNGNGHPFEGKQS-MDLEVKK--GAPLPFAYD 55

A8CLR7/1-219        --MSVIKPDMKLKLRMEGTVNGHYFVIEGDGKGRPFEGKQS-MDLDVKE--GGPLPFAYD 55

Q5S6Z9/1-219        --MSAIKPDMKINLRMEGNVNGHHFVIDGDGTGKPFEGKQS-MDLEVKE--GGPLPFAFD 55

Q66PW1/5-223        --KTVVKQFMKIKMSLEGTVNGHYFKIVGEGDGTPFEGKQT-LHLKVKE--GAPLPFAYD 55

Q8T5F1/1-219        --MSVIKSVMKIKLRMEGSVNGHNFVIVGEGEGKPYEGTQS-MDLTVKE--GAPLPFAYD 55

Q7Z0W9/1-219        --MSVIKSVMKIKLRMEGSVNGHNFVIVGEGEGKPYEGTQS-MDLTVKE--GAPLPFAYD 55

Q6USK3/1-219        --MSVIKSVMKIKRRMEGSVNGHNFVIVGEGEGKPYEGTQS-MDLTVKE--GAPLPFAYD 55

A7UAL4/1-219        --MSVIKPDMKIKLRMEGAVNGHYFVIEGEGKGKPFEGTQS-MDLTVKE--GAPLPFAYD 55

A7UAM0/1-219        --MSVIKSVMKIKLRMEGAVNGHNFTIVGEGEGKPYEGTQS-MDLTVVE--GGPLPFAYD 55

Q7Z0W5/1-218        --MSVIKSVMKIKLHMDGIVNGHKFMITGEGEGKPFEGTHT-IILKVKE--GGPLPFAYD 55

Q95UA7/1-218        --MSVIKSVMKIKLRMDGIVNGHKFMITGEGEGKPFEGTHT-IILKVKE--GGPLPFAYD 55

A7UAL1/1-218        --MSVIKSVMKIKLRMDGIVNGHKFMITGEGEGKPFEGTHT-IILKVKE--GGPLPFAYD 55

A8CLP7/1-218        --MSVIKTDMKIRLQMQGAVNGHPFVITGEGEGKPYEGKHT-INLTVQD--GGPLPFAFD 55

A7UAL2/1-218        --MSVIKSVMKIKLRMDGIVNGHKFMITGEGEGKPFEGTHT-IILKVKE--GGPLPFAYD 55

A7UAL5/1-218        --MSVIKPIMEIKLRMQGVVNGHKFVIKGEGEGKPFEGTQT-INLTVKE--GAPLPFAYD 55

Q963F5/1-218        --MSVIKPIMEIKLRMQGVVNGHKFVIKGEGEGKPFEGTQT-INLTVKE--GAPLPFAYD 55

Q7Z0W4/1-218        --MSVIKPDMKIKLRMEGAVNGHNFVIEGEGKGKPFEGTQT-INLTVKE--GGPLPFAYD 55

Q66ND3/1-218        --MSVIKPDMKIKLRMEGAVNGHNFVIEGEGKGKPFEGTQT-INLTVKE--GGPLPFAYD 55

Q2LI64/1-35         --MSVMKSEMKIKLRMEGSVNGHTFEIEGEGKGKPFE----------------------- 35

Q60I25/1-218        --MSVIKPEMKIKLCMRGTVNGHNFVIEGEGKGNPYEGTQI-LDLNVTE--GAPLPFAYD 55

Q60I24/1-218        --MSVIKPEMKIKLCMRGTVNGHNFVIEGEGKGNPYEGTQI-LDLNVTE--GAPLPFAYD 55

A8CLT2/1-218        --MNVIKPDMKIKLCMRGTINGHNFVIEGEGKGNPYEGTQI-LDLNVTE--GAPLPFAYD 55

B5BRC3/1-218        --MSVIKQEMKIKLHMEGNVNGHAFVIEGDGKGKPYDGTQT-LNLTVKE--GAPLPFSYD 55

B6CTZ6/1-219        --MSVIKQEMKIKLHMDGNVNGHAFVIEGDGKGKPYDGTQT-LNLSVKE--GAPLPFSYD 55

Q9U6Y3/43-260       --MGVIKPDMKIKLKMEGNVNGHAFVIEGEGEGKPYDGTHT-LNLEVKE--GAPLPFSYD 55

Q8T6U0/1-218        --MNLIKEDMRVKVHMEGNVNGHAFVIEGEGKGKPYEGTQT-LNLTVKE--GAPLPFSYD 55

Q8T5F0/7-229        --KNVVKDFMKITLRMDGAVNGKPFAVNGTGDGNPYGGIQS-LKLTVDG--NKPLPFAFD 55

Q8T5F3/6-223        ---MKVKEHMKIKLRMGGTVNGKHFAVNGTGDGYPYQGKQI-LKLIVEG--SEPLPFAFD 54

Q66PW0/1-221        --MNALQEEMKIKLTMVGVVNGQSFKIDGKGKGKPYEGSQE-LTLKVVE--GGPLLFSYD 55

Q8MU46/1-221        --MNALQEEMKIKLTMVGVVNGQSFKIDGKGKGKPYEGSQE-LTLKVVE--GGPLLFSYD 55

Q8T5E9/1-221        --MSALKEEMKIKLKMVGVVNGQSFQIDGEGKGKPYEGSQK-LTLEVVE--GGPLLFSYD 55

Q8T5E8/1-221        --MSALKEEMKIXLTLVGVVNGHPFKIIGDGKGKPYEGSQE-LTLAVVE--GGPLPFSYD 55

Q8T6T8/1-221        --MSALKEEMKINLTMEGVVNGLPFKIRGDGKGKPYQGSQE-LTLTVVK--GGPLPFSYD 55

Q66PU5/1-220        --MSVIVKEMMTKLHMEGTVNGHAFTIEGKGKGDPYNGVQS-MNLDVKG--GAPLPFSFD 55

A8CLS7/1-220        --MSVIVKEMMTKLHMEGTVNGHAFTIEGKGKGDPYNGVQS-MNLDVKG--GAPLPFSFD 55
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Q8MMA2/34-254       --TNGIAEEMKTRVHLEGTVNGHSFTIKGEGRGYPYKGEQF-MSLEVVN--GAPLPFSFD 55

Q8MMA1/12-234       --VNGIAEEMKTDLIMEGIVNGHSFTIEGKGTGYXYKGDQF-MKLEVVK--GAPLPFSFD 55

Q66ND6/5-222        --KSVIKEEMLINLHLEGTFNGHYFEIKGKGKGNPNEGTNT-VTLEVTK--GGPLPFGWH 55

Q9U6Y7/5-223        --KSVIKEEMLIDLHLEGTFNGHYFEIKGKGKGQPNEGTNT-VTLEVTK--GGPLPFGWH 55

Q5S3G7/6-223        --EEVIKEFMRFKEHMEGSVNGHEFEIEGEGEGRPYEGTQT-ARLKVTK--GGPLPFAWD 55

Q5S3G8/6-223        --EEVIKEFMRFKVRMEGSVNGHEFEIEGEGEGRPYEGTQT-AKLKVTK--GGPLPFAWD 55

Q2LI66/5-222        --KNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHNT-VKLKVTK--GGPLPFAWD 55

Q66ND8/5-222        --KNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHNT-VKLKVTK--GGPLPFAWD 55

Q66ND7/5-222        --KNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHNT-VKLKVTK--GGPLPFAWD 55

Q9U6Y8/5-222        --KNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHNT-VKLKVTK--GGPLPFAWD 55

Q6KF85/5-222        --KNVIKEFMRFKVRMEGTVNGHEFEIEGEGEGRPYGGHNT-VKLKVTK--GGPLPFAWD 55

Q2WG74/7-224        --ENVITEFMRFKVRMEGTVNGHEFEIEGEGEGRPYEGHNT-VKLKVTK--GGPLPFAWD 55

Q9GTJ7/5-223        --KNVIKEFMRFKVRMEGTVNGHEFEIKGEGEGRPYEGHCS-VKLMVTK--GGPLPFAFD 55

A8CLM7/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVQGDGKGKPYEGEQT-VRLTVTK--GGPLPFAWD 55

A8CLM1/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q1JU63/2-219        --VSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q1JV71/2-219        --VSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q1JV72/2-219        --VSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q1JV70/2-219        --VSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

B5T1L1/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VRLAVTK--GGPLPFAWD 55

A8CLV6/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q66PV0/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q66PU8/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q95P04/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVQGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

A8CLL3/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVQGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q66PV1/1-218        --MSVIAKQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VKLTVTK--GGPLPFAWD 55

Q66PU9/1-218        --MSVIATQMTYKVYMSGTVNGHYFEVEGDGKGKPYEGEQT-VRLTVTK--GGPLPFAWD 55

P83690/1-218        --MSVIATQMTYKVYMSGTVNGHYFEVEGDGKGRPYEGEQT-VKLTVTK--GGPLPFAWD 55

A8CLN8/6-226        --QSGVKDVMNTELHMDGIVNGHPFEIKGKGKGNPYKGVQT-MKLTVIK--GAPLPFSID 55

B6CTZ7/1-220        --MSVIKQVMKTKLHLEGTVNGHDFTIEGKGEGKPYEGLQH-MKMTVTK--GAPLPFSVH 55

Q9U6Y5/5-228        --KHGLTKEMTMKYRMEGCVDGHKFVITGEGIGYPFKGKQA-INLCVVE--GGPLPFAED 55

Q9U6Y4/5-228        --KHGLKEEMTMKYHMEGCVNGHKFVITGEGIGYPFKGKQT-INLCVIE--GGPLPFSED 55

Q8T4U4/5-228        --KHGLTDDMTMHFRMEGCVDGHKFVIEGNGNGNPFKGKQF-INLCVIE--GGPLPFSED 55

B2ZAG2/5-226        --KHGLTNDMTMKFRMEGCVDGHQFVITGHGNGNPFTGEQT-INLCVDK--GGPLPFSED 55

Q692V6/5-228        --KHGLTKDMTMKYHMEGSVDGHKFVITGHGDGNPFEGKQT-INLCVAE--GGPLPFSED 55

B5LIN1/1-161        ------------------------------------------------------------

B5T1L5/5-228        --KHGLTKDMTMKYHMEGSVDGHKFVITGHGNGNPFEGKQT-VNLCVAE--GGPLPFSED 55

Q66PV2/5-228        --KHGLTKDMTMKYHMEGSVDGHKFVITGHGNGNPFEGKQT-MNLCVVE--GGPLPFSED 55

Q86LC2/5-228        --KHGLDFDMTMKYRMEGCVDGHKFVITGHGTGNPFAGKQN-VNLCVIE--GGPLPFSED 55

B2ZAG1/5-228        --KQGLTDNMTMKYQMEGCVDGHQFVITGHGKGNPFTGKQT-LNLCVDK--GGPLPFSED 55

A8CLN4/5-231        --KNGLTKNMTTKYRMEGCVDGHKFVITGDGIGDPFEGKQTSIDLCVVE--GGPLPFSED 56

A8CLV1/5-230        --KNGVKDRMKLKFHMEGSVNGHEFTIKGEGTGQPYEGTQS-IQLRVEK--GGPLPFSVD 55

A8CLU7/1-223        ---MALPKQMKLTYHMEGTVNGHFFIIKGEGGGEPYEGTHT-IKLQVVE--GSPLPFSPD 54

A8CLP2/5-228        --KQSLPSDMKLIYHMDGNVNGHSFVIKGEGEGKPYEGTHT-IKLQVVE--GSPLPFSAD 55

B6CTZ2/5-226        --KNVLPNMMTLTYHMEGSVNGHNFEIIGEGTGNPKEGKHT-ITLQVVK--GGPLPFSVD 55

Q2VTM9/5-219        --KQVLPRDVKMRYHMDGCVNGHQFIIEGEGTGKPYEGKKI-LELRVTK--GGPLPFAFD 55

Q1ALD3/5-219        --KQVLPRDVKMRFHMDGCVNGHSFTIEGEGTGKPYEGKKT-LKLRVTK--GGPLPFAFD 55

Q1ALD5/5-219        --KQVLPHDVRMRYHMDGCVNGHSFTIEGEGAGKPYEGKKT-LKLRVTK--GGPLPFAFD 55

Q1ALD4/5-219        --KQVVKEDMKMTYHMDGCVNGHYFTIEGEGTGKPFKGQKT-LKLRVTE--GGPLPFAFD 55

Q09HR5/5-219        --KQVVKQDMNMTYHMDGCVNGHSFTIEGEGRGNPFKGQQT-LKLRVTK--GGPLPFAFD 55

Q2VTM8/5-219        --KQVITQEMKMVYHMDGCVNGHSFTIEGEGTGKPYEGNQT-LKLRVTK--GGPLPFAFD 55

A8CLU1/1-218        ---MALSKQVTMKYHMDGRFEDKEFTIEGEGTGKPYEGKQT-VTLWVTK--GAPLPFSFD 54

Q9U6Y6/5-224        --NKFIGDDMKMTYHMDGCVNGHYFTVKGEGNGKPYEGTQT-STFKVTMANGGPLAFSFD 57

A8CLT7/5-222        --KQCIANEMTMTFHMDGCVNGHYFTIEGEGSGRPYEGKQM-SKFKVTK--GGPLPFSFD 55

Q66ND1/5-220        --KQVILKDMNLKFEMKGSVNGHYFEIEGEGRGKPYEGVQK-STFWVTK--GGPLPFSFD 55

Q66PV5/5-226        --KQGIAQVMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVITKPAGKPLPFSFD 57

B5T1L2/5-226        --KQGIVQEMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVITKPAGKPLPFSFD 57

Q66PV3/5-226        --KQGIAQVMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVITKPAGKPLPFSFD 57

B5T1L0/5-226        --KQGIVQVMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVITKPAGKPLPFSFD 57

Q66PV4/5-226        --KQGIAQVMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVITKPAGKPLPFSFD 57

B5LIN0/5-226        --KQGIAQVMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVIIKPVGKPLPFSFD 57

B5T1L3/5-226        --KQGIVQAMKTKYHMEGSVNGHEFTIEGVGTGNPYEGTQM-SELVITKPAGKPLPFSFD 57

B5T1L4/5-226        --KQGIVQEMKTKYHMEGSVNGHEFTIEGVGTGYPYEGKQM-SELVIIKPAGKPLPFSFD 57

Q66PV7/5-226        --KQGIAQEMKTKYHMEGSVNGHEFTIEGVGTGYPYEGKQM-SELVIIKPAGKPLPFSFD 57

A8CLY3/5-226        --KQGIVQEMKTKYHMEGSVNGHEFTIEGVGTGYPYEGKQI-SELVIIKPAGKPLPFSFD 57

Q66PV8/5-226        --KQGIVQEMKTKYHMEGSVNGHEFTIEGVGTGYPYEGKQM-SELVIIKPAGKPLPFSFD 57

Q66PV9/5-226        --KQGIVQEMKTKYRMEGSVNGHEFTIEGVGTGYPYEGKQM-SELVIIKPKGKPLPFSFD 57

A8CLX9/5-226        --KQGIVQEMKTKYRMEGSVNGHEFTIEGVGTGYPYEGKQM-SELVIIKPKGKPLPFSFD 57

B6CTZ3/5-226        --KQGIVQEMKTKYHMEGSVNGHEFTIEGVATGYPYEGKQM-SELVIIKPKGKPLPFSFD 57

Q6I7B1/6-227        --KQGIAQEMRTKYRMEGSVNGHEFTIEGVGTGNPYEGKQM-SELVIIKSKGKPLPFSFD 57

Q66PV6/5-226        --KHGITQEMPTKYHMKGSVNGHEFEIEGVGTGHPYEGTHM-AELVIIKPAGKPLPFSFD 57

Q86LV8/1-213        ---MAVPTQVKMKYSMDGNFNGQSFTVVGEGTGNPYEGHQS-LKLTV---KGEPLPFAFD 53

Q86LV7/1-213        ---MAVPTQVKMKYSMDGNFNGQSFTVVGEGTGNPYEGHQS-LKLTV---KGEPLPFAFD 53

A8CLR1/5-220        --KQGIQTDMKMTYSMEGCVNGHNFTVKGGGDGNPYEGHQE-LRLCITMAKGEPVPFAFD 57

Q6R8F5/5-223        --KQVIGKEMNMTYLMDGSVNGHNFTVEGEGDGKPYEGHQC-LKLRIT--KGEPLPFAFD 55

Q6R8F4/1-219        ---MVLSKQMNMTYLMDGSVNGHNFTVEGEGDGKPYEGHQC-LKLRIT--KGEPLPFAFD 54

Q6R8F3/5-220        --KQEIKKEMTMDYVMDGCVNGHSFTVKGDGAGKPYEGHQR-LSLHVT--GGQPLPFAFD 55

Q6I7B2/2-218        --VSVIKPEMKMRYYMDGSVNGHEFTIEGEGTGRPYEGHQE-MTLRVTMAKGGPMPFAFD 57

A7VMR3/2-218        --VSVIKPEMKMRYYMDGSVNGHEFTIEGEGTGRPYEGHQE-MTLRVTMAEGGPMPFAFD 57

Q6I7B4/1-210        ---------MKMKYFMDGSVNGHEFTIEGEGTGKPYEGHQE-MTLRVTMANGGPMPFSFD 50

Q6I7B3/1-217        --MSVIKPEMKMKYFMDGSVNGHEFTVEGEGTGKPYEGHQE-MTLRVTMAKGGPMPFSFD 57

A8CLQ6/5-221        --KQAIGKDMKINYFMDGSVNGHEFTVKGEGIGKPYEGHHE-MTLRVTMAKGGPLPFSFD 57

A8CLW9/4-223        --SKQVLNDVTMTYFMEGSVNGHDFTIEGEGTGKPYEGHQR-FNLRVT--KGAPLPFAVD 55
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Q95W86/2-220        --AGLLKESMRIKIYMEGTVNGYHFKCEGEGDGNPFEGTQN-MRIRVTE--GAPLPFAFD 55

Q95W11/2-220        --AGLLKESMRIKIYMEGTVNGYHFKCEGEGDGNPYEGTQN-MRIRVTE--GAPLPFAFD 55

Q8MU45/2-220        --AGLLKESMRIKIYMEGTVNGYHFKCEGEGDGNPFEGTQN-MRIRVTE--GAPLPFAFD 55

Q95W85/2-220        --AGLLKESMRIKMYMEGTVNGHYFKCEGEGDGNPFTGTQS-MRIHVTE--GAPLPFAFD 55

A5YTR7/2-222        --ASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQE-MKIEVIE--GGPLPFAFH 55

Q9GZ28/2-222        --ASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQE-MKIEVIE--GGPLPFAFH 55

A5YTR8/2-222        --ASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQE-MKIEVIE--GGPLPFAFH 55

Q9GPI5/2-222        --ASFLKKTMPFKTTIEGTVNGHYFKCTGKGEGNPFEGTQE-MKIEVIE--GGPLPFAFH 55

Q2VFP3/2-221        --ASLVKKDMCIKMTMEGTVNGHHFKCVGEGEGKPFEGTQV-EKIRITE--GGPLPFAYD 55

A0AQQ7/2-222        --ASKISDNVRIKLYMEGTVNNHHFMCEAEGEGKPYEGTQM-ENIKVTK--GGPLPFSFD 55

A0AQQ8/2-222        --ASKISDNVRIKLYMEGTVNNHHFMCEAEGEGKPYEGTQM-ENIKVTK--GGPLPFSFD 55

Q8ISF8/2-222        --NSLIKENMRMMVVMEGSVNGYQFKCTGEGDGNPYMGTQT-MRIKVVE--GGPLPFAFD 55

Q86LV4/2-220        --YSYIKETMRSKVYMEGNVNNHAFKCTAEGEGKPYKGSQK-LTITVTE--GGPLPFAFD 55

Q5QIU5/2-220        --YSYIKETMRSKVYMEGNVNNHAFKCTAEGEGKPYKGSQN-LTITVTE--GGPLPFAFD 55

Q8T6T9/2-220        --CSYIKETMQSKVYMEGKVNDHNFKCTAEGKGEPYKGSQS-LTITVTE--GGPLPFAFD 55

Q8T5E7/2-220        --YPWIKETMRSKVYMEGDVNNHAFKCTAVGEGKPYKGSQD-LTITVTE--GGPLPFAFD 55

A5YTR6/2-219        --YPSIKETMRVQLSMEGSVNYHAFKCTGKGEGKPYEGTQS-LNITITE--GGPLPFAFD 55

Q9GPI6/2-219        --YPSIKETMRVQLSMEGSVNYHAFKCTGKGEGKPYEGTQS-LNITITE--GGPLPFAFD 55

Q5ZQQ6/2-221        --DPLVNGNLKIKMFMNGSVNKHKFKCEAEGEGNIHSGTHI-MKITVTE--GGPLPFAFD 55

B9UPG6/1-219        --MSQFPEYLPVTVHMRGNVNNLEFEYDGEGGGDPRAGQFT-MNMQLRG--RKPLPFSYD 55

Q5ZQQ5/1-219        --MSQLDNNLSVSVYMKGNVNNHEFEYDGIGGGDPNSGQFS-LKTKLRG--GKPLPFSYD 55

Q7Z168/1-218        ---MNLSKNVSVSVYMKGNVNNHEFEYDGEGGGDPYTGKYS-MKMTLRG--QNCLPFSYD 54

Q9BLZ0/8-225        --NTGLKEIMSAKASVEGIVNNHVFSMEGFGKGNVLFGNQL-MQIRVTK--GGPLPFAFD 55

Q9BLY9/8-225        --NTCLQEVMSYKVNLEGIVNNHVFTMEGCGKGNILFGNQL-VQIRVTK--GAPLPFAFD 55

Q963I9/5-223        --KLGLKEVMPTKINLEGLVGDHAFSMEGVGEGNILEGTQE-VKISVTK--GAPLPFAFD 55

A8CLX6/5-222        --KQALADTMKMTWLMEGSVNGHAFTIEGEGTGKPYEGKQS-GTFRVTK--GGPLPFAFD 55

A7S3R2/57-279       --YSLSKDAMKLHFKMEGSVNGHCFEIQGVGEGKAFDGEHW-SKLCVVK--GKHLPFSFD 55

A7RGQ5/1-174        ---------MKLHFKLEGSVNGHCFEIQGEGEGKPFEGEQW-AKHCVVK--GKHLPFSLD 48

A7S1H5/1-224        --MSLSKDAMKLHLILEGSVNGHCFEIHGEGEGKAFEGEQW-SKFTVKK--GGPLPFSFD 55

A7S1H3/1-82         ------------------------------------------------------------

B1PNC2/5-218        ---------ATHELHIFGSFNGVDFDMVGHGTGNPNDGYEE----LNLKSTKGALQFSPW 47

B1PNC0/4-217        --------PATHELHIFGSFNGVDFDMVGRGTGNPNDGYEE----LNLKSTKGALQFSPW 48

B1PNC1/5-218        ---------ATHELHIFGSFNGVDFDMVGRGTGNPNDGYEE----LNLKSTKGALQFSPW 47

B1PNC4/5-218        ---------ATHELHIFGSFNGVEFDMVGRGTGNPNDGSED----LHLKSTKGALQFSPW 47

C3YR99/48-261       -------LPTTHELHIFGSFNGVEFDMVGRGIGNPNDGYEE----LNLKSTKGALKFSPW 49

B1PNC3/4-217        --------PATHELHIFGSINSLEFDLVGRGTGNPKEGYEE----LHLKSTKSALQFSPW 48

B1PNB8/5-217        ---------ATHELHIFGSINSLEFDLVGRGTGNPKEGYEE----LHLKSTKSALQFSPW 47

B1PNB9/4-216        --------PATHELHIFGSINSLEFDLVGRGTGNPREGYEE----LHLKSTKSALQFSPW 48

C3YRA1/51-267       -------LPKTHELHIFGSFNGVKFDMVGEGTGNPNEGSEE----LKLKSTNGPLKFSPY 49

C3YRA2/11-223       --------PKTHELHIFGSFNGVEFDMVGRGIGNPNEGSEE----LNAKFTKGPLKFSPY 48

B1PND7/4-187        --------PATHELHIFGKINGHEYDMRGKGTGNPNDGYED----LDLKSTKDDLPFSPW 48

B1PND6/5-189        ---------KTHELHIFGKINGHEYDMRGKGTGNPNDGYED----LDLKS-KDDLPFSPW 46

B1PND8/4-184        --------PATHELHIFGKINGHEFDMRGKGTGNPNDGYED----LDLKSTKDDLPFSPW 48

B1PND5/5-186        ---------ATHELHIFDKINGHEFDMRGKGTGNPNDGYED----LDLKSTKDDLPFSPW 47

C3YRA3/4-216        --------PTTHEVHVYGSINGVEFDLVGSGKGNPKDGSEE----IQVKSTKGPLGFSPY 48

B1PND3/4-217        --------PATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNKGDLSFSPW 48

B1PND2/5-217        ---------ATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNKGDLSFSPW 47

B1PNC9/4-217        --------PATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNKGDLSFSPW 48

B1PNC6/5-217        ---------ATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNRGDLSFSPW 47

B1PNC7/4-220        --------PATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNKGDLSFSPW 48

B1PND0/5-220        ---------ATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNKGDLSFSPW 47

B1PNC5/5-220        ---------ATHDLHISGSINGHEFDLEGSGKGNEKEGYQE----LHLKSNKGDLSFSPW 47

B1PND1/5-217        ---------KTHDLHISGSVNGHEFDLEGSGKGNAKEGYQE----LHLKSNRGDLSFSPW 47

B1PND4/5-217        ---------KTHDLHISGSVNGHEFDLEGSGKGDAKEGYQE----LHLKSNRGDLSFSPW 47

B1PNC8/4-69         --------PATHDLHISGSINGHEFDLEGSGKGNAKEGYQE----LHLKSNRGDLSFSPW 48

C3YRA0/8-104        TSAVTEPLPTTHELHIFGSFNGVEFDLVGRGEGNPKDGSQN----LHLKSTKGALQFSPW 56

C3YKQ3/5-218        ---------ATHDIHLHGSINGHEFDMVGGGKGDPNAGSLV----TTAKSTKGALKFSPY 47

C3YKP7/5-217        ---------ATHEIHLHGSVNGHEFDLVGSGKGDPKAGSLV----TEVKSTMGPLKFSPH 47

C3YKQ2/53-191       ------------------------------------------------------------

A8QVZ9/4-215        --------PTTHDLHIFGSVNGAEFDLVGGGKGNPNDGTLE----TSVKSTRGALPCSPL 48

C3YKP9/5-215        ---------TAHDLHIFGSVNGAEFDLVGGGKGNPNDGTLE----TSVKSTRGALPCSPL 47

C3YKQ1/4-215        --------PTTHDLHIFGSVNGAEFDLVGGGKGNPNDGTLE----TSVKSTRGALPCSPL 48

C3ZLQ0/369-585      ----TMSVPTNLDLHIYGSINGMEFDMVGGGSGNPNDGSLS----VNVKSTKGALRVSPL 52

C3YKI0/4-218        -----KSVPTNLDLHIYGSINGMEFDMVGGGSGNPKDGSLA----VNVKSTKGALRVSPL 51

C3YKQ0/5-214        ---------TAHDCHMFGSINGHEFDLVGGGNGNPNDGTLE----TKVRSTKGALPFSPV 47

Q6WV10/1-215        ------MPDMKLECHISGTMNGEEFELIGAGDGNTDEGRMT----NKMKSIKGPISFSPY 50

Q6WV09/1-217        ------MPDMKLECHISGTMNGEEFELIGSGDGNTDQGRMT----NNMKSIKGPLSFSPY 50

Q6WV11/1-215        ------MPVMKIECRISGTMNGEEFELVGAGDGNTDEGRMT----NKMKSTKGPLSFSPY 50

Q6WV12/1-213        ------MPAMKIECRITGTLNGVEFELVGGGEGTPEQGRMT----NKMKSTKGALTFSPY 50

Q6WV13/1-214        ------MPAMKIECRISGTLNGVVFELVGGGEGIPEQGRMT----NKMKSTKGALTFSPY 50

Q6WV08/1-214        ------MAAMKIECRITGTMNGVEFELVGGGEGNTDQGRMT----NKMKSTKGPLSFSPY 50

Q2MHN7/1-215        ------MTTFKIESRIHGNLNGEKFELVGGGVG--EEGRLE----IEMKTKDKPLAFSPF 48

                                                                                

Q17106/5-229        TLVTTFSYGVQCFSRYPDHMKQHDFLKSAMPEG----YVQERTIFYK-DDGNYKTRAEV- 108

Q17105/5-229        TLVTTFSYGVQCFSRYPDHMKQHDFFKSAMPEG----YVQERTIFYK-DDGNYKTRAEV- 108

P42212/5-229        TLVTTFSYGVQCFSRYPDHMKQHDFFKSAMPEG----YVQERTIFFK-DDGNYKTRAEV- 108

Q6YGZ0/5-229        TLVTTFSYGVQCFSRYPDHMKQHDFFKSAMPEG----YIQERTIFFK-DDGNYKSRAEV- 108

Q8WTC5/5-229        TLVTTLGYGILCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q8WTC4/5-229        TLVTTLGYGILCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q8WTC9/5-229        TLVTTLGYGIQCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q8WTD0/5-229        TLVTTLGYGIQCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q8WTC8/5-229        TLVTTLGYGIQCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108
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Q8WTC6/5-229        TLVTTLSYGIQCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q8WP95/5-229        TLVTTFSYGIQCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q8WTC7/5-229        TLVTTLSYGILCFARYPEHMKMNDFFKSAMPEG----YIQERTIFFQ-DDGKYKTRGEV- 108

Q6RYS7/5-229        TLVTTLTYGAQCFAKYGPELK--DFYKSCMPEG----YVQERTITFE-GDGVFKTRAEV- 106

Q6RYS6/39-258       SLITSLSYGAKCFVRYPNEIN--DFFKSTFPSG----YHQERKITYE-NDGVLETAAKI- 106

Q6RYS5/2-222        SLITSLSYGGKCFVRYPNVIK--DFFKSTFPTG----YHQERKITYE-DDGVLETAAKV- 106

Q6RYS4/5-225        PICHLIQYGEPFFAKYPNGIS--HFAQECFPEG----LTIDRTVRFE-NDGTMTSHHTY- 106

Q2TCH5/5-225        PICHLIQYGEPFFARYPDGIS--HFAQECFPEG----LSIDRTVRFE-NDGTMTSHHTY- 106

Q53UG7/1-221        ILTTVFDYGNRVFVKYPEEIV--DYFKQSFP----EGYSWERSMSYE-DGGICLATNNI- 107

Q53UG8/1-221        ILTTAFHYGNRVFVEYPEEIV--DYFKQSFP----EGYSWERSMSYE-DGGICLATNNI- 107

Q8MU48/1-218        ILTTAFDYGXRVFAKYPEDIP--DYFKQSFP----EGFSWERSMTYE-DGGICIATNDI- 107

A8CLW1/1-218        ILTTIFNYGNRVFVKYPDDIV--DYFKQSFP----EGYSWERSMIYE-DGGICIATNDI- 107

B6CTZ4/1-218        ILTTIFNYGNRVFAKYPDDIV--DYFKQSFP----EGYSWERSMTYE-DGGICIATNDI- 107

Q5TLG6/1-218        ILTTVFCYGNRVFAKYPENIV--DYFKQSFP----EGYSWERSMNYE-DGGICNATNDI- 107

A8CLQ1/1-223        ILTTSFNYGNRVFTKYPDTIV--DYFKPSFP----EGYSWERSMTYE-DGGICIATNDI- 107

Q2LI65/1-219        ILTTVFHYGNRVFAKYPGDIA--DYFKQSFP----EGYSWERSMTYE-DGGVCIATNDI- 107

A8CLW4/1-222        ILTTVFKYGNRAFVKYPTDIA--DYFKQSFP----EGFSWERSMTYE-DGGICIATNDI- 107

B6CTZ5/4-224        ILTTVFEYGNRVFAKYPNEIV--DYFKQSFP----EGYSWERSMTYE-DGGICIATNNI- 107

A3F207/1-221        ILTTVFHYGNRVFVKYPDDIV--DYFKLSFP----EGYSWERSMVYE-DGGVCLATSDI- 107

Q962P9/1-221        ILTTVFDYGNRVFAKYPQDIP--DYFKQTFP----EGYSWERSMTYE-DQGICVATNDI- 107

Q7Z0W8/1-221        ILTTVFDYGNRVFAKYPQDIP--DYFKQTFP----EGYSWERSMTYE-DQGICVATNDI- 107

Q66ND5/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

Q66ND4/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

Q66ND2/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

A7UAL7/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

Q7Z0W6/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

A7UAL9/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

Q8T5F2/8-228        ILTTVFDYGNRVFAKYPEDIA--DYFKQTFP----EGYFWERSMTYE-DQGICIATNDI- 107

Q7Z0W7/8-228        ILTTVFDYGNRVFAKYPEDIA--DYFKQTFP----EGYFWERSMTYE-DQGICIATNDI- 107

Q8MU47/8-228        ILTTVFDYGNRVFAKYPEDIA--DYFKQTFP----EGYFWERSMTYE-DQGICIATNDI- 107

Q95VT0/1-221        ILTTVFDYGNRVFAKYPQDIT--DYFKQTFP----EGYFWERSMTYE-DQGICIATNDI- 107

A7UAL3/1-221        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DQGICIATNDI- 107

A7UAL6/1-218        ILTTVFDYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTFE-DQGICTVTSDI- 107

A7UAL8/1-218        ILTTVFDYGNRVFAKYPKDIP--DYFKQSFP----EGYSWERSMTFE-DQGVCTVTSDI- 107

A8CLS2/1-219        ILTTAFHYGNRVFAKYPDHIP--DYFKQSFP----NGFSWERSLMFE-DGGVCIATNDI- 107

Q8I6J8/1-219        ILTTAFHYGNRVFAKYPDHIP--DYFKQSFP----KGFSWERSLMFE-DGGVCIATNDI- 107

A3F208/1-219        ILTTAFHYGNRVFAKYPGNIP--DYFKQSFP----KGFSWERSLIFE-DGGICIATNDI- 107

A8CLR7/1-219        ILTTAFHYGNRVFAEYPDHIP--DYFKQSFP----GGYSWERSLTFE-DGGICIARNDI- 107

Q5S6Z9/1-219        ILTTAFHYGNRVFAEYPDHIQ--DYFKQSFP----KGYSWERSLTFE-DGGICIARNDI- 107

Q66PW1/5-223        ILTTALHYGNRVFVEYPENIP--DYFKQSFP----KGYSWERSLTFE-DGGICIARSDI- 107

Q8T5F1/1-219        IMTTVFHYGNRVFAKYPKHIP--DYFKQMFP----EEYSWERSMNFE-GGGICTARNEI- 107

Q7Z0W9/1-219        IMTTVFHYGNRVFAKYPKHIP--DYFKQMFP----EGYSWERSMNFE-DGGICTARNEI- 107

Q6USK3/1-219        IMTTVFHYGNRVFAKYPKHIP--DYFKQMFP----EGYSWERSMNFE-DGGICIARNEI- 107

A7UAL4/1-219        IMTTAFHYGNRVFAKYPKDIP--DYFKQMFP----EGYSWERSMTFE-DGGICTARNEI- 107

A7UAM0/1-219        ILTTVFNYGNRVFAKYPKDIP--DYFKQTFP----EGYSWERSMTYE-DGGICTATNAI- 107

Q7Z0W5/1-218        ILTTAFQYGNRVFTKYPKDIP--DYFKQSFP----EGYSWERSMTFE-DQGVCTVTSDI- 107

Q95UA7/1-218        ILTTAFQYGNRVFTKYPKDIP--DYFKQSFP----EGYSWERSMTFE-DQGVCTVTSDI- 107

A7UAL1/1-218        ILTTAFQYGNRVFTKYPKDIP--DYFKQSFP----EGYSWERSMTFE-DQGVCTVTSDI- 107

A8CLP7/1-218        ILTTAFQYGNRVFTKYPKDIP--DYFKQSFP----AGYSWERCMTFE-DGGLCTVSSHI- 107

A7UAL2/1-218        ILTTAFQYGNRVFTKYPKDIP--DYFKQSFP----EGYSWERSMTFE-DQGVCTVTSDI- 107

A7UAL5/1-218        ILTSAFQYGNRVFTKYPDDIP--DYFKQTFP----EGYSWERIMAYE-DQSICTATSDI- 107

Q963F5/1-218        ILTSAFQYGNRVFTKYPDDIP--DYFKQTFP----EGYSWERIMAYE-DQSICTATSDI- 107

Q7Z0W4/1-218        ILTAAFQYGNRAFTKYPRDIA--DYFKQSFP----EGYSWERSMTYE-DQGICIIKSDI- 107

Q66ND3/1-218        ILTAAFQYGNRAFTKYPRDIA--DYFKQSFP----EGYSWERSMTYE-DQGICIIKSDI- 107

Q2LI64/1-35         ------------------------------------------------------------

Q60I25/1-218        ILTTVFQYGNRAFTKYPADIQ--DYFKQTFP----EGYHWERSMTYE-DQGICTATSNI- 107

Q60I24/1-218        ILTTVFQYGNRAFTKYPADIQ--DYFKQTFP----EGYHWERSMTYE-DQGICTATSNI- 107

A8CLT2/1-218        ILTTVFQYGNRAFTKYPADIQ--DYFKQTFP----EGYHWERSMTYE-DQGICTATSNI- 107

B5BRC3/1-218        ILTNAFQYGNRAFTKYPADIP--DYFKQTFP----EGYSWERTMSYE-DNAICNVRSEI- 107

B6CTZ6/1-219        ILTNAFQYGNRAFTKYPADIP--DYFKQTFP----EGYSWERTMSYE-DNAICNVRSEI- 107

Q9U6Y3/43-260       ILSNAFQYGNRALTKYPDDIA--DYFKQSFP----EGYSWERTMTFE-DKGIVKVKSDI- 107

Q8T6U0/1-218        ILTTALHYGNRVFTKYPEDIP--DYFKQSFP----EGYSWERTMTYE-DKGICTIRSDI- 107

Q8T5F0/7-229        ILSAAFQYGNRAFTEYPKEIS--DYFKQSFEF--GEGFTWERSFTFE-DGAICVATNDI- 109

Q8T5F3/6-223        ILSAAFQYGNRAFTEYPTEIA--DYFKQSFEF--GEGFSWERSFTFE-DGAICVATNDI- 108

Q66PW0/1-221        ILTTIFQYGNRAFVNYPKDIP--DIFKQTCSGL-DGGYSWQRTMTYE-DGGVCTATSNV- 110

Q8MU46/1-221        ILTTIFQYGNRAFVNYPKDIP--DIFKQTCSGL-DGGYSWQRTMTYE-DGGVCTATSNV- 110

Q8T5E9/1-221        ILTTIFQYGNRAFVNYPKDIP--DIFKQTCSGP-DGGFSWQRTMTYE-DGGVCTASNHI- 110

Q8T5E8/1-221        ILTTIVHYGNRAFVNYPKDIP--DIFKQTCSGP-GAGYSWQRTMSFE-DGGVCTATSHI- 110

Q8T6T8/1-221        ILTTMFQYGNRAFVNYPEDIP--DIFKQTCSGP-NGGYSWQRTMTYE-DGGVCTATSNI- 110

Q66PU5/1-220        LLTPAFMYGNRVFTKYPEDIP--DFFKQVFP----EGYHWERSITFE-DQAVCTATSHI- 107

A8CLS7/1-220        LLTPAFMYGNRVFTKYPEDIP--DFFKQVFP----EGYHWERSITFE-DQAVCTATSHI- 107

Q8MMA2/34-254       ILTPAFMYGNRVFTKYPPNIP--DYFKQTFP----EGYHWERNIPFE-DQAACTVTSHI- 107

Q8MMA1/12-234       ILTTAFMYGNRVFTKYPSNIP--DFFKQTFP----EGYHWERIMPFE-DQAVCTVTSHI- 107

Q66ND6/5-222        ILCPQFQYGNKAFVHHPDDIP--DYLKLSFP----EGYTWERSMHFE-DGGLCCITNDI- 107

Q9U6Y7/5-223        ILCPQFQYGNKAFVHHPDNIH--DYLKLSFP----EGYTWERSMHFE-DGGLCCITNDI- 107

Q5S3G7/6-223        ILSPQIMYGSKAYVKHPADIP--DYLKLSFP----EGFKWERVMNFE-DGGVVTVTQDS- 107

Q5S3G8/6-223        ILSPQCMYGSKGYVKHPADIP--DYLKLSFP----EGFKWERVMNFE-DGGVVTVTQDS- 107

Q2LI66/5-222        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVVTVTQDP- 107

Q66ND8/5-222        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVVTVTQDP- 107

Q66ND7/5-222        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVVTVTQDS- 107

Q9U6Y8/5-222        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVVTVTQDS- 107

Q6KF85/5-222        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVVTVTQDS- 107

Q2WG74/7-224        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVATVTQDS- 107
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Q9GTJ7/5-223        ILSPQFQYGSKVYVKHPADIP--DYKKLSFP----EGFKWERVMNFE-DGGVVTVSQDS- 107

A8CLM7/1-218        ILSPLSQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

A8CLM1/1-218        ILSPLSQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

Q1JU63/2-219        ILSPLMCYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERTMNFE-DGAVCTVSNDS- 107

Q1JV71/2-219        ILSPLFQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERTMNFE-DGAVCTVSNDS- 107

Q1JV72/2-219        ILSPLFQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERTMNFE-DGAVCTVSNDS- 107

Q1JV70/2-219        ILSPQLQYGSIPFTKYPEDIP--DYFKQSFP----EGYTWERSMNFE-DGAVCTVSNDS- 107

B5T1L1/1-218        ILSPQCQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

A8CLV6/1-218        ILSPQSQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

Q66PV0/1-218        ILSPQCQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

Q66PU8/1-218        ILSPQSQYGSIPFTKYPDDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

Q95P04/1-218        ILSPQSQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

A8CLL3/1-218        ILSPQAQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

Q66PV1/1-218        ILSPQFQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DDAVCTVSNDS- 107

Q66PU9/1-218        ILSPQSQYGSIPFTKYPEDIP--DYVKQSFP----EGYTWERIMNFE-DGAVCTVSNDS- 107

P83690/1-218        ILSPQCQYGSIPFTKYPEDIP--DYVKQSFP----EGFTWERIMNFE-DGAVCTVSNDS- 107

A8CLN8/6-226        ILLPQHMYGSKPFIKYPESIP--DYIKLSFP----EGITWERSMTFE-DGAVCTVSNDS- 107

B6CTZ7/1-220        ILTPSHMYGSKPFNKYPADIP--DYHKQSFP----EGMSWERSMIFE-DGGVCTASNHSS 108

Q9U6Y5/5-228        ILSAAFNYGNRVFTEYPQDIV--DYFKNSCPAG----YTWDRSFLFE-DGAVCICNADIT 108

Q9U6Y4/5-228        ILSAGFKYGDRIFTEYPQDIV--DYFKNSCPAG----YTWGRSFLFE-DGAVCICNVDIT 108

Q8T4U4/5-228        ILSAAFDYGNRLFTEYPEGIV--DYFKNSCPAG----YTWHRSFRFE-DGAVCICSADIT 108

B2ZAG2/5-226        ILSAAFDYGNRLFTEYPQGIV--DYFKNSCPAG----YTWQRSFLFE-DGAVCIASADIS 108

Q692V6/5-228        ILSAAFDYGNRVFTEYPQGMV--DFFKNSCPAG----YTWHRSLLFE-DGAVCTTSADIT 108

B5LIN1/1-161        --------GNRVFTEYPQGMV--DFFKNSCPAG----YTWHRSLLFE-DGAVCTTSADIT 45

B5T1L5/5-228        ILSAAFDYGNRVFTEYPQGMV--DFFKNSCPAG----YTWHRSLLFE-DGAVCTTSADIT 108

Q66PV2/5-228        ILSAAFDYGNRVFTEYPQGMV--DFFKNSCPAG----YTWHRSLLFE-DGAVCTTSADIT 108

Q86LC2/5-228        ILSTVFQYGNRIFTEYPNSIV--DYFKNSCPAG----HTWQRSLLFE-DGAVCIASADIS 108

B2ZAG1/5-228        ILSAVFTYGNRIFADYPQDID--DYFKNSCPAG----YTWTRSFLFE-DGAVAIASADIR 108

A8CLN4/5-231        ILSAVFDYGNRVFTKYPQDLV--DYFKNSCPAG----YTWQRSFLFE-DGAVCTASADIT 109

A8CLV1/5-230        ILSAVFLYGNRVFTKYPQDLV--DYFKNSCPAG----YTWQRSFLFE-DGAVCTASADIT 108

A8CLU7/1-223        ILSTVFQYGNRCFTKYPPNIV--DYFKNSCSGGG---YTFGRSFLYE-DGAVCTASGDIT 108

A8CLP2/5-228        ILSTVFQYGNRCFTKYPPNIV--DYFKNSCSGGG---YKFGRSFLYE-DGAVCTASGDIT 109

B6CTZ2/5-226        ILSTVFQYGNRCFTKYPPNTV--DYFKNSCPPG----YTFERSFLYE-DGAVCTASGDIT 108

Q2VTM9/5-219        ILSSVFTYGNRCFCEYPEDMP--DYFKQSLPEG----HSWERTLMFE-DGGCGTASAHIS 108

Q1ALD3/5-219        ILSATFTYGNRCFCDYPEEMP--DYFKQSLPEG----YSWERTMMYE-DGACSTASAHIS 108

Q1ALD5/5-219        ILSATFTYGNRCFCEYPEDMP--DYFKQSLPEG----YSWERTMMYE-DGGCGTSSAHIR 108

Q1ALD4/5-219        ILSATFTYGNRCFCDYPEDMP--DYFKQSLPEG----YSWERTMMYE-DGACGTASAHIS 108

Q09HR5/5-219        ILSATFTYGNRCFCDYPEDMP--DYFKQSLPEG----YSWERTMMYE-DGGCGTASAHIS 108

Q2VTM8/5-219        ILTATFCYGNRCFCEYPEDMP--DYYKQSFPEG----YSFERTMMFE-DGACCTTSVHLS 108

A8CLU1/1-218        ILSAVFLYGNRAFTDYPKGIV--DYFKPSFPEG----YSFERTLEFE-DGGYCTASADIS 107

Q9U6Y6/5-224        ILSTVFKYGNRCFTAYPTSMP--DYFKQAFPDG----MSYERTFTYE-DGGVATASWEIS 110

A8CLT7/5-222        ILSSAFKYGNRCFTAYPAGMH--DYFKQAFPEG----MSYERTFTFE-DGGVATASGDIS 108

Q66ND1/5-220        ILSSAFKYGNRCFTKYPADMP--DYFKEAFPAG----MSFERTFTFE-DGGVATASGHIC 108

Q66PV5/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSFERSFLYE-DGGVATASWNIR 110

B5T1L2/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSYERSFLYE-DGGVATASWNIR 110

Q66PV3/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSYERSFLYE-DGGVATASWNIR 110

B5T1L0/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSYERSFLYE-DGGVATASWNIR 110

Q66PV4/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSYERSFLYE-DGGVATAGWNIG 110

B5LIN0/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSYERSFLYE-DGGVATASWNIR 110

B5T1L3/5-226        ILSTVFQYGNRCFTKYPEGMT--DYFKQAFPDG----MSYERSFLFE-DGGVATASWNIR 110

B5T1L4/5-226        ILSSVFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWKIR 110

Q66PV7/5-226        ILSSVFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWKIR 110

A8CLY3/5-226        ILSSVFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWNIR 110

Q66PV8/5-226        ILSSVFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWNIR 110

Q66PV9/5-226        ILSSVFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWNIR 110

A8CLX9/5-226        ILSSVFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWNIR 110

B6CTZ3/5-226        ILSSVFQYGNRCFTKYPADIP--DYFKQAFPDG----MSYERSFLFE-DGAVATASWNIR 110

Q6I7B1/6-227        ILSTAFQYGNRCFTKYPADMP--DYFKQAFPDG----MSYERSFLFE-DGGVATASWSIR 110

Q66PV6/5-226        ILSTVIQYGNRCFTKYPADLP--DYFKQAYPGG----MSYERSFVYQ-DGGIATASWNVG 110

Q86LV8/1-213        ILSATFTYGNRVFTKYPEGKT--DYFKEAFPGG----LTWERTMTFE-DGGICTVAAEIS 106

Q86LV7/1-213        ILSATFTYGNRVFTKYPEGKT--DYFKEAFPGG----LTWERTMTFE-DGGICTVAAEIS 106

A8CLR1/5-220        ILSAAFCYGNRCFTKYPDEIR--DYFKQAFPGG----LSWERSMAFE-DGASAAVTAEIS 110

Q6R8F5/5-223        ILTAAFCYGNRCFVNYPAEIA--DYFKQAFPEG----LTWERSMTFE-DGGFAAVSADIS 108

Q6R8F4/1-219        ILTAAFCYGNRCFVNYPAEIA--DYFKQAFPEG----LTWERSMTFE-DGGFAAVSADLS 107

Q6R8F3/5-220        ILSAAFAYGNRCFTKYPKEIP--DMFKQAFPGG----MSWERTMTFE-DGGVASVSADIS 108

Q6I7B2/2-218        LVSHVFCYGHRPFTKYPEEIP--DYFKQAFPEG----LSWERSLEFE-DGGSASVSAHIS 110

A7VMR3/2-218        LVSHVFAYGHRVFTKYPEEIP--DYFKQAFPEG----LSWERSLEFE-DGGSASVSAHIS 110

Q6I7B4/1-210        LVSHTFCYGHRPFTKYPEEIP--DYFKQAFPEG----LSWERSLQFE-DGGFAAVSAHIS 103

Q6I7B3/1-217        LVSHTFCYGHRPFTKYPEEIP--DYFKQAFPEG----LSWERSLQFE-DGGFAAVSAHIS 110

A8CLQ6/5-221        LLSHTFCYGNRPFTKYPEEIP--DYFKQAFPEG----LSWERSLQFE-DGGFAAVNANIS 110

A8CLW9/4-223        ILSAAFAYGNRCFTKYPKEIP--DFFKQSLPED----MSWERTMTFE-DGGIVAISAHIR 108

Q95W86/2-220        ILSPCCAYGSKTFIKHTSGIP--DYFKQSFPEG----FTWERTTIYE-DGGVLTAHQDT- 107

Q95W11/2-220        ILSPCCAYGSKTFIKHTSGIP--DYFKQSFPEG----FTWERTTIYE-DGGVLTAHQDT- 107

Q8MU45/2-220        ILSPCCAYGSKTFIKHTSGIP--DYFKRSFPEG----FTWEGTTIYE-DGRVLTAHQDT- 107

Q95W85/2-220        ILAPCCEYGSRTFVHHTAEIP--DFFKQSFPEG----FTWERTTTYE-DGGILTAHQDT- 107

A5YTR7/2-222        ILSTSCMYGSKTFIKYVSGIP--DYFKQSFPEG----FTWERTTTYE-DGGFLTAHQDT- 107

Q9GZ28/2-222        ILSTSCMYGSKTFIKYVSGIP--DYFKQSFPEG----FTWERTTTYE-DGGFLTAHQDT- 107

A5YTR8/2-222        ILSTSCMYGSKTFIKYVSGIP--DYFKQSFPEG----FTWERTTTYE-DGGFLTAHQDT- 107

Q9GPI5/2-222        ILSTSCMYGSKTFIKYVSGIP--DYFKQSFPEG----FTWERTTTYE-DGGFLTAHQDT- 107

Q2VFP3/2-221        ILAPCCMYGSKTFIKHVSGIP--DYFKESFPEG----FTWERTQIFE-DGGYLTIHQDT- 107

A0AQQ7/2-222        ILTPNCQYGSVAITKYTSGIP--DYFKQSFPEG----FTWERTTIYE-DGAYLTTQQET- 107

A0AQQ8/2-222        ILTPNCQLGSVAITKYTSGIP--DYFKQSFPEG----FTWERTTIYE-DGAYLTTQQET- 107

Q8ISF8/2-222        ILATSFMYGSKTFIKHTKGIP--DFFKQSFPEG----FTWERVTRYE-DGGVFTVMQDT- 107
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Q86LV4/2-220        ILSHAFQYGNKVFTKYPDDIP--DFFKQSLSGG----FTWKRVSNYE-DGGVLTVDQKT- 107

Q5QIU5/2-220        ILSHAFRYGNKVFTKYPDDIP--DFFKQSLSGG----FTWKRVSNYE-DGGVLTVTQET- 107

Q8T6T9/2-220        ILSHAFRYGNKVFAKYPKDHP--DFFKQSLPEG----FTWERVSNYE-DGGVLTVKQET- 107

Q8T5E7/2-220        ILSHAFQYGNKVFTDYPDDIP--DFFKQSLSDG----FTWRRVSXYX-XGGVLTVTQDT- 107

A5YTR6/2-219        ILSHAFQYGIKVFAKYPKEIP--DFFKQSLPGG----FSWERVSTYE-DGGVLSATQET- 107

Q9GPI6/2-219        ILSHAFQYGIKVFAKYPKEIP--DFFKQSLPGG----FSWERVSTYE-DGGVLSATQET- 107

Q5ZQQ6/2-221        ILSRTFCYGHKMFLDNSGNIP--DFFKQSLKDG----YSWERETTYE-DGGVLNSKQKH- 107

B9UPG6/1-219        IITTGFQYGVRAFTKYPDSIA--DYFKGSFPEA----FQWNRRIEFE-DGGVINMSSDI- 107

Q5ZQQ5/1-219        IITMGFQYGFRAFTKYPEGIA--DYFKGSFPEA----FQWNRRIEFE-DGGVINMSSDI- 107

Q7Z168/1-218        IITTAFQYGFRVFTKYPEGIV--DYFKDSLPDA----FQWNRRIVFE-DGGVLNMSSDI- 106

Q9BLZ0/8-225        IVSIAFQYGNRTFTKYPDDIA--DYFVQSFPAG----FFYERNLRFE-DGAIVDIRSDI- 107

Q9BLY9/8-225        IVSPAFQYGNRTFTKYPNDIS--DYFIQSFPAG----FMYERTLRYE-DGGLVEIRSDI- 107

Q963I9/5-223        IVSVAFSYGNRAYTGYPEEIS--DYFLQSFPEG----FTYERNIRYQ-DGGTAIVKSDI- 107

A8CLX6/5-222        IVAPTLKYGFKCFMKYPADIP--DYFKLAFPEG----LTYDRKIAFE-DGGCATATVEM- 107

A7S3R2/57-279       ILMPSMSYGTKQFAKYPAGMT--DFFKAAVENG---GLSWERTMTFE-DGGYCTIVNTSE 109

A7RGQ5/1-174        IIMPNIT-----FAKYPDGMT--GFFKAAVVNG---GLSWERTMAFE-DRGYCTAVNTSE 97

A7S1H5/1-224        LIAPCLKYGSKPFVKYPDDMT--DFFKAAVENG---GLSWERTMSLEQDGGFCSVVNTSK 110

A7S1H3/1-82         -----MFYGSKAFAKYPDGMT--DFFKAAFENG---GLSWERTKTFE-DGGYCT---HST 46

B1PNC2/5-218        ILVPQIGYGFHQYLPFPDG-M--SPFQAAMKDGS--GYQVHRTMQFE-DGASLTSNYRYT 101

B1PNC0/4-217        ILVPQIGYGFHQYLPFPDG-M--SPFQAAMKDGS--GYQVHRTMQFE-DGASLTSNYRYT 102

B1PNC1/5-218        ILVPQIGYGFHQYLPFPDG-M--SPFQAAMKDGS--GYQVHRTMQFE-DGASLTSNYRYT 101

B1PNC4/5-218        ILIPHIGYGFHQYLPFPDG-M--SPFQAAMQDGS--GYQVHRTMQFE-DGASLTANFRYT 101

C3YR99/48-261       ILVPQIGYGFHQYLPYPDG-M--SPFQAAMQDGS--GYQVHRTMQFE-DGASLTAHFRYT 103

B1PNC3/4-217        ILVPQIGYGFYQYLPFPDGAM--SPFQAAMNDGS--GYQVHRTMQFE-DGATLTGIYRYT 103

B1PNB8/5-217        ILVPQIGYGFYQYLPFPDGAM--SPFQAAMNDGS--GYQVHRTMQFE-DGATLTGIYRYT 102

B1PNB9/4-216        ILVPQIGYGFYQYLPFPDGAM--SPFQAAMNDGS--GYQVHRTMQFE-HGATLTGIYRYT 103

C3YRA1/51-267       ILVPHLGYAFNQYLPFPDG-M--SPFQAAMQDES--GYQVHRTLQYE-DGAFVTANLRYT 103

C3YRA2/11-223       ILVPHLGYAYYQYLPFPDG-M--SPFQAAMHDGS--GYQVHRTIQYE-DGASVTAHYRYT 102

B1PND7/4-187        ILVQNIGYGFNQYLPYPDGAM--SPFQAAMCDGS--GYEVHREMEFE-DGATVTGIYRYT 103

B1PND6/5-189        ILVQNIGYGFNQYLPYPDGAM--SPFQAAMCDGS--GYEVHREMEFE-DGATLTGIYRYT 101

B1PND8/4-184        ILVQNIGYGFNQYLPYPDGAM--SPFQAAMYNGS--GYHVHREMEFE-DGATLTGIYRYT 103

B1PND5/5-186        ILVQNIGYGFNQYLPYPDGAM--SPFQAAMYNGS--GYHVHREMGFE-DGATVTGIYRYT 102

C3YRA3/4-216        IVVPNIGYGFHQYLPFPDG-M--SPFQAAADDGS--GYVVHRTIQFE-DGASLTGNYRYS 102

B1PND3/4-217        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRAMRFE-DGAMLHSDHRYT 103

B1PND2/5-217        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRAMRFE-DGAMLHSDHRYT 102

B1PNC9/4-217        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRTMQFE-DGAMLHSDHRYT 103

B1PNC6/5-217        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRTMQFE-DGAMLHSDHRYT 102

B1PNC7/4-220        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRSMQFE-DGAMLHSDHRYI 103

B1PND0/5-220        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRSMQFE-DGAMLHSDHRYI 102

B1PNC5/5-220        ILVPNTGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRSMQFE-DGAMLHSDHRYI 102

B1PND1/5-217        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRAMRFE-DGAMLHSDHRYT 102

B1PND4/5-217        ILVPNIGYGFYQYLPFPDGAM--SPYQAAMHDGS--GYVMHRAMRFE-DGAMLHSDHRYT 102

B1PNC8/4-69         ILVPNIGYGYYQYLPSPG------------------------------------------ 66

C3YRA0/8-104        MLVPHIGYGFYQYLPYPDGEM--SPYQAAMYGGS--G---------------------AQ 91

C3YKQ3/5-218        LMIPHLGYGYYQYLPYPDG-P--SPFQTSMLEGS--GYAVYRVFDFE-DGGKLTTEFKYS 101

C3YKP7/5-217        LMIPHLGYGYYQYLPYPDG-P--SPFQTAMLDGS--GYKVHRVFNFE-DGGVLSIDYNYA 101

C3YKQ2/53-191       -IGPNLGY------------------------------QVHRVFKFE-DGGVLNCNFRYT 28

A8QVZ9/4-215        LIGPNLGYGFYQYLPFPGG-A--SPFQTAITDG---GYQVHRVFKFE-DGGVLSCNFRYT 101

C3YKP9/5-215        LIGPNLGYGFYQYLPFPGG-A--SPFQTAITDG---GYQVHRVFKFE-DGGVLNCNFRYT 100

C3YKQ1/4-215        LIGPNLGYGFYQYLPFPGG-A--SPFQTAITDG---GYQVHRVFKFE-DGGVLSCNFRYT 101

C3ZLQ0/369-585      LVGPHLGYGHYQYLPFPDG-P--SPFQAAVNNG---GYQMHRSFNFE-DGAVLTATYNYS 105

C3YKI0/4-218        LVGPHLGYGHYQYLPFPDG-A--SPFQAAVNNG---GYQMHRSFNFE-DGAVLTATYNYS 104

C3YKQ0/5-214        ILAPNLGYGYHQYLPFPAG-T--SPYQQAITNG---VYQKHRTFKFE-DGGVMTINFRYT 100

Q6WV10/1-215        LLSHILGYGYYHFATFPAGYE--NIYLHAMKNG---GYSNVRTERYE-DGGIISITFNYR 104

Q6WV09/1-217        LLSHILGYGYYHFATFPAGYE--NIYLHAMKNG---GYSNVRTERYE-DGGIISITFNYR 104

Q6WV11/1-215        LLSHIMGYGFYHYATFPAGYE--NVYLHAAKNG---GYTNTRTERYE-DGGIISVNFTYR 104

Q6WV12/1-213        LLSHVMGYGFYHFGTYPSGYE--NPFLHAINNG---GYTNTRIEKYE-DGGVLHVSFSYR 104

Q6WV13/1-214        LLSHVMGYGFYHFGTYPSGYE--NPFLHAANNG---GYTNTRIEKYE-DGGVLHVSFSYR 104

Q6WV08/1-214        LLSHVMGYGFYHFGTFPSGYE--NPYVHAMTNG---GYTNTRIESYE-DGGVLYLTFNYR 104

Q2MHN7/1-215        LLSHCMGYGFYHFASFPKGTK--NIYLHAATNG---GYTNTRKEIYE-DGGILEVNFRYT 102

                                                                                

Q17106/5-229        -KFEGDT-----LVNRIELKGIDFKEDGNILGHKMEYNYNSHNVYIMGDKPKNGIKVNFK 162

Q17105/5-229        -KFEGDT-----LVNRIELKGIDFKEDGNILGHKMEYNYNSHNVYIMGDKPKNGIKVNFK 162

P42212/5-229        -KFEGDT-----LVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFK 162

Q6YGZ0/5-229        -KFEGDT-----LVNRIELTGTDFKEDGNILGNKMEYNYNAHNVYIMTDKAKNGIKVNFK 162

Q8WTC5/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WTC4/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WTC9/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WTD0/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WTC8/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WTC6/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WP95/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q8WTC7/5-229        -KFEGDT-----LVNRIELKGMDFKEDGNILGHKLEYNFNSHNVYIMPDKANNGLKVNFK 162

Q6RYS7/5-229        -TFENGS-----VYNRVKLNGQGFKKDGHVLGKNLEFNFTPHCLYIWGDQANHGLKSAFK 160

Q6RYS6/39-258       -TMESGA-----IVNRINVKGTGFDKDGHVCQKNLESSP-PSTTYVVPE--GEGIRIIYR 157

Q6RYS5/2-222        -TLESGA-----IYNRISVKGVGFKKDGNVCKKRLHSSP-PQVSYVVPY--GEGIRVLYS 157

Q6RYS4/5-225        -ELDGTC-----VISRITVNCDGFQPDGPIMKDQL-VDILPTETHMFPHGSNAVRQLCYI 159

Q2TCH5/5-225        -ELDDTC-----VVSRITVNCDGFQPDGPIMRDQL-VDILPNETHMFPHGPNAVRQLAFI 159

Q53UG7/1-221        -TMKKDG--SNCFVYEIRFDGVNFPANGPVMQRKTVKWEP-STEKMY--VRDGVLKGDVN 161

Q53UG8/1-221        -TMKKDG--SNCFVNEIRFDGVNFPANGPVMQRKTVKWEP-STEKMY--VRDGVLKGDVN 161

Q8MU48/1-218        -KMEGD-----CFSYEIRFDGVNFPANSPVMQKKTVKWEP-CTXEMY--VRDGVLKGGLN 158

A8CLW1/1-218        -TLEGDC-----FVYKIRFDGVNFPAKSPVLQKMTKKWEP-STEKLY--VRDGVLKGDVN 158
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B6CTZ4/1-218        -TLDGDC-----FVYKIRFDGVNFPAKSPVLQKKTQKWEP-STEKLY--VRDGLLKGDVN 158

Q5TLG6/1-218        -TLDGDC-----YIYEIRFDGVNFPANGPVMQKRTVKWEP-STEKLY--VRDGVLKGDVN 158

A8CLQ1/1-223        -TLLKDTDDSNYFYYKIRFDGVNFAANGPVMQKKTAKWEP-STEKMY--VRDGVLKGEVN 163

Q2LI65/1-219        -TLVGDVFSRS----EIRFEGVNFPANGPVMQKKTVKWEP-STEKMY--VRDGVLKGDVN 159

A8CLW4/1-222        -TLSKDI--ANCFDYNIRFDGVNFPPNSPVLQKTTIKWEP-STENMY--VRDGVLKGDIN 161

B6CTZ5/4-224        -TLSKVI--DNCFHYNIRFDGVNFPPKSPVLQKTTMKWEP-STEIMY--VRDGVLKGDVN 161

A3F207/1-221        -KLLKDE--ENCFFHKIRFDGVNFPANSPVMLKTTQKWEP-STEKMY--ARDGVVKGDVN 161

Q962P9/1-221        -TLMKGV--DDCFVYKIRFDGVNFPANGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 161

Q7Z0W8/1-221        -TLMKGV--DDCFVYKIRFDGVNFPANGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 161

Q66ND5/1-221        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEKMY--VRDGVLKGDVN 161

Q66ND4/1-221        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEKMY--VRDGVLKGDVN 161

Q66ND2/1-221        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEKMY--VRDGVLKGDVN 161

A7UAL7/1-221        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEKMY--VRDGVLKGDVN 161

Q7Z0W6/1-221        -TMMKGV--DDCFLYKIRFDGVNFPANGPVMQRKTLKWEP-STEKMY--VRDGVLKGDVN 161

A7UAL9/1-221        -TMMKGV--DDCFLYKIRFDGVNFPSSGPVMQKKTLKWEP-STENMY--VRDGVLLGDVN 161

Q8T5F2/8-228        -TMMEGV--DDCFAYKIRFDGVNFPANGPVMQRKTLKWEP-STEIMY--ARDGVLKGDVN 161

Q7Z0W7/8-228        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEIMY--VRDGVLKGDVN 161

Q8MU47/8-228        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEKMY--XRDGVLKGDVN 161

Q95VT0/1-221        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEIMY--ARDGVLKGDVN 161

A7UAL3/1-221        -TMMKGV--DDCFVYKIRFDGVNFPANGPVMQRKTLKWEP-STEIMY--VRDGVLKGDVN 161

A7UAL6/1-218        -KLEG-----DCFFYEIRFYGVNFPSSGPVMQKKTLKWEP-STEIMY--VRDGVLKGDVN 158

A7UAL8/1-218        -KLEG-----DCFFYEIRFYGVNFPSSGPVMQKKTLKWEP-STENMY--VRDGVLLGDVN 158

A8CLS2/1-219        -TLEGDT-----FFNKVRFYGVNFPPNGPVMQKKTLKWEA-STEKMY--LRDGVLTGDIT 158

Q8I6J8/1-219        -TLKGDT-----FFNKVRFDGVNFPPNGPVMQKKTLKWEA-STEKMY--LRDGVLTGDIT 158

A3F208/1-219        -TMEGDT-----FVNKVRFYGVNFPPNGPVMQKRTVKWEA-STEKMY--VRDGVLTGDIT 158

A8CLR7/1-219        -KMVGDT-----FYNTVRFDGVNFPPNGPVMQRRTQKWEP-STEKIY--VRDGVLTGDIT 158

Q5S6Z9/1-219        -TMEGDT-----FYNKVRFHGVNFPANGPVMQKKTLKWEP-STEKMY--VRDGVLTGDIT 158

Q66PW1/5-223        -KMVGDT-----FHNEVQFYGVNFPANGPVMQRHTVKWEP-STEKIY--VRDGVLTGDIT 158

Q8T5F1/1-219        -TMEGDC-----FFNKVRFDGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLTGDIN 158

Q7Z0W9/1-219        -TMEGDC-----FFNKVRFDGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLTGDIN 158

Q6USK3/1-219        -TMEGDC-----FFNKVRFDGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLTGDIN 158

A7UAL4/1-219        -TMEGDC-----FFNKVRFDGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLTGDIN 158

A7UAM0/1-219        -KMEGDC-----FIYKIRFDGVNFPHKSPVMQKKTLKWEP-STEKMY--VRDGVLKGDIS 158

Q7Z0W5/1-218        -KLEGDC-----FFYEIRFYGVNFPSSGPVMQKKTLKWEP-STENMY--VRDGVLLGDVS 158

Q95UA7/1-218        -KLEGDC-----FFYEIRFYGVNFPSSGPVMQKKTLKWEP-STENMY--VRDGVLLGDVS 158

A7UAL1/1-218        -KLEGDC-----FFYEIRFYGVNFPSSGPVMQKKTLKWEP-STENMY--VRDGVLLGDVS 158

A8CLP7/1-218        -KIEGDY-----FTYDIRFHGVNFPAGGPVMQKKTLRWEP-STENMY--VRDGVLVGEVE 158

A7UAL2/1-218        -KLEGDC-----FFYEIRFYGVNFPSSGPVMQKKTLKWEP-STENMY--VRDGVLLGDVN 158

A7UAL5/1-218        -KMEGDC-----FIYEIQFHGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 158

Q963F5/1-218        -KMEGDC-----FIYEIQFHGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 158

Q7Z0W4/1-218        -RMEGDC-----FIYEIRYDGVNFPPSGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 158

Q66ND3/1-218        -RMEGDC-----FIYEIRYDGVNFPPSGPVMQKKTLKWEP-STEKMY--VRDGVLKGEVN 158

Q2LI64/1-35         ------------------------------------------------------------

Q60I25/1-218        -SMRGDC-----FFYDIRFDGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 158

Q60I24/1-218        -SMRGDC-----FFYDIRFDGTNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 158

A8CLT2/1-218        -SMRGDC-----FFYDIRFDGVNFPPNGPVMQKKTLKWEP-STEKMY--VRDGVLKGDVN 158

B5BRC3/1-218        -SMEGDC-----FIYKIRFDGKNFPPNGPVMQKKTLKWEP-STEMMY--VRDGFLMGDVN 158

B6CTZ6/1-219        -SMEGDC-----FIYKIRFDGKNFPPNGPVMQKKTLKWEP-STEMMY--ARDGFLMGDVN 158

Q9U6Y3/43-260       -SMEEDS-----FIYEIRFDGMNFPPNGPVMQKKTLKWEP-STEIMY--VRDGVLVGDIS 158

Q8T6U0/1-218        -SLEGDC-----FFQNVRFNGMNFPPNGPVMQKKTLKWEP-STEKLH--VRDGLLVGNIN 158

Q8T5F0/7-229        -KMVGDE-----FQYNIRFDGVNFPEDGPVMQKKTVKWEP-STEIMR--VQGGVLKGEVN 160

Q8T5F3/6-223        -TMVGGE-----FQYDIRFDGLNFPXDGPVMQKKTVKWEP-STEIMY--MQNGVLKGEVN 159

Q66PW0/1-221        -SVVGDT-----FNYEIHFMGANFPPNGPVMQKRTVKWEP-STEIXF--ERDGLLRGDVP 161

Q8MU46/1-221        -SVVGDT-----FNYEIHFMGANFPPNGPVMQKRTVKWEP-SXEIXF--ERDGLLRGDVP 161

Q8T5E9/1-221        -SVDGDT-----FYYVIRFNGENFPPNGPVMQKRTVKWEP-STEIMF--ERDGLLRGDIA 161

Q8T5E8/1-221        -RVDGDT-----FNYDIHFMGADFPLNGPVMQKRTVKWEP-STEIMF--QCDGLLRGDVA 161

Q8T6T8/1-221        -SVVGDT-----FNYDIHFMGANFPLDGPVMQKRTMKWEP-STEIMF--ERDGMLRGDIA 161

Q66PU5/1-220        -RLDQKEM---CFIYDVRFHGVNFPANGPIMQKKILGWEP-STEKMY--ARDGVLKGDVN 160

A8CLS7/1-220        -RLDQKEM---CFIYDVRFHGVNFPANGPIMQKKILGWEP-STEKMY--ARDGVLKGDVN 160

Q8MMA2/34-254       -RLEEEER---RFVNNVRFHCVNFPPNGPVMQRRILKWEP-STENIY--PRDGFLEGHVD 160

Q8MMA1/12-234       -RLEEKEEGEMRFVDNVKFHCVNFPPNGPVMQRKIMRWEP-STENMY--PRNGLLEGYDE 163

Q66ND6/5-222        -SLTGNC-----FNYDIKFTGLNFPPNGPVVQKKTTGWEP-STERLY--PRDGVLIGDIH 158

Q9U6Y7/5-223        -SLTGNC-----FYYDIKFTGLNFPPNGPVVQKKTTGWEP-STERLY--PRDGVLIGDIH 158

Q5S3G7/6-223        -SLQDGE-----FIYKVKVRGTNFPSDGPVMQKKTMGWEA-SSERMY--PEDGALKGEMK 158

Q5S3G8/6-223        -SLQDGE-----FIYKVKLRGTNFPSDGPVMQKKTMGWEA-SSERMY--PEDGALKGEMK 158

Q2LI66/5-222        -SLQDGC-----FIYKVKFIGVNFPSDGPVMQKKTMGWEA-STERLY--PRDGVLKGEIH 158

Q66ND8/5-222        -SLQDGC-----FIYKVKFIGVNFPSDGPVMQKKTMGWEA-STERLY--PRDGVLKGEIH 158

Q66ND7/5-222        -SLQDGC-----FIYKVKFIGVNFPSDGPVMQKKTMGWEA-STERLY--PRDGVLKGEIH 158

Q9U6Y8/5-222        -SLQDGC-----FIYKVKFIGVNFPSDGPVMQKKTMGWEA-STERLY--PRDGVLKGEIH 158

Q6KF85/5-222        -SLQDGC-----FIYKVKFIGVNFPSDGPVMQKKTMGWEA-STERLY--PRDGVLKGDIH 158

Q2WG74/7-224        -SLQDGC-----FIYKVKFIGVNFPSDGPVMQKKTMGWEA-STERLY--PRDGVLKGETH 158

Q9GTJ7/5-223        -SLKDGC-----FIYEVKFIGVNFPSDGPVMQRRTRGWEA-SSERLY--PRDGVLKGDIH 158

A8CLM7/1-218        -SIQGNC-----FIYNVKISGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158

A8CLM1/1-218        -SIQGNC-----FIYNVKISGVNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158

Q1JU63/2-219        -SIQGNC-----FIYNVKISGTNFPPNGPVMQKKTQGWEP-STERLF--ARDGMLIGNDY 158

Q1JV71/2-219        -SIQGNC-----FIYNVKISGTNFPPNGPVMQKKTQGWEP-STERLF--ARDGMLIGNDY 158

Q1JV72/2-219        -SIQGNC-----FIYNVKISGVNFPPNGPVMQKKTQGWEP-STERLF--ARDGMLIGNDY 158

Q1JV70/2-219        -SIQGNC-----FIYNVKISGENFPPNGPVMQKKTQGWEP-STERLF--ARDGMLIGNDY 158

B5T1L1/1-218        -SIQGNC-----FIYHVKFSGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158

A8CLV6/1-218        -SIQGNC-----FIYHVKFSGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158

Q66PV0/1-218        -SIQGNC-----FIYHVKFSGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLLGNNF 158

Q66PU8/1-218        -SIQGNC-----FIYNVKFSGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158

Q95P04/1-218        -SIQGNC-----FIYNVKFSGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158
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A8CLL3/1-218        -SIQGNC-----FIYNVKFSGLNFPPSGPVMQKKTQGWEP-NTERLL--ARDGMLIGNNF 158

Q66PV1/1-218        -SIQGNC-----FIYHVKFSGVNFPPNGPVMQKKTQGWEP-NTERLF--ARDGMLIGNNF 158

Q66PU9/1-218        -SIQGNC-----FIYHVKFSGLNFPPNGPVMQKKTQGWEP-NTERLF--ARDGVLIGNNF 158

P83690/1-218        -SIQGNC-----FTYHVKFSGLNFPPNGPVMQKKTQGWEP-HSERLF--ARGGMLIGNNF 158

A8CLN8/6-226        -RLDGDS-----FIYEVRFLGVNFPRDGPVMQKKTRGWDP-STERLY--ECGGWQRGDVH 158

B6CTZ7/1-220        INLQENC-----FIYDVKFHGVNLPPDGPVMQKTIAGWEP-SVETLY--VRDGMLKSDTA 160

Q9U6Y5/5-228        VSVEENC-----MYHESKFYGVNFPADGPVMKKMTDNWEP-SCEKIIPVPKQGILKGDVS 162

Q9U6Y4/5-228        VSVKENC-----IYHKSIFNGMNFPADGPVMKKMTTNWEA-SCEKIMPVPKQGILKGDVS 162

Q8T4U4/5-228        VNVRENC-----IYHESTFYGVNFPADGPVMKKMTTNWEP-SCEKIIPINSQKILKGDVS 162

B2ZAG2/5-226        V--KENC-----IHHYSTFYGVNFPVDGPVMKKVTYNWEP-SCEKIIPIPSQEILKGDVS 160

Q692V6/5-228        VSVEENC-----FYHNSKFHGVNFPADGPVMKKMTTNWEP-SCEKIIPVPRQGILKGDIA 162

B5LIN1/1-161        VSVEENY-----FYHNSKFHGVNFPADGPVMKKMTTNWEP-SCEKIIPVPRQGILKGDIA 99

B5T1L5/5-228        VSVEENC-----FYHNSKFHGVNFPADGPVMKKMTTNWEP-SCEKIIPVPRQGILKGDIA 162

Q66PV2/5-228        VSVEENC-----FYHNSKFHGVNFPADGPVMKKMTTNWEP-SCEKIIPVPRQGILKGDIA 162

Q86LC2/5-228        LSVEERC-----FYHESKFNGVNFPADGPVMKKMTTNWEP-SCEKIIPVPNQGILKGDVS 162

B2ZAG1/5-228        LSVQEKC-----FHHVSRFYGVNFPADGPVMKKMTTDWEP-STEKIIPVPSQGILKGDAS 162

A8CLN4/5-231        VSVEENC-----FYHESKFHGVNFPADGPVMKKMTTNWEP-SCEKITPIPNEGILKGDVT 163

A8CLV1/5-230        VSVEENC-----FYHESKFHGVNFPADGPVMKKMTTNWEP-SCEKITPIPNEGILKGDVT 162

A8CLU7/1-223        LSSDKSS-----FEHKSKFLGVNFPADGPVMKKETTNWEP-SCEKMT--PNGMTLIGDVT 160

A8CLP2/5-228        LSADKKS-----FEHKSKFLGVNFPADGPVMKKETTNWEP-SCEKMT--PNGMTLIGDVT 161

B6CTZ2/5-226        LSDDKAS-----FHHKSKFFGVNFPDDGPVMKKKTTDWEP-SCEKMT--PSGKTLKGDVI 160

Q2VTM9/5-219        LD--KNC-----FVHKSTFHGVNFPANGPVMQKKTLNWEP-SSELIT--AGDGILKGDVT 158

Q1ALD3/5-219        LD--KDC-----FIHNSTFHGVNFPANGPVMQKKAMNWEP-SSELIT--PCDGILKGDVT 158

Q1ALD5/5-219        LE--KNC-----FVHQSTFLGVNFPANGPVMQKKALNWEP-SSELIT--PCDGILKGDVT 158

Q1ALD4/5-219        LD--KNG-----FVHNSTFHGVNFPANGPVMKKKGVNWEP-SSEKIT--ACDGILKGDVT 158

Q09HR5/5-219        LN--KTG-----FVHKSTFHGVNFPANGPVMQRKTVNWEP-STEKIT--ACDGTLKGDVT 158

Q2VTM8/5-219        LT--KNC-----FVHNSTFHGVNFPANGPVMQKKTLNWEP-SSEKIT--PFEGNLKGDVT 158

A8CLU1/1-218        LDSASNC-----FIHKSSFKGVKFPDNGPVKQKKTTNWEP-SIEKMT--VRDGILKGDVT 159

Q9U6Y6/5-224        LKG--NC-----FEHKSTFHGVNFPADGPVMAKKTTGWDP-SFEKMT--VCDGILKGDVT 160

A8CLT7/5-222        LKG--NC-----FVHKSMFHGVNFPADGPVMKKKTTGWDP-SFEKMT--VCNGILKGDVT 158

Q66ND1/5-220        LEG--NW-----FKHTSMFHGVNFPANGPIMQKRTIGWDP-SFEKMT--VSNNILRGDVT 158

Q66PV5/5-226        LER--DC-----FIHKSIYHGVNFPADGPVMKKKTIGWDK-AFEKMT--VSKDVLRGDVT 160

B5T1L2/5-226        LER--DC-----FIHKSIYHGVNFPADGPVMKKKTIGWDK-AFEKMT--VSKDVLRGDVT 160

Q66PV3/5-226        LER--DC-----FIHKSIYHGVNFPADGPVMKKKTIGWDK-AFEKMT--VSKDVLRGDVT 160

B5T1L0/5-226        LER--DC-----FIHKSIYHGVNFPADGPVMKKKTIGWDK-AFEKMT--VSKDVLRGDVT 160

Q66PV4/5-226        LER--DC-----FIHKSIYHGVNFPADGPVMKKKTIGWDK-AFEKMT--VSKDVLRGDVT 160

B5LIN0/5-226        LER--DC-----FVHKSIYHGVNFPADGPVMKKKTFGWDK-AFEKMT--VSKDVLRGDVT 160

B5T1L3/5-226        LEG--DC-----FIHKSIYHGVNFPADGPVMKKKTIGWEK-SFEKMT--VSKDVLRGDVT 160

B5T1L4/5-226        LEG--NC-----FIHNSIFHGVNFPADGPVMKKKTIGWDK-SFEKMT--VSKEVLRGDVT 160

Q66PV7/5-226        LEG--NC-----FIHNSIFNGVNFPADGPVMEKKTIGWDK-SFEKMT--VSKEVLRGDVT 160

A8CLY3/5-226        LEG--NC-----FIHKSIFHGVNFPADGPVMKKKTIDWDK-SFEKMT--VSKEVLRGDVT 160

Q66PV8/5-226        LEG--NC-----FIHKSIFHGVNFPADGPVMKKKTIDWDK-SFEKMT--VSKEVLRGDVT 160

Q66PV9/5-226        LEG--NC-----FIHNSIFHGVNFPADGPVMKKKTIGWDK-SFEKMT--VSKEVLRGDVT 160

A8CLX9/5-226        LEG--NC-----FIHNSIFHGVNFPADGPVMKKKTIGWDK-SFEKMT--VSKEVLTGDVT 160

B6CTZ3/5-226        LEG--NC-----FIHNSIFHGVNFPADGPVMKKQTIGWDK-SFEKMT--VSKEVLRGDVT 160

Q6I7B1/6-227        LEG--NC-----FIHNSIYHGVNFPADGPVMKKQTIGWDK-SFEKMS--VAKEVLRGDVT 160

Q66PV6/5-226        LEG--NC-----FIHKSTYLGVNFPADGPVMTKKTIGWDK-AFEKMT--GFNEVLRGDVT 160

Q86LV8/1-213        L--TGSV-----FEHKSKFVGVNFPANGPVIQKKTLGWET-STEKMA--ANDGSVQGYDT 156

Q86LV7/1-213        L--TGNV-----FEHKSKFVGVNFPANGPVIQKKTLGWET-STEKMA--ANDGSVQGYDT 156

A8CLR1/5-220        L--EGDC-----FEHECEFVGVNFPANGPVMQKKTQGWET-STEKMT--AHGKVVQGNVP 160

Q6R8F5/5-223        L--NGNC-----FVHQSKFVGVNFPADGPVMQKKTVGWEP-STEKMI--VRDGILEGDVT 158

Q6R8F4/1-219        LK-NGNW-----FVHQSKFVGVNFPADGPVMQKKTVGWEP-STEKMI--VRDGTLEGDVT 158

Q6R8F3/5-220        IE-KDGC-----FKHRSKFVGVNFPVNGPVMQNKTRGWEP-SIEKMT--VRDGTLKGHVT 159

Q6I7B2/2-218        L--RGNT-----FYHKSKFTGVNFPADGPIMQNQSVDWEP-STEKIT--ASDGVLKGDVT 160

A7VMR3/2-218        L--RGNT-----FYHKSKFTGVNFPADGPIMQNQSVDWEP-STEKIT--ASDGVLKGDVT 160

Q6I7B4/1-210        L--RGNC-----FEHKSKFVGVNFPADGPVMQNQSSDWEP-STEKIT--TYDGVLKGDVT 153

Q6I7B3/1-217        L--RGNC-----FEHKSKFVGVNFPADGPVMQNQSSDWEP-STEKIT--TCDGVLKGDVT 160

A8CLQ6/5-221        L--KGDC-----FEHNSKFVGVNFPAEGPVMQNKSLDWEP-STEKIT--VSDGVLKGDVP 160

A8CLW9/4-223        L--IGNR-----FEHKSKFVGVNFPADGPVMQRKTLGWEP-SSEKMT--PRDGILKGYVP 158

Q95W86/2-220        -SLEGNC-----LIYKVKVLGTNFPADGPVMKKISGGWEP-CTEIVY--QDNGVLRGRNV 158

Q95W11/2-220        -SLEGNC-----LNYKVKVLGTNFPADGPVMKNISGGWEP-CTEIVY--QDNGVLRGRNV 158

Q8MU45/2-220        -SLEGNC-----PIYKVKVLGTNFPAASPVMKKVSGGWEP-STEIVY--QDNGVLRGRNV 158

Q95W85/2-220        -SLEGNC-----LIYKVKVLGTNFPADGPVMKNKSGGWEP-CTEVVY--PENGVLCGRNV 158

A5YTR7/2-222        -SLDGDC-----LVYKVKILGNNFPADGPVMQNKAGRWEP-ATEIVY--EVDGVLRGQSL 158

Q9GZ28/2-222        -SLDGDC-----LVYKVKILGNNFPADGPVMQNKAGRWEP-ATEIVY--EVDGVLRGQSL 158

A5YTR8/2-222        -SLDGDC-----LVYKVKILGNNFPADGPVMQNKAGRWEP-ATEIVY--EVDGVLRGQSL 158

Q9GPI5/2-222        -SLDGDC-----LVYKVKILGNNFPADGPVMQNKAERWEP-ATEILY--EVDGVLRGQSL 158

Q2VFP3/2-221        -SLQGNN-----FIFKVNVIGANFPANGPVMQKKTAGWEP-CVEMLY--PRDGVLCGQSL 158

A0AQQ7/2-222        -KLDGNC-----LVYNIKILGCNFPPNGPVMQKKTQGWEP-CCEMRY--TRDGVLCGQTL 158

A0AQQ8/2-222        -KLDGNC-----LVYNIKILGCNFPPNGPVMQKKTQGWEP-CCEMRY--TRDGVLCGQTL 158

Q8ISF8/2-222        -SLEDGC-----LVYHAKVTGVNFPSNGAVMQKKTKGWEP-NTEMLY--PADGGLRGYSQ 158

Q86LV4/2-220        -SLEGDC-----IICNIKVHGTNFPADGPVMQKQTNGWEP-STETVI--PRGEGILLRDV 158

Q5QIU5/2-220        -SLKGDC-----IICNIKVHGTNFPADGPVMQKRTNGWEP-STETVI--PRDGEIRMRDV 158

Q8T6T9/2-220        -SLEGDC-----IICKIKAHGTNFPADGPVMQKRTNGWEP-STETVI--PRGGGILMRDV 158

Q8T5E7/2-220        -SLKGDC-----IICNIKVHGTNFPENGPVMQNKTDGWEPSSTETVI--PQDGGIVAARS 159

A5YTR6/2-219        -SLQGDC-----IICKVKVLGTNFPANGPVMQKKTCGWEP-STETVI--PRDGGLLLRDT 158

Q9GPI6/2-219        -SLQGDC-----IICKVKVLGTNFPANGPVMQKKTCGWEP-STETVI--PRDGGLLLRDT 158

Q5ZQQ6/2-221        -TLKGDC-----ITTYSEVTGT-FPPNGPVMKKKTLGWEP-SCEMVI--PRDGGLIMYDN 157

B9UPG6/1-219        -TFKDNR-----VYGDVWALGVNFPPNGPVMKNEIVMEEP-AEETLI--PQNGVLVGFCP 158

Q5ZQQ5/1-219        -TYKDKV-----LHGDVWALGVNFPPNGPVMKNEIVMEEP-AEETLT--AKNGVLVGFCP 158

Q7Z168/1-218        -TYKDNV-----LHGDVWAVGVNFPPNGPVMKNEIVMEEP-TEETFT--PKNGVLVGFCP 157

Q9BLZ0/8-225        -SLEDDK-----FHYKVEYRGNGFPSNGPVMQKAILGMEP-SFEVVY--MNSGVLVGEVD 158

Q9BLY9/8-225        -NLIEDK-----FVYRVEYKGSNFPDDGPVMQKTILGIEP-SFEAMY--MNNGVLVGEVI 158
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Q963I9/5-223        -SLEDGK-----FIVNVDFKAKDLRRMGPVMQQDIVGMQP-SYESMY--TNVTSVIGECI 158

A8CLX6/5-222        -SLKGNT-----LVHKTNFQGGNFPIDGPVMQKRTLGWEP-TSEKMT--PCDGIIKGDTI 158

A7S3R2/57-279       LKDGS-------LHYHTNFHGINLKPDGPVMQKRTMGWLP-SVETNI--PRRDTLLGDIN 159

A7RGQ5/1-174        LKNGR-------LHYHTTFHGINLNPEKPLMQKRTMGWLP-SVETNI--PRGDTLVGDIN 147

A7S1H5/1-224        LDKDG-------LHYHMTFQGINLDPNGPVMKKMTMGWLP-SVETNI--PRGNTLVGDIN 160

A7S1H3/1-82         HQNGS-------LHYHVTFHGINPKTDGPVMQKITMGWSP-SVE---------------- 82

B1PNC2/5-218        YEGSHIKG-------EFQVNGTGFPADGPVMTNSLTTADWCVTKMLY--PNDKTIISTFD 152

B1PNC0/4-217        YEGSHIKG-------EFQVIGTGFPADGPVMTNSLTAADWCVTKMLY--PNDKTIISTFD 153

B1PNC1/5-218        YEGSHIKG-------EFQVIGTGFPADGPVMTNSLTTADWCVTKMLY--PNDKTIISTFD 152

B1PNC4/5-218        YEGSHIKG-------EFQVIGSGFPADGPVMTNSLTAVDWCVAKMLY--PNDKTIISTFD 152

C3YR99/48-261       YEGSHIKG-------EFQVIGTGFPADGPVMTNKLTAADWCVVKMVY--PNDKTILSTFD 154

B1PNC3/4-217        YEGTHIKG-------EFQVIGTGFPADGPVMTNSLTAADWCVTKIVY--PNENTIIDKFD 154

B1PNB8/5-217        YEGTHIKG-------EFQVIGTGFPADGPVMTNSLTAADWCVTKIVY--PNENTIIDKFD 153

B1PNB9/4-216        YEGTHIKG-------EFQVIGTGFPADGPVMTNSLTAADWCVTKIVY--PNENTIIDKFD 154

C3YRA1/51-267       YEGSHIKG-------EFQVIGTGFPPDGPVMTNKLTALDWSVVKFVY--PNDKTILSTFD 154

C3YRA2/11-223       YEGSHIKG-------EFQVIGTGFPPDGPVMTNKLTAMDWSVTKMLY--PNDKTILSTAD 153

B1PND7/4-187        YEGSHIKG-------EFQVDGTGFPDDGPVMTDSLTDLDWVVTKMVY--PDEKTVFSTSD 154

B1PND6/5-189        YEGSHIKG-------EFQVDGTGFPDDGPVMTDSLTDLDWVVTKMVY--PDEKTVFSTSD 152

B1PND8/4-184        YEGSHIKG-------EFQVDGTGFPADGPVMTDSLTDLDWVVTKMVY--PDDKTVFSTSD 154

B1PND5/5-186        YEGSHIKG-------EFQVDGTGFPADGPVMTNSLTDQDWSVTKMMY--LDNKTVTSTAD 153

C3YRA3/4-216        YDGGHIKG-------EFHVVGSGFLGDGPVMTKSLTAVDWSVATMLF--PNDTTVVSTID 153

B1PND3/4-217        YNGNHIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PDENTIIGKFD 154

B1PND2/5-217        YNGNHIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PDENTIIGKFD 153

B1PNC9/4-217        YKGNHIKG-------EFRLTGSGFPADGPVMTNSLTAVDWCVDKLLY--PNENTIIGKFD 154

B1PNC6/5-217        YKGNHIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PTENTLIGKFD 153

B1PNC7/4-220        YKGNHIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PNDNTIIGKFD 154

B1PND0/5-220        YKGNHIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PNDNTIIGKFD 153

B1PNC5/5-220        YKGNHIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PNDNTIIGKFD 153

B1PND1/5-217        YNGNNIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PNENTIIGKFD 153

B1PND4/5-217        YNGNNIKG-------EFRLTGSGFPADGPVMTNSLTAADWCVDKLLY--PNENTIIGKFD 153

B1PNC8/4-69         ------------------------------------------------------------

C3YRA0/8-104        YDGNHE------------------------------------------------------ 97

C3YKQ3/5-218        YEGSHIKA-------DMKLMGSGFPDDGPVMTSQIVDQDGCVSKKTY--LNNNTIVDSFD 152

C3YKP7/5-217        YEGTHIKS-------DFKLMGSGFPDDGPVMTSQIVDQDGCVSKKTY--LNDNTIVDSFD 152

C3YKQ2/53-191       YEGGKIKG-------EFQLIGSGFPAGGPVMSGGLTTLDRSVAKLQC--SDDRTITGTNN 79

A8QVZ9/4-215        YEGGKIKG-------EFQLIGSGFPAGGPVMSGGLTTLDRSVAKLQC--SDDCTITGTNN 152

C3YKP9/5-215        YEGGKIKG-------EFQLIGSGFPAGGPVMSGGLTTLDRSVAKLQC--SDDCTITGTNN 151

C3YKQ1/4-215        YEGGKIKG-------EFQLIGSGFPAGGPVMSGGLTTLDRSVAKLQC--SDDCTITGTNN 152

C3ZLQ0/369-585      YSGGKIQG-------EFHLVGSCFPDDSPVMTNALTGLDRSVAKLMC--VSDDKLAEFVD 156

C3YKI0/4-218        YSGGKIQG-------EFHLVGSGFPDDSPVMTNALTGLDRSVSKLMC--TSDDKLVESVH 155

C3YKQ0/5-214        YSGNKIKG-------EFHVVGSGFPDDGPVMTNSLQQHDHNVERLMV--LGDKTIGSDNM 151

Q6WV10/1-215        YEGNKIIG-------DFKVVGTGFPTNSLIFTDKIIKSNPTCENMFP--KADNTLVNAYT 155

Q6WV09/1-217        YEGSKIIG-------DFKVIGTGFPTDSLIFTDKIIKSNPTCENMFP--KADNILVNAYT 155

Q6WV11/1-215        YEGNKVIG-------DFKVVGSGFPANSVIFTDKIIKSNPTCEHIYP--KGDNILVNAYT 155

Q6WV12/1-213        YEAGRVIG-------DFKVVGTGFPEDSVIFTDKIIRSNATVEHLHP--MGDNVLVGSFA 155

Q6WV13/1-214        YEAGRVIG-------DFKVVGTGFPEDSVIFTDKIIRSNATVEHLHP--MGDNVLVGSFA 155

Q6WV08/1-214        LDGNKIIG-------DFKCVGTGFPEDSVIFTDKIIKSNPNCEHFYP--MAENIMKNAYM 155

Q2MHN7/1-215        YEFNKIIG-------DVECIGHGFPSQSPIFKDTIVKSCPTVDLMLP--MSGNIIASSYA 153

                                                                                

Q17106/5-229        IRHNIKDG---SVQLADHYQQNTPIGD-GPVLLPDN-HYLSTQSALSQDP-HGKRDHMVL 216

Q17105/5-229        IRHNIKDG---SVQLADHYQQNTPIGD-GPVLLPDN-HYLSTQSALSKDP-NEKRDHMIL 216

P42212/5-229        IRHNIEDG---SVQLADHYQQNTPIGD-GPVLLPDN-HYLSTQSALSKDP-NEKRDHMVL 216

Q6YGZ0/5-229        IRHNIEDG---SVQLADHYQQNTPIGD-GPVLLPDN-HYLSTQSTLSKDP-NEKRDHMIY 216

Q8WTC5/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSYQTAISKDR-NETRDHMVF 216

Q8WTC4/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSTQTAISKDR-NETRDHMVF 216

Q8WTC9/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSFQTAISKDR-NETRDHMVF 216

Q8WTD0/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSLQTAISKDR-NETRDHMVF 216

Q8WTC8/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSYQTAISKDR-NETRDHMVF 216

Q8WTC6/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSTQTAISKDR-NETRDHMVF 216

Q8WP95/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSTQTAISKDR-NETRDHMVF 216

Q8WTC7/5-229        IRHNIEGG---GVQLADHYQTNVPLGD-GPVLIPIN-HYLSCQTAISKDR-NETRDHMVF 216

Q6RYS7/5-229        IMHEITGSKE-DFIVADHTQMNTPIGG-GPVHVPEY-HHITYHVTLSKDV-TDHRDNMSL 216

Q6RYS6/39-258       NIYPTKDG---HYVVADTQQVNRPIRAQGTSAIPTY-HHIKSKVDLSTDP-EENKDHIII 212

Q6RYS5/2-222        NIYPTKDG---GYVVADTRQVNRPIKAEGKSAIPKY-HYIKSKIDLSTDP-NERKDHIII 212

Q6RYS4/5-225        GFTTADGG-----LMMSHFDSKLTFNGSRAIKIPGP-HFVTVIIKQMKDT-SDKRDHVCQ 212

Q2TCH5/5-225        GFTTADGG-----LMMGHFDSKMTFNGSRAIEIPGP-HFVTIITKQMRDT-SDKRDHVCQ 212

Q53UG7/1-221        MALLLQGG---GHYRCDFRTTYKAK-KVV--QLPDY-HFVDHRIEITSHD--KDYNKVKL 212

Q53UG8/1-221        MALLLQGG---GHYRCDFRTTYKAK-KVV--QLPDY-HFVDHQMEITSHD--KDYNKVKL 212

Q8MU48/1-218        MALLLEGG---GHFRCDLKTTYKAK-KVV--QMPDY-HFVNHRLEITWHD--EDYNNVKL 209

A8CLW1/1-218        MALLLEGG---GHFRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIMSHD--KDYNNVKL 209

B6CTZ4/1-218        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHCIEIVSHD--KDYNNVKL 209

Q5TLG6/1-218        MALSLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHHIEIKSHD--KDYSNVNL 209

A8CLQ1/1-223        MALLLEGG---GHYRCDFKTTYKAK-KVV--RLPSY-HFVDHRIEILSHS--KDYNQVRL 214

Q2LI65/1-219        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPEY-HFVDHRIEIVSHD--RDYNIVKL 210

A8CLW4/1-222        MSLLLEGG--AGHYRCDFKTTYKAK-KAV--KLPDY-HFVDHRITIVSHD--KDYNKVKL 213

B6CTZ5/4-224        MALLIEGG---GHYRCDFKTIYKAK-KVV--ELPDY-HFVDHRITIKSHD--KDYNKVLL 212

A3F207/1-221        MALLLKGG---GHYRCDFKTTYKAK-KYV--PLPDY-HFVDHRIEITSHD--KDYNIVNV 212

Q962P9/1-221        MALLLEGG---GHYRCDFKTTYKAK-KFV--QLPDY-HFVDHRIEILSHD--KDYNKVKL 212

Q7Z0W8/1-221        MALLLEGG---GHYRCDFKTTYKAK-KFV--QLPDY-HFVDHRIEILSHD--KDYNKVKL 212

Q66ND5/1-221        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIVSPD--KDYNKVKL 212

Q66ND4/1-221        MALLLEGG---GHYRCDSKTTYKAK-KVV--QLPDY-HFVDHRIEIGSPD--KDYNKVKL 212

Q66ND2/1-221        MALLLEGG---GHYRCDSKTTYKAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 212
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A7UAL7/1-221        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

Q7Z0W6/1-221        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

A7UAL9/1-221        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

Q8T5F2/8-228        MALLLEGG---GHYRCDFKTTYKAK-KVV--RLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

Q7Z0W7/8-228        MALLLEGG---GHYRCDFKTTYKAK-KVV--RLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

Q8MU47/8-228        MALLLEGG---GHYRXDXKTTYRAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

Q95VT0/1-221        MALLLEGG---GHYRCDFKTTYKAK-KVV--RLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

A7UAL3/1-221        MALLLEGG---GHYRCDFKTTYKAK-KVV--RLPDY-HFVDHRIEIVSHD--KDYNKVKL 212

A7UAL6/1-218        MALLLEGG---GHYRCDFKTTYKAK-KFV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 209

A7UAL8/1-218        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 209

A8CLS2/1-219        MALLLKGD---VHYRCDFRTTYKSRQEGV--KLPGY-HFVDHCISIVSHD--KDYTKVKL 210

Q8I6J8/1-219        MALLLKGD---VHYRCDFRTTYKSRQEGV--KLPGY-HFVDHCISILRHD--KDYNEVKL 210

A3F208/1-219        MALLLKGD---VHYRCDFRTTYKTNQEDV--KLPGY-HFVDHCISILSHD--KDYTKVKL 210

A8CLR7/1-219        MALLLEGG---VHYRCDFRTTYKAKEKGV--QLPGY-HFVDHCIEILSHD--KDYNKVKL 210

Q5S6Z9/1-219        MALLLEGN---AHYRCDFRTTYKAKEKGV--KLPGY-HFVDHCIEILSHD--KDYNKVKL 210

Q66PW1/5-223        MALLLKGG---THYRCDFRTTYKAKEKGP--KFPGY-HLVDHCIEITSHD--KDYNVVEL 210

Q8T5F1/1-219        MALLLEGG---GHYRCDFRTTYRAKKKGV--KLPDY-HFEDHSIEILRHD--KEYTEVKL 210

Q7Z0W9/1-219        MALLLEGG---GHYRCDFRTTYRAKKKGV--KLPDY-HFVDHSIEILRHD--KEYTEVKL 210

Q6USK3/1-219        MALLLEGG---GHYRCDFRTTYRAKKKGV--KLPDY-HFVDHSIEILRHD--KEYTEVKL 210

A7UAL4/1-219        MALLLQGG---VHYRCDFRTTYKAKKEGV--ELPGY-HFVDHCIEILSHD--KDYNKVKL 210

A7UAM0/1-219        MALLLEGG---GHYRCDFKTSYKAKKEGV--ELPDY-HFVDHRIEILRHD--KDYTEVKL 210

Q7Z0W5/1-218        RTLLLEGD---KHHRCNFRSTYRAK-KGV--VLPEY-HFVDHRIEILSHD--KDYNTVEV 209

Q95UA7/1-218        RTLLLEGD---KHHRCNFRSTYGAK-KGV--VLPEY-HFVDHRIEILSHD--KDYNTVEV 209

A7UAL1/1-218        RTLLLEGN---KHHRCNFRSTYRAK-KGV--VLPEY-HFVDHRIEILSHD--KDYNTVEV 209

A8CLP7/1-218        RTLLLEGN---KHHRCNFRTTYKAK-KEV--VLPEY-HFVDHRIEILGHD--KDYNNVVV 209

A7UAL2/1-218        MALLLEGG---GHYRCDFKTTYKAK-KVV--QLPDY-HFVDHRIEIVSHD--KDYNKVKL 209

A7UAL5/1-218        MALLLEGG---GHYRCDFKTTYKAK-KVV--RLPDY-HFVDHRIEIVSHD--KDYNKVKL 209

Q963F5/1-218        MALLLEGG---GHYRCDFRSTYKAK-KRV--QLPDY-HFVDHRIEILSHD--NDYNTVKL 209

Q7Z0W4/1-218        MALLLEGG---GHYRCDFRSTYKAK-KRV--QLPDY-HFVDHRIEILSHD--NDYNTVKL 209

Q66ND3/1-218        MALLLEGG---GHYRCDFRSTYKAK-KRV--QLPDY-HFVDHRIEILSHD--NDYNTVKL 209

Q2LI64/1-35         ------------------------------------------------------------

Q60I25/1-218        MALLLEGG---GHYRCDFKTTYK-AKKDV--RLPDY-HFVDHRIEILKHD--KDYNKVKL 209

Q60I24/1-218        MALLLEGG---GHYRCDFKTTYK-AKKDV--RLPDA-HKVDHRIEILKHD--KDYNKVKL 209

A8CLT2/1-218        MALLLEGG---GHYRCDFKTTYK-AKKDV--RLPDY-HFVDHRIEILKHD--KDYNKVEL 209

B5BRC3/1-218        MALLLEGG---GHHRCDFKTSYK-AKKVV--QLPDY-HYVDHRIEILSHD--RDYSKVKL 209

B6CTZ6/1-219        MALLLEGG---GHHRCDFKTSYKAAKKNV--QLPDY-HYVDHRIEILSHD--RDYNKVKL 210

Q9U6Y3/43-260       HSLLLEGG---GHYRCDFKSIYK-AKKVV--KLPDY-HFVDHRIEILNHD--KDYNKVTL 209

Q8T6U0/1-218        MALLLEGG---GHYLCDFKTTYK-AKKVV--QLPDY-HFVDHRIEILSND--SDYNKVKL 209

Q8T5F0/7-229        MALLLKDK---SHYRCDFKTTYKAKNPVPPTALPXY-HYVDHCIEITEEN--RDY--VKL 212

Q8T5F3/6-223        MALLLXDK---SHYRCDLKTTYKAKNNVP--HPPGY-HYVDHCIEILEER--KDH--VKL 209

Q66PW0/1-221        MSLLLKGG---DHYRCDFKTIYKPN-KKV--KLPGY-HFVDHCIEIKSQE--NDYNMVAL 212

Q8MU46/1-221        MSLLLKGG---DHYRCDFKTIYKPN-KKV--KLPGY-HFVDHCIEIKSQE--NDYNMVAL 212

Q8T5E9/1-221        MSLLLKGG---GHYRCDFKTIYTPK-RKV--NMPGY-HFVDHCIEIQKHD--KDYNMAVL 212

Q8T5E8/1-221        MSLLLKGG---GHYRCDFKTIYKPK-KNV--KMPGY-HFVDHCIEITSQQ--DDYNVVEL 212

Q8T6T8/1-221        MSLLLKGG---GHYRCDFETIYKPN-KVV--KMPDY-HFVDHCIEITSQQ--DYYNVVEL 212

Q66PU5/1-220        MTLRVEGG---GHYRADFRTTYKAKKPVN---LPGY-HFIDHRIEITKHS--KDYTNVAL 211

A8CLS7/1-220        MTLRVEGG---GHYRADFRTTYKAKKPVN---LPGY-HFIDHRIEITKHS--KDYTNVAL 211

Q8MMA2/34-254       MTLRVEGG---GYYRAEFKSTYKGKTPVRD--MPDF-HFIDHRIEITEHD--EDYTNVEL 212

Q8MMA1/12-234       KTFRLKGG---GYYQAEHKSIYEGKGSIS---MPDF-HFIDHRIMITNHD--EDYTNVEL 214

Q66ND6/5-222        HALTVAGG---GHYVCDIKTVYRAK-X-P-VKMPGY-HYVDPKLVIRSND--KEFMKVEE 209

Q9U6Y7/5-223        HALTVEGG---GHYACDIKTVYRAK-KAA-LKMPGY-HYVDTKLVIWNND--KEFMKVEE 210

Q5S3G7/6-223        MRLRLKDG---GHYDAEVKTTYMAK-KP--VQLPGA-YKTDIKLDITSHN--EDYTIVEQ 209

Q5S3G8/6-223        MRLKLKDG---GHYDAEVKTTYMAK-KP--VQLPGA-YKTDIKLDITSHN--EDYTIVEQ 209

Q2LI66/5-222        KALKLKDG---GHYLVEFKTIYMAK-KP--VQLPGY-YYVDSKLDITSHN--KDYTIVEQ 209

Q66ND8/5-222        KALKLKDG---GHYLVEFKTIYMAK-KP--VQLPGY-YYVDSKLDITSHN--KDYTIVEQ 209

Q66ND7/5-222        KALKLKDG---GHYLVEFKTIYMAK-KP--VQLPGY-YYVDSKLDITSHN--KDYTIVEQ 209

Q9U6Y8/5-222        KALKLKDG---GHYLVEFKSIYMAK-KP--VQLPGY-YYVDSKLDITSHN--EDYTIVEQ 209

Q6KF85/5-222        KALKLKDG---GHYLVEFKSIYMAK-KP--VQLPGY-YYVDSKLDITSHN--EDYTIVEQ 209

Q2WG74/7-224        KALKLKDG---GHYLVEFKSIYMAK-KP--VQLPGY-YYVDAKLDITSHN--EDYTIVEQ 209

Q9GTJ7/5-223        MALRLEGG---GHYLVEFKSIYMVK-KPS-VQLPGY-YYVDSKLDMTSHN--EDYTVVEQ 210

A8CLM7/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGY-HYVDRKLDVTSHN--RDYTSVEQ 209

A8CLM1/1-218        MALKLEGG---GYYLCEFKSTYKAK-KP--VRMPGY-HYVDRKLDVTSHN--KDYTFVEQ 209

Q1JU63/2-219        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGY-HYVDRKLDVTSHN--RDYTSVEQ 209

Q1JV71/2-219        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGY-HYIDRKLDVTSHN--RDYTSVEQ 209

Q1JV72/2-219        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGY-HYVDRKLDVTSHN--RDYTSVEQ 209

Q1JV70/2-219        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGR-HEIDRKLDVTSHN--RDYTSVEQ 209

B5T1L1/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VKMPGY-HYVDRKLDVTNHN--KDYTSVEQ 209

A8CLV6/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VKMPGY-HYVDRKLDVTNHN--KDYTSVEQ 209

Q66PV0/1-218        MALKLEGG---GHYLCEFKTTYKAK-KP--VKMPGY-HYVDRKLDVTNHN--KDYTSVEQ 209

Q66PU8/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGY-HYVDRKLDVTNHN--RDYTSVEQ 209

Q95P04/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VKMPGY-HYVDRKLDVTNHN--IDYTSVEQ 209

A8CLL3/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VKMPGY-HFVDRKLDVTNHN--QDYTSVEQ 209

Q66PV1/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VRMPGY-HYVDRKLDVTNHN--KDYTSVEQ 209

Q66PU9/1-218        MALKLEGG---GHYLCEFKSTYKAK-KP--VKMPGY-HFVDRKLDVTNHN--KDYTSVEQ 209

P83690/1-218        MALKLEGG---GHYLCEFKTTYKAK-KP--VKMPGY-HYVDRKLDVTNHN--KDYTSVEQ 209

A8CLN8/6-226        MALKLENG---GHYTCDFKTTYKSK-KG--LKVPPY-HFVDHKLDLLSHN--TDGATFEE 209

B6CTZ7/1-220        MVFKLKGG---GHHRVDFKTTYKAK-KP--VKLPEF-HFVEHRLELTKHD--KDFTTWDQ 211

Q9U6Y5/5-228        MYLLLKDG---GRLRCQFDTVYKAKSVPR--KMPDW-HFIQHKLTREDRS-DAKNQKWHL 215

Q9U6Y4/5-228        MYLLLKDG---GRYRCQFDTVYKAKSVPS--KMPEW-HFIQHKLLREDRS-DAKNQKWQL 215

Q8T4U4/5-228        MYLLLKDG---GRYRCQFDTIYKAKTEPK--EMPDW-HFIQHKLNREDRS-DAKNQKWQL 215

B2ZAG2/5-226        MYLLLKDG---GRYRCQFDTIYKAKSKPK--VMPDW-HFIQHKLTREDRS-DAKNQKWQL 213

Q692V6/5-228        MYLLLKDG---GRYRCQFDTIYKAKSDPK--EMPEW-HFIQHKLTREDRS-DAKNQKWQL 215

B5LIN1/1-161        MYLLLKDG---GRYRCQFDTIYKAKSDPK--EMPEW-HFIQHKLTREDRS-DAKNQKWQL 152
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B5T1L5/5-228        MYLLLKDG---GRYRCQFDTIYKAKSDPK--EMPEW-HFIQHKLTREDRS-DAKNQKWQL 215

Q66PV2/5-228        MYLLLKDG---GRYRCQFDTIYKAKSDPK--EMPEW-HFIQHKLTREDRS-DAKNQKWQL 215

Q86LC2/5-228        SYLLLKDG---GRYHCQIDSVYKAKSEPK--KMPDR-HFIQHKLTREDRS-DATNQKWQL 215

B2ZAG1/5-228        MYLLLKDG---GRYRCQFDSVYKAKSKPK--VMPDW-HFIQHKLTREDRS-DAKNQKWQL 215

A8CLN4/5-231        MFLLLKDG---GRYRCQFDTVYKAKSDPKTIMMPDW-HFIQHKLNREDRS-DAKHQKWRL 218

A8CLV1/5-230        MFLLLKDG---GRYRCQFDTVYKAKSDPKTIMMPDW-HFIQHKLNREDRS-DAKHQKWRL 217

A8CLU7/1-223        EFLLKKDG---KRYKCQFHTFHDAKEKSRNMPMPDF-HFVQHEIERKDLP-GPM-QTWQL 214

A8CLP2/5-228        GFLLKEDG---KRYKCQFHTFHDAKDKSKKMPMPDF-HFVQHKIERKDLP-GSM-QTWRL 215

B6CTZ2/5-226        EFLLLEGG---GRYKCQFHTVYRAKTEPK--RMPEF-HFVQHKLTRTDVS-DPLKQQWQL 213

Q2VTM9/5-219        MFLMLEGG---HRLKCQFTTSYK-AKKAV--KMPPN-HIIEHRLVRKEVADA-----VQI 206

Q1ALD3/5-219        MFLLQEGG---HRHKCQFTTSYK-AHKAV--KIPPN-HIIEHRLVRKEVGDA-----VQI 206

Q1ALD5/5-219        MFLMLEGG---HRQKCQFTTSYK-ASKAV--KMPPN-HIIEHVVWKGEDSDG-----FQI 206

Q1ALD4/5-219        MFLVLEGG---HRLKCLFQTTYK-ADKVV--KMPPN-HIIEHRLVRSEDGDA-----VQI 206

Q09HR5/5-219        MFLLLGGG---YQQKCQFQTTYR-TDKTV--KMPPN-HIIEHRLVRSEDGDA-----VQI 206

Q2VTM8/5-219        MFLKLEGG---QQHRCQFQTTYK-AHKAV--KMPPN-HIIEHRLVRSQDGDA-----VQL 206

A8CLU1/1-218        MFLSLTDG---GNHRCQFSTLYK-AKKAV--KLPTESHYVEHRLVRTDLPNGK----VQL 209

Q9U6Y6/5-224        AFLMLQGG---GNYRCQFHTSYK-TKKPV--TMPPN-HVVEHRIARTDLDKG--GNSVQL 211

A8CLT7/5-222        MFLMLEDG---KNYKCQFHTSYK-TKKPV--TLPSN-HVVEHRIVRTNLDKA--GNHVQL 209

Q66ND1/5-220        MFLQLKGG---GYHSCQFHTSYK-TKEPV--TLPQN-HVVEHRITRTDIED----KKVLL 207

Q66PV5/5-226        EFLMLEGG---GYHSCQFHSTYK-PEKPV--TLPPN-HVVEHHIVRTDLGQTAKGFTVKL 213

B5T1L2/5-226        EFLMLEGG---GYHSCQFHSTYK-PEKPV--TLPPN-HVVEHHIVRTDLGQRAKGFTVKL 213

Q66PV3/5-226        EFLMLEGG---GYHSCQFHSTYK-PEKPA--ALPPN-HVVEHHIVRTDLGQSAKGFTVKL 213

B5T1L0/5-226        EFLMLEGG---GYHSCQFHSTYK-PEKPA--ALPPN-HVVEHHIVRTDLGQSAKGFTVKL 213

Q66PV4/5-226        GFLMLEGG---GYHSCQFHSTYK-PEKPA--ALPPN-HVVEHHIVRTDLGQSAKGFTVKL 213

B5LIN0/5-226        EFLMLEGG---GYHSCQFHSTYK-PEKPG--TLPPN-HVVEHHIVRTDLGQSAKGFAVKL 213

B5T1L3/5-226        MFLMLEGG---GYHRCQFHSTYK-PEKPG--TLPPN-HVVEHHIVRTDLGQSAKGFTVKL 213

B5T1L4/5-226        MFLMLEGG---GSHRCQFHSTYK-TEKPV--TLPPN-HVVEHQIVRTDLGQSAKGFTVKL 213

Q66PV7/5-226        MFLMLEGG---GSHRCQFHSTYK-TEKPV--TLPPN-HVVEHQIVRTDLGQSAKGFTVKL 213

A8CLY3/5-226        MFLMLEGG---GSHRCQFHSTYK-TEKPV--TLPPN-HVVEHQIVRTDLGQTAKGFTVKL 213

Q66PV8/5-226        MFLMLEGG---GSHRCQFHSTYK-TEKPV--TLPPN-HVVEHQIVRTDLGQSAKGFTVKL 213

Q66PV9/5-226        MFLMLEGG---GYHRCQFHSTYK-TEKPV--ELPPN-HVVEHQIVRTDLGQSAKGFTVKL 213

A8CLX9/5-226        MFLMLEGG---GYHRCQFHSTYK-TEKPV--ELPPN-HVVEHQIVRTDLGQSAKGFTVKL 213

B6CTZ3/5-226        MFLMLEGG---GYHRCQFHSTYK-TEKPV--TLPPN-HVVEHQIVRTDLGQSAKGFTVKL 213

Q6I7B1/6-227        QFLLLEGG---GYQRCRFHSTYK-TEKPV--AMPPS-HVVEHQIVRTDLGQTAKGFKVKL 213

Q66PV6/5-226        EFLMLEGG---GYHSCQFHSTYK-PEKPV--ELPPN-HVIEHHIVRTDLGKTAKGFMVKL 213

Q86LV8/1-213        MFLKLEGG---GRHKCYFVTNHK-AKRAV--KVPDN-HFVWHRLVRN-----GDGNTVEL 204

Q86LV7/1-213        MFLKLEGG---GRHKCYFVTNHK-AKRAV--KVPDN-HFVWHRLVRN-----GDGNTVEL 204

A8CLR1/5-220        MFLKLEGG---GRHRCDFRTTYK-AKKDV--KMPNS-HFITHCLVRK-----GDGNNTEL 208

Q6R8F5/5-223        MYLKLEGG---GNYRCEYRTIYK-AKKDV--KMPKS-HFVEHTLVRNNIKKDAKGNTIEL 211

Q6R8F4/1-219        MYLKLEGG---GNYRCDYRTIYK-AKKDV--KMPKS-HFVEHTLVRNNIKKDAKGNTIEL 211

Q6R8F3/5-220        MFLKLEGG---GNYRCDFETTYK-AKKAV--KMLDS-HFIEHRLVTT-----IRGNNVEL 207

Q6I7B2/2-218        MYLKLEGG---GNHKCQFKTTYKAAKKIL--KMPGS-HYISHRLVRK-----TEGNITEL 209

A7VMR3/2-218        MYLKLEGG---GNHKCQFKTTYKAAKEIL--EMPGD-HYIGHRLVRK-----TEGNITEL 209

Q6I7B4/1-210        MFLKLEGG---GNHKCQFKTTYKAAKKVL--KMPQS-HFIGHRLVRK-----TKGNITEL 202

Q6I7B3/1-217        MFLKLAGG---GNHKCQFKTTYKAAKKIL--KMPQS-HFIGHRLVRK-----TEGNITEL 209

A8CLQ6/5-221        MFLKLVGG---GNHKCQFTTTYKAAKKVL--DMPQS-HFIFHRLVRK-----TEGNITKL 209

A8CLW9/4-223        SFLVLQGG---GNYRCDYDTSYR-AMKPV--EMPGG-HFIQHRIVRRDIKKDSNGNTWQI 211

Q95W86/2-220        MALKVSG--R-PPLICHLHSTYRSKKAC-ALTMPGF-HFADLRIQMPK-K--KKDEYFEL 210

Q95W11/2-220        MALKVSG--R-PPLICHLHSTYRSKKAC-ALTMPGF-HFADLRIQMPK-K--KKDEYFEL 210

Q8MU45/2-220        MALKVSG--R-PPLICHLHSTYRSKKAC-ALTMPGF-HFADLRIQMPK-K--KKDEYFEL 210

Q95W85/2-220        MALKVGD--R-R-LICHLYTSYRSKKAVRALTMPGF-HFTDIRLQMPR-K--KKDEYFEL 210

A5YTR7/2-222        MALKCPG--G-RHLTCHLHTTYRSKKPASALKMPGF-HFEDHRIEIMEEV--EKGKCYKQ 212

Q9GZ28/2-222        MALKCPG--G-RHLTCHLHTTYRSKKPASALKMPGF-HFEDHRIEIMEEV--EKGKCYKQ 212

A5YTR8/2-222        MALKCPG--G-RHLTCHLHTTYRSKKPASALKMPGF-HFEDHRIEIMEEV--EKGKCYKQ 212

Q9GPI5/2-222        MALKCPG--G-RHLTCHLHSTYRSKKPASALKMPGF-HFGDHRIEIMEEV--EKGKCYKQ 212

Q2VFP3/2-221        MALKCTD--G-NHLTSHLRTTYRSRKPSNAVNMPEF-HFGDHRIEILK-A--EQGKFYEQ 211

A0AQQ7/2-222        MALKCAD--G-NHLTCHLRTTYRSKKAAKALQMPPF-HFSDHRPEIVKVS--ENGTLFEQ 212

A0AQQ8/2-222        MALKCAD--G-NHLTCHLRTTYRSKKAAKALQMPPF-HFSDHRPEIVKVS--ENGTLFEQ 212

Q8ISF8/2-222        MALNVDG--G-GYLSCSFETTYRSKKTVENFKMPGF-HFVDHRLERLEES--DKEMFVVQ 212

Q86LV4/2-220        PALKLRNN-K-GHLLCVMETTYKPNK---RVNLPKL-HFHHLRMEKDSIS--DDEKTIKQ 210

Q5QIU5/2-220        PALKLLDN-K-GHLLCVMETTYKPNK---KVNLPKL-HFHHLRMEKDSIS--DDEKTIKQ 210

Q8T6T9/2-220        PALKLLGN-K-GHLLCVMETTYKSKK---KVNLPKP-HFHHLRMEKDSVS--DDEKTIEQ 210

Q8T5E7/2-220        PALRLRD--K-GHLICHMETTYKPNK---EVKLPEL-HFHHLRMEKLSVS--DDGKTIKQ 210

A5YTR6/2-219        PALMLAD--G-GHLSCFMETTYKSKK---EVKLPEL-HFHHLRMEKLNIS--DDWKTVEQ 209

Q9GPI6/2-219        PALMLAD--G-GHLSCFMETTYKSKK---EVKLPEL-HFHHLRMEKLNIS--DDWKTVEQ 209

Q5ZQQ6/2-221        IALKLDDDHG-GHLTGNFKATYKSNNP--NINLPKH-HFVENRVEMLEGR--DGGNYVKL 211

B9UPG6/1-219        KAYLLKDG---SYYYGKMTTFYRSKKSGQ--ALPGF-HFIQHRLVKTKVE--PGFKMVEQ 210

Q5ZQQ5/1-219        KAYLLKDG---SYYYGHMTTFYRSKKSGQ--PLPGF-HFIKHRLVKTKVE--PGFKMVEQ 210

Q7Z168/1-218        KAYLLKDG---SYYYGNMTTFYRSKKSGQ--APPGY-HFVKHRLVKTNVG--HGFKTVEQ 209

Q9BLZ0/8-225        LVYKLESG---NYYSCHMKTFYRSKGGVK--EFPEY-HFIHHRLEKTYVE--EGS-FVEQ 209

Q9BLY9/8-225        LVYKLNSG---KYYSCHMKTLMKSKGVVK--EFPSY-HFIQHRLEKTYVE--DGG-FVEQ 209

Q963I9/5-223        IAFKLQTG---KHFTYHMRTVYKSKKPVE--TMPLY-HFIQHRLVKTNVD--TASGYVVQ 210

A8CLX6/5-222        MYLMVEGG---KTLKCRYENNYRANKPVL---MPPS-HFVDLRLTRTNLD--KEGLAFKL 209

A7S3R2/57-279       MLLKVNDG---SFLRVQFETVYRFMKPVPAGFKMPPHHFMAYRLTRVDND--EHCDTVIQ 214

A7RGQ5/1-174        MLLKVNDG---SFLRVKFETVYRYVN--------------LYQK---------------- 174

A7S1H5/1-224        MLLKVNDG---SFLRVKFVTVYRFMKPVPAGFKMPPHHFIAFKLTRVEND--ADCNVVLL 215

A7S1H3/1-82         ------------------------------------------------------------

B1PNC2/5-218        WTYTTGSGK---RYQSTVRTNYTFAKPMAANILQNQ-PMFVFRKTELKHS----KTELNF 204

B1PNC0/4-217        WTYTTGSGK---RYQSTVRTNYTFAKPMAANILKNQ-PMFVFRKTELKHS----KTELNF 205

B1PNC1/5-218        WTYNTASGK---RYQSTVRTNYTFNKPMAANILKNQ-PMFVFRKTELKHS----KTELNF 204

B1PNC4/5-218        WTYTTGSGK---RYQSTVRTNYTFAKPMAANILKNQ-PMFVFRKTELKHS----KTELNF 204

C3YR99/48-261       WTYTTTEGK---RYQSTVRTNYTFAKPMAANILQKQ-PMFVFRKTELQHS----KTELTF 206

B1PNC3/4-217        WTYTTTSGK---RYQSNVRSNFTFAKPIAANILQKQ-PMFVFRKTELKHS----KTELNF 206
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B1PNB8/5-217        WTYTTTSGK---RYQSNVRSNFTFAKPIAANILQKQ-PMFVFRKTELKHS----KTELNF 205

B1PNB9/4-216        WTYTTTSGK---RYHSNVRSNFTFAKPIAANILQKQ-PMFVFRKTELKHS----KTELNF 206

C3YRA1/51-267       KTYTTTDGK---RYQCTFRENNTFAKPMAADILQKQ-PMFIFHKTELQHSN---NAELTF 207

C3YRA2/11-223       CSYTTTAGK---RYQSKMRENNTFAKPMAADILQKQ-PMFVFRKSELQHS----KTELTF 205

B1PND7/4-187        QTYTTTSGK---GYKSTVRTNNIFAKPIAADMM--------------------------- 184

B1PND6/5-189        QTYTTASGK---GYKSTVRTNNIFAKPMAADMMQNQ------------------------ 185

B1PND8/4-184        QTYTTTSGK---GYQSTVRTNNIFAEPIAA------------------------------ 181

B1PND5/5-186        QTYTTASGK---RYQGTVRTNNTFAKPIAANI---------------------------- 182

C3YRA3/4-216        WTCPTTSGK---RYHATVRTNYTFAKPIAASILQKQ-PMFVFRKTEVKAS----DAEINL 205

B1PND3/4-217        WTYTTTSGK---RYQSDVQTNVTFAKPISADILKKQ-PMFVFRKVELKHS----KTELNF 206

B1PND2/5-217        WTYTTTSGK---RYQSDVQTNVTFAKPISADILKKQ-PMFVFRKVELKHS----KTELNF 205

B1PNC9/4-217        WTYTTTSGK---RYQSDVQTNVTFAKPIAADILKKQ-PMFVFRKVELKHS----KTELNF 206

B1PNC6/5-217        WTYTTTSGK---RYQSDVQTNVTFAKPMAADILKKQ-PMFVFRKVELKHT----KTELNF 205

B1PNC7/4-220        WTYTTTSGK---RYQSDVQTNVTFGKPIAADILKKQ-PMFVFRKVELKHT----KTELNF 206

B1PND0/5-220        WTYTTTSGK---RYQSDVQTNVTFGKPIAADILKKQ-PMFVFRKVELKHT----KTELNF 205

B1PNC5/5-220        WTYTTTSGK---RYQSDVQTNVTFGKPIAADILKKQ-PMFVFRMMELKHT----KTELNF 205

B1PND1/5-217        WTYTTTSGK---RYQSDVQTNVTFGKPISADILKKQ-PMFVFRKVELKHS----KTELNF 205

B1PND4/5-217        WTYTTTSGK---RYQSDVQTNVTFGKPISADILKKQ-PMFVFRKVELKHS----KTELNF 205

B1PNC8/4-69         ------------------------------------------------------------

C3YRA0/8-104        ------------------------------------------------------------

C3YKQ3/5-218        WSYNLQNGK---RYRARVSSHYIFDKPFSADLMKKQ-PVFVYRKCHVKAS----KTEVTL 204

C3YKP7/5-217        WSYNLQNGK---RYRARVTSNYIFGKPLAADVMKKQ-PVFVYRKCYVKST----QTEITL 204

C3YKQ2/53-191       WSFCTTDGK---RHQADVQTNYTFAKPLPAGLKEKM-PIFLGHQIEVKAS----KTEITL 131

A8QVZ9/4-215        WSFCTTDGK---RHQADVQTNYTFAKPLPAGLKEKM-PIFLGHQIEVKAS----KTEITL 204

C3YKP9/5-215        WSFCTTDGK---RHQADVQTNYIFAKPLPAGLKEKM-PIFLGHQIEVKAS----KTEITL 203

C3YKQ1/4-215        WSFCTTDGK---RHQADVQTNYTFAKPLPAGLKEKM-PIFLGHQIEVQAS----KTEINL 204

C3ZLQ0/369-585      WTYRTSSGG---RYRATVQTNFTFAKPIAAGLKNNM-PMFVFRQLEVTGS----KTEISL 208

C3YKI0/4-218        WSYRTSSGG---RYRATVQTNFTFAKPIAAGLKNNM-PMFVFRQLEVTGS----KTEIGL 207

C3YKQ0/5-214        WTFTEKGGKD-KRYKAEVMTNATFAQNLQPGLKNVM-PLFVFRKVDIDCS----KTEVTL 205

Q6WV10/1-215        RTYLLKDGG---YYSAQVNNHMHFKSAIHTTMLQNGGSMFTYRVVEETHT----QNEVAI 208

Q6WV09/1-217        RTYLLKDGG---YYSAQVNNHMHFKSAIHPTMLQNGGSMFTHRVVEENHT----KTNVAI 208

Q6WV11/1-215        RTWMLRDGG---YYSAQVNNHLHFKTAMHPTMLQNGGSMFTYRKVEELHS----QSDVGI 208

Q6WV12/1-213        RTFSLRDGG---YYSFVVDSHMHFKSAIHPSILQNGGPMFAFRRVEELHS----NTELGI 208

Q6WV13/1-214        RTFSLRDGG---YYSFVVDSHMHFKSAIHPSILQNGGSMFAFRRVEELHS----NTELGI 208

Q6WV08/1-214        RTLSLRDGG---YYSGQVTSHIHFKNAIHPSILHNGGSMFTYRRVEELHT----QTDLGI 208

Q2MHN7/1-215        RAFQLKDGS---FYTAEVKNNIDFKNPIHESFSKSG-PMFTHRRVEETHT----KENLAM 205

                                                                                

Q17106/5-229        LEFVTSAGI--- 225

Q17105/5-229        LEFVTAARI--- 225

P42212/5-229        LEFVTAAGI--- 225

Q6YGZ0/5-229        FEFVTAAAI--- 225

Q8WTC5/5-229        LEFFSACGH--- 225

Q8WTC4/5-229        LEFFSACGH--- 225

Q8WTC9/5-229        LEFFSACGH--- 225

Q8WTD0/5-229        LEFFSACGH--- 225

Q8WTC8/5-229        LEFFSACGH--- 225

Q8WTC6/5-229        LEFFSACGH--- 225

Q8WP95/5-229        LEFFSACGH--- 225

Q8WTC7/5-229        LEFFSACGH--- 225

Q6RYS7/5-229        VETVRAVDC--- 225

Q6RYS6/39-258       KETNCAFD---- 220

Q6RYS5/2-222        KEVNVASGI--- 221

Q6RYS4/5-225        REVTYAHSV--- 221

Q2TCH5/5-225        REVAYAHSV--- 221

Q53UG7/1-221        YEHAKAHSG--- 221

Q53UG8/1-221        YEHAKAHSG--- 221

Q8MU48/1-218        SEHAEAHSG--- 218

A8CLW1/1-218        CEHAEAHSG--- 218

B6CTZ4/1-218        CEHAEAHSG--- 218

Q5TLG6/1-218        HEHAEAHSE--- 218

A8CLQ1/1-223        HEHAEAHSG--- 223

Q2LI65/1-219        REHAEAHFG--- 219

A8CLW4/1-222        REHAEAHSG--- 222

B6CTZ5/4-224        HEHAKARYG--- 221

A3F207/1-221        FEDAVAHSG--- 221

Q962P9/1-221        YEHAEAHSG--- 221

Q7Z0W8/1-221        YEHAEAHSG--- 221

Q66ND5/1-221        YEHAEAHFG--- 221

Q66ND4/1-221        YEHAEAHFG--- 221

Q66ND2/1-221        YEHAEAHSG--- 221

A7UAL7/1-221        YEHAEAHSG--- 221

Q7Z0W6/1-221        YEHAEAHSG--- 221

A7UAL9/1-221        YEHAEAHSG--- 221

Q8T5F2/8-228        HEHAEARHG--- 221

Q7Z0W7/8-228        HEHAEARHG--- 221

Q8MU47/8-228        YEHAEAHSG--- 221

Q95VT0/1-221        YEHAEAXXG--- 221

A7UAL3/1-221        HEHAEAHSG--- 221

A7UAL6/1-218        YEHAEAHSG--- 218

A7UAL8/1-218        YEHAEAHSG--- 218

A8CLS2/1-219        YEHAVAHLG--- 219

Q8I6J8/1-219        YEHAVAHSG--- 219
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A3F208/1-219        YEHAVAHSG--- 219

A8CLR7/1-219        YEHAVAHSG--- 219

Q5S6Z9/1-219        YEHAVAHSG--- 219

Q66PW1/5-223        YEHAVAHSG--- 219

Q8T5F1/1-219        YEHAEAHSG--- 219

Q7Z0W9/1-219        YEHAEAHSG--- 219

Q6USK3/1-219        YEHAEAHSG--- 219

A7UAL4/1-219        YEYAEAHSG--- 219

A7UAM0/1-219        CEHAEAHSG--- 219

Q7Z0W5/1-218        YENAVARPS--- 218

Q95UA7/1-218        YENAVARPS--- 218

A7UAL1/1-218        YENAVARPS--- 218

A8CLP7/1-218        YENAVARQQ--- 218

A7UAL2/1-218        YEHAEAHSG--- 218

A7UAL5/1-218        YEHAEAHSG--- 218

Q963F5/1-218        SEDAEARYS--- 218

Q7Z0W4/1-218        SENAEARYS--- 218

Q66ND3/1-218        SENAEARYS--- 218

Q2LI64/1-35         ------------

Q60I25/1-218        YENAVARYS--- 218

Q60I24/1-218        YENAVARYS--- 218

A8CLT2/1-218        YENAVARYS--- 218

B5BRC3/1-218        YENAVARYS--- 218

B6CTZ6/1-219        YENAVARYS--- 219

Q9U6Y3/43-260       YENAVARYS--- 218

Q8T6U0/1-218        YEHGVARYS--- 218

Q8T5F0/7-229        QEYAKARSGLH- 223

Q8T5F3/6-223        REHAKARSS--- 218

Q66PW0/1-221        FEDAVAHYS--- 221

Q8MU46/1-221        FEDAVAHYS--- 221

Q8T5E9/1-221        SEDAVAHNS--- 221

Q8T5E8/1-221        YEGAVAHYS--- 221

Q8T6T8/1-221        TEVAEARYS--- 221

Q66PU5/1-220        YEAAVARHS--- 220

A8CLS7/1-220        YEAAVARHS--- 220

Q8MMA2/34-254       HDVSWARYS--- 221

Q8MMA1/12-234       REVALARYS--- 223

Q66ND6/5-222        HEIAVARXH--- 218

Q9U6Y7/5-223        HEIAVARHH--- 219

Q5S3G7/6-223        YERAEGRHS--- 218

Q5S3G8/6-223        YERAEGRHS--- 218

Q2LI66/5-222        YERTEGRHH--- 218

Q66ND8/5-222        YERTEGRHH--- 218

Q66ND7/5-222        YERTEGRHH--- 218

Q9U6Y8/5-222        YERTEGRHH--- 218

Q6KF85/5-222        YERTEGRHH--- 218

Q2WG74/7-224        YERTEGRHH--- 218

Q9GTJ7/5-223        YEKTQGRHH--- 219

A8CLM7/1-218        CEISIARHS--- 218

A8CLM1/1-218        CEISIARHS--- 218

Q1JU63/2-219        CEIAIARHS--- 218

Q1JV71/2-219        CEIAIARHS--- 218

Q1JV72/2-219        CEIAIARHS--- 218

Q1JV70/2-219        CEIAIARHS--- 218

B5T1L1/1-218        CEISIARKP--- 218

A8CLV6/1-218        CEISIARKS--- 218

Q66PV0/1-218        CEISIARKP--- 218

Q66PU8/1-218        CEISIARKP--- 218

Q95P04/1-218        CEISIARKP--- 218

A8CLL3/1-218        CEISIARKP--- 218

Q66PV1/1-218        CEISIARKP--- 218

Q66PU9/1-218        REISIARKP--- 218

P83690/1-218        CEISIARKP--- 218

A8CLN8/6-226        FEQREIAHAHLS 221

B6CTZ7/1-220        QEAAEGHFS--- 220

Q9U6Y5/5-228        TEHAIASGS--- 224

Q9U6Y4/5-228        TEHAIAFPS--- 224

Q8T4U4/5-228        IEHAIASRS--- 224

B2ZAG2/5-226        VEHAVASRS--- 222

Q692V6/5-228        VEHAVASRS--- 224

B5LIN1/1-161        VEHAVASRS--- 161

B5T1L5/5-228        VEHAVASRS--- 224

Q66PV2/5-228        VEHAVASRS--- 224

Q86LC2/5-228        KERAVASLS--- 224

B2ZAG1/5-228        VEHASASRS--- 224

A8CLN4/5-231        VENAIAYRS--- 227

A8CLV1/5-230        VENAIAYRS--- 226

A8CLU7/1-223        TEHAAACKN--- 223

A8CLP2/5-228        TEHAAACKT--- 224

B6CTZ2/5-226        TEDAAACES--- 222

Q2VTM9/5-219        QEHAVAKHF--- 215

Q1ALD3/5-219        QEHAVAKHF--- 215

Q1ALD5/5-219        KEHAVAKHF--- 215
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Q1ALD4/5-219        QEHAVAKYF--- 215

Q09HR5/5-219        QEHAVAKYF--- 215

Q2VTM8/5-219        KEHAVAKCF--- 215

A8CLU1/1-218        EEHAAARLN--- 218

Q9U6Y6/5-224        TEHAVAHIT--- 220

A8CLT7/5-222        DEHAVAHVN--- 218

Q66ND1/5-220        EETAVAHVN--- 216

Q66PV5/5-226        EEHAAAHVN--- 222

B5T1L2/5-226        EEHAAAHVN--- 222

Q66PV3/5-226        EEHAAAHVN--- 222

B5T1L0/5-226        EEHAAAHVN--- 222

Q66PV4/5-226        EEHAAAHVN--- 222

B5LIN0/5-226        EEHAAAHVN--- 222

B5T1L3/5-226        EEHAAAHVN--- 222

B5T1L4/5-226        EAHAAAHVN--- 222

Q66PV7/5-226        EAHAAAHVN--- 222

A8CLY3/5-226        EEHAAAHVS--- 222

Q66PV8/5-226        EAHAAAHVN--- 222

Q66PV9/5-226        EAHAAAHVN--- 222

A8CLX9/5-226        EAHAAAHVN--- 222

B6CTZ3/5-226        EALAAAHVN--- 222

Q6I7B1/6-227        EEHAEAHVN--- 222

Q66PV6/5-226        VQHAAAHVN--- 222

Q86LV8/1-213        EETAEARYD--- 213

Q86LV7/1-213        EETAEARYD--- 213

A8CLR1/5-220        IEDAEARN---- 216

Q6R8F5/5-223        IEDASARY---- 219

Q6R8F4/1-219        IEDASARY---- 219

Q6R8F3/5-220        QEDAEARNS--- 216

Q6I7B2/2-218        VEDAVAHS---- 217

A7VMR3/2-218        VEDAVAHS---- 217

Q6I7B4/1-210        VEDAVAHC---- 210

Q6I7B3/1-217        VEDAVAHC---- 217

A8CLQ6/5-221        VEDVEAHN---- 217

A8CLW9/4-223        QEDAFAHNS--- 220

Q95W86/2-220        YEASVARYS--- 219

Q95W11/2-220        YEASVARYS--- 219

Q8MU45/2-220        YEASVARYS--- 219

Q95W85/2-220        YEASVARYS--- 219

A5YTR7/2-222        YEAAVGRYC--- 221

Q9GZ28/2-222        YEAAVGRYC--- 221

A5YTR8/2-222        YEAAVGRYC--- 221

Q9GPI5/2-222        YEAAVARYC--- 221

Q2VFP3/2-221        YESAVARYC--- 220

A0AQQ7/2-222        HESSVARYC--- 221

A0AQQ8/2-222        HESSVARYC--- 221

Q8ISF8/2-222        HEHAVAKFC--- 221

Q86LV4/2-220        HEDVRASYF--- 219

Q5QIU5/2-220        HEHVVASYF--- 219

Q8T6T9/2-220        HENVRASYF--- 219

Q8T5E7/2-220        HEYVVASYS--- 219

A5YTR6/2-219        HESVVASYS--- 218

Q9GPI6/2-219        HESVVASYS--- 218

Q5ZQQ6/2-221        HERNKARYS--- 220

B9UPG6/1-219        SEYATAFVS--- 219

Q5ZQQ5/1-219        AEYATAHVC--- 219

Q7Z168/1-218        TEYATAHVS--- 218

Q9BLZ0/8-225        HETAIAQLT--- 218

Q9BLY9/8-225        HETAIAQMT--- 218

Q963I9/5-223        HETAIAAHS--- 219

A8CLX6/5-222        EEYAVARVL--- 218

A7S3R2/57-279       HEWSEAFSC--- 223

A7RGQ5/1-174        ------------

A7S1H5/1-224        HEWGKAFSC--- 224

A7S1H3/1-82         ------------

B1PNC2/5-218        KEWQKAFADV-- 214

B1PNC0/4-217        KEWQKAFTD--- 214

B1PNC1/5-218        KEWQMAFADV-- 214

B1PNC4/5-218        KEWQKAFADV-- 214

C3YR99/48-261       KEWQKAFT---- 214

B1PNC3/4-217        KEWQTAFS---- 214

B1PNB8/5-217        KEWQTAFS---- 213

B1PNB9/4-216        KEWQTAF----- 213

C3YRA1/51-267       KEKQTAFSDM-- 217

C3YRA2/11-223       KEWQKAFT---- 213

B1PND7/4-187        ------------

B1PND6/5-189        ------------

B1PND8/4-184        ------------

B1PND5/5-186        ------------

C3YRA3/4-216        KEWQKAFH---- 213

B1PND3/4-217        KQWQKAFQ---- 214

B1PND2/5-217        KQWQKAFQ---- 213

B1PNC9/4-217        KQWQKAFQ---- 214
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B1PNC6/5-217        KQWQKAFQ---- 213

B1PNC7/4-220        KQWQKAFQDIA- 217

B1PND0/5-220        KQWQKAFQDIA- 216

B1PNC5/5-220        KQWQKAFQDIA- 216

B1PND1/5-217        KQWQKAFQ---- 213

B1PND4/5-217        KQWQKAFQ---- 213

B1PNC8/4-69         ------------

C3YRA0/8-104        ------------

C3YKQ3/5-218        DEREKAFYEL-- 214

C3YKP7/5-217        DEREKAFYE--- 213

C3YKQ2/53-191       SEKVKAFI---- 139

A8QVZ9/4-215        SEKVKAFI---- 212

C3YKP9/5-215        CEKVKAFI---- 211

C3YKQ1/4-215        SEKVKAFI---- 212

C3ZLQ0/369-585      QEQQKAFST--- 217

C3YKI0/4-218        QEQQKAFS---- 215

C3YKQ0/5-214        IEREK------- 210

Q6WV10/1-215        VEYQNVF----- 215

Q6WV09/1-217        VEYQNVFKT--- 217

Q6WV11/1-215        VEYQHVF----- 215

Q6WV12/1-213        VEYQH------- 213

Q6WV13/1-214        VEYQHA------ 214

Q6WV08/1-214        VEYQHV------ 214

Q2MHN7/1-215        VEYQQVFNSA-- 215
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