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Suppl. Fig. 1 Sequence alignment for proteins in four families: (a) Sox; (b) Myc; (c) KIf; (d) Dppa.
Sox1 -——-MYSMMMETDLHSPGGAQAPTNLSGP---—-—-— === == ——————— AGARGGGGGGGGG
Sox3  —---PENESETOEYEREIEAAGTGVPAAPGAAGKSGANPAGGANAGNGGSGGANGGG
Sox2 -—-—-MYNMMETELKPPGPQQAS-—--——-—— ==~ GGGGGGGNATAA
Sox15 MALTSSSQAETWSLHPRASTASLP —————————————————————————— LGPQEQEAGG
**x *
Sox1 GGGelea R AN O] VINRHNA YN WSRGQRRKMAQENPNHSI= B GIRETARNIISEAEKR
Sox3 GGGGefe[ers]plo]pl VAN VAYV SRGORRKMA L ENENTIZHSI= BGIReDIITNEl TDAEKR
Sox2 ATGENO GV WAV WSRGQRRKMAQEN PNz INSI =1 SN NETNT MBS E TEKR
Sox15 SPGASGGLPLEK
_ *_ _ - :************ E = - E = :***************:**: - - E = =
Soxl1  PFIDEAKRLRALHMKEHPDYKYRPRRKTKT L SO WS MWYNTNEGGGAAVAMGY
Sox3 PFI1DEAKRLRAVHMKEYPDYKYRPRRKTKTLLK-KDKYSLPGGLPPPGAAAAAAAAAAAA
Sox2 PFI1DEAKRLRALHMKEHPDYKYRPRRKTKT LG 0 Q@ NN lcle] M WAZElENISMASGVGVGA
Sox15 PFVEEAKRLRARHLRDYPDYKYRPRRKSKNSSTGSVPFSQEGGGLACGGSHWGPGYTTTO
**- -******* * - el ********** * _ _ - - _ _ .
Sox1 GVGVGAAAVGQRLESPGGAAGGGYAHVNGWANGAYPGSVAAAAAAAAMMQEAQLAYGQHP
Sox3 AASS-PVGVGQRLDT-—————-- YTHVNGWANGAYS--——-———————— LVQEQLGYAQPP
Sox2 GLGG---GLNQRMDS---—--—- YAHMNGWSNGSYS--—-———-————- MMQEQLGYPQHP
SOX15  GSRG-——— =
Sox1 GAGGRHPHAHPAHPHPHHPHAHPHNPQPMHRYDMGALQYSP 1S--NSQGYMSASPSGYGG
Sox3 SMSSPPP-—-—-——————————— PPALPQMHRYDMAGLQYSPMMPPGAQSYMNAAAAAAAA
Sox2 ] I P ——— AHGAAQMQPMHRYVVSALQYNSMT--SSQTYMNGSP---——
Soxl5 -\ FGYQPPN-—-—-———-———————————
Sox1 I1PYG-AAAAAAAAAGGAHQNSAVAAAAAAAAASSGALGALGSLVKSEPSGSP---PAP--
Sox3 SGYGGMAPSAAAAAAAAYGQQPATAAAAAAAAAAMSLGPMGSVVKSEPSSPP---PAIR-
Sox2 @« e TYSMSYSQQGTPGMALGSMGSVVKSEASSSP---PVVTS
Sox15  ——————mmmmm e YSTAYLPGSYTSSHCRPE
Sox1 -AHSRAPCPG-DLREMISMYLPAGEGGDPAAAAAAAAQSRLHSLPQHYQG--AGAGVNGT
Sox3 -SHSQRACLG-DLRDMISMYLPPG--GDAADAASPLPGGRLHGVHQHYQG--AGTAVNGT
Sox2 EVPEPAAPSRLHMAQHYQSGPVPGTAKYGT
Sox15  EMMMMENRD SF-SPY LSPD-—— -~ -~~~ - NS TPYNTSLAGAP
- E = - * K% . _ - .
Sox1 VPLTHI 391
Sox3 VPLTHI 375
Sox2 LPLSHM 319
Sox15 MPVTHL| 231

Fig. 1 (a)
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Fig. 1(b)

------------------ I =IO N NYDCGEDF YR~ — ————~STAPSED I WK[{z= B
MPSCTASTMPGM I CKNPDLEFDSLQPCEIEBEnn g iaclc o SMREGED 1 WKKFEL
----- MPLNVNFTNRNYDLDYDSVQPYFICDEEENFYHQQQQSELQPPAPSEDIWKKFEL

- - ** * * * E R e

VPSPPTSPPWGSGPGAVDPASG I NPGEPWPGG el eRanl S =€l B Al e N — — — — ——-
LPTPPLSPSRAFPEHSPEPSNWATEMLLPEADLWGNPAEEDAFGLGGLGGLT—=—==—-~
LPTPPLSPSRRSGLCSP YVAVATSFSPREDDDGG GGNFSTADQLEMMTELLGGDMVNQS

-* ** *x

—————————— M) B IR D CMWSGFSARERLERY VS M M O ]

—————————— PNPVILQDCMWSGFSAREKLERAVNEKLQHGHGPPGVSSACSAPGVGASS
FICDPDDETFIKNI 1 IQDCMWSGFSAAAKLVSEKLASYQAARKDSTSLSPARG-—--—-~—

: * : E R R o o e e : * -
-------------------------------------------------- GNPPKAPATP
PGGRALGGSSSASHTGATLPTDLSHP ARSI EESASVPAAPTSAPATS
--------- HSVCSTSSLY O MY Pl Wi -~ - - ————-YPLNDSSSP

> - -
DGTPSLEASNPAPATQ-———-——- CQLGEPKTQACSGSESPSDS——---———— EGEEIDV

AAVTSVSVPATAPVAAPARAGGRPASSGEAKALSTSGEDTLSDSDDEDDEEEDEEEEIDV
KSCTSSDSTAFSPSSDSLLSS——ESSPRASPEPLVLHEETPPTTSSDSEEEQEDEEEIDV

- - = *hkkk

VTVEKRRSLD IRKPVT I TVRADP[EbJeI IS ] [xe[0f6]s 1Y AARFPPESCSQEGDPEPG
VTVEKRRSSSNNK--AVTTFT I TVRPKTSALGLGRAQPGEL I LKRCVP- IHQQHN\{YE
VSVEKRQTPAKRSESGSSPSRGHSKPPHSP VLKRCHVSTHQHNYAA PSTRKDYPAAKR

*x - **** - -

PQEEAPE IEAPKEKEEEEEEEEEEE IVSPPPVGSEAPQSCHPKPVSSDTEDVTKRKNHNF

AV S SO K SEASPRPLKSVVPAKAKSLSPR- - - - - - - NSDSEDSERRRNHNI
AKLDSGRVLKQISNNRKCSSPR ——————————————————————— SSDTEENDKRRTHNV
.l Sl ee .. JEFRIKRD IFL K
LERKRRNDLRSRFLALRDQVPTLASI®S]WARAYA IS \WAMRY OALVGAEKKMATEKRQLR
-QRRNDLRSSFLTLRDHVPELVKNEKAAKVVI LKKATEYVHALQANEHQLLLEKEKLQ

LERQRN=RNGSTE A Mpl0) F S BENNEKAY KVVILKKATAYILSIQADEHKLTSEKDLLR

XXk - *** * *: *** * * . **-*****-** *- s *: -
CRQQQLQKRIAYLSGY-- 368
ARQQQLLKKIEHARTC-- 462

KRREQLKHKLEQLRNSGA 439

35
55
55

85
107
115

119
157
168

129
217
206

172
277
264

232
334
324

292
386
361

352
446
421
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Fig. 1(c)

---------------- MALSEP I LPSFATFAS -~ === —— === e

——————— MRQPPGESDMAVSDAREES Sy I SSIlNEINAN T RPAGAPTNRWREELSHMKR
MPTRVLTMSARLGPLPQPPAAQDEPVFAQLKP Y NEZAVAN RN DLV MESIen)y)| KHAHHHPPA
- * K- -

—————————————————————————— PCERGLQERWPRNEPEAGG-TDENININETE
LPPLPGRPYDLAATVATDLESGGAGAACSSNNPAL LARRE TEEZ =R o [RSVSTR)

PPPAAG---——————— = —— PRLPSEELVQTRCEMEKYLTPQLPPVPI ISEHKK
* * * - -
\c]mplelBGAENPPEPPPQPPPPAFYYPE---—————————— PGAPPPYSIPADSLGTELLR

HQESVAATVTTSASASSSSSPASSGPASAPS|ESI RSN IRV CEIHOVIVASN TGCGLLYSR
YRRDSASVVDQFFTDTEGIPYSINMNVFLPDI THLRTGLYKSQRPCVTQIKTEPVTIFSH
- * - -

ES---APPPTAPFNLAD INDVSPSGGFVAELLRPELDPVY 1PPQQPQPPGGGL e/ 4FNY
QSESTAPPPPPAPTQALPEFTSIFSSHQT T OIS N5l INOJ=S My J=DI HL. SVPSQQGH
*x - - -

TGACMRGPAGRPPPPPDTPPLSPDG- === === === ===~~~ PLR 1 PASGERNEES

ERIESAESPSY 1SVSKGSPDGSHPVVVAPYSGGPPRMC IO ENEERNAL S

LYQLLNTPDLDMPSSTNQTAVMDTLNVSMAGLNPHPSAVPQTSMKQF Qe SR RN
* -%

EEEEIEDPPOGPALHGRFLLAPPGRAS S Mavveleled (e CAPGL AHGPRGLKLEGAPELY

HERCIRCIESIZEEIEGPALHY g VNS M SV VVVAVAAAL GLAPPATRGLLTPP - ——————

AHLSAGPQLSNGHRPNTHDFPLGRQLPTRTTPTLSPEELLNSRDCHINNERIARE
EIEIATYFPPSPPSSEPGSPDRQAEMLQNLTPPPSYAAT IASKLAIHNPNLP-————==
- * - *

------------------------- SSPLELLEAKPKRGRRSWPRKRAATHTCSYTNCGK

RNZEPFLPDQMQSQVPSLHYQELMPPGSCLPEEPKPKRGRRSWPRKRTATHTCDYAGCGK

---------------------- ATLPVNSPTLPPVRYNRRSNPDLEKRR IHFCDYNGCTK
*

- - - - **-* -* *
TYTKSSHLKAHLRTHTGEKPYHCNWEGCGWKFARSDELTRHYRKHTGHRPFQCHLCDRAF
TYTKSS M\ M N L EE S (R CDWDGCGWKFARSDEL TRHYRKHTGHRPFQCQKCDRAF
VYTKSSHLKAHLRTHTGEKPYKCTWEGCDWRFARSDELTRHYRKHTGAKPFQCMVCQRSF

* XXXk =k K=kkh K=AkAkAAAAAAAAAAhAhdd =-Kkkkk *=-Kk=-%

SRSDHLALHMKRHM- 354
SRSDHLALHMKRHF- 483
SRSDHLALHMKRHQN 446

16
53
60

49
112
100

96
172
160

153
229
220

192
289
280

245
349
333

280
409
371

340
469
431
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Fig.1(d)

MSYFGLETFNENQSEENLINZW]L TLVPFKEEEEPNTDYAT SRNWARIINNNH T PPARSL]
METAGD[ QUSSR ROIS0P S TAPAKAKATGKKQKKSE TDNGCKPKEGK
MEEPSEKVDPMKDPE TPQKKDEEDAL DD NIC NI
------------------------ MMVTLVTRKD I PPWVKVPEDLKDPEVFQVQS---LV

VRHAG I KHP TRl [ (oA M Nl SRN T REWCRYHNL STDGIGAYAYY LRLRRHS

PQDTETPGQTRRKVP I PP I G RN I TICOKKRVSSKGQK L DAY AR

KK LT L o6}V S s —— SARRRSLRNRIAAVPVEN---KSEK IRREVQSA

LKYLFGPQGSR———— == — = ——m oo MSH I EQVSQAM
- * -

W10 =B g [N TSREARMKQGPKKSKIVFRGIG-——— === ———— PPSGCQRKKEESGV
R =0 INMNN PDSAKDARLK TN SEe S SSIAvARYEl FMVPVPEEQIPAL IDPPML

LE ILTSPKESTFAAWAR I AMRAAQSMSKNRCPLPSNVEAFLPQATGSRWCVVHGRQLPAD
YEEVSTTVVTTPATEAVLASWAR I ASNAKKYEAVPADASSSSEVKGEMWCVVHGTSLPGN
-—-VRTLLSVLKDP I AKMRRLVR I EQRQKRLEGNEFERDSEP----- FRCLCT--————-
—————————— LESPEEL IEVF 1 YGSQNNK I RAKWMLQSMAER——————————————————

KKGWVRLQFLAGQTWVPDTPQRMNFLFLLPACI IPEPGVEDNLLCPECVHSNKKILRNFK
SRGWVRLQFHAGQAWVPDKKGKATALFLLPACTFPPPHLEDNMLCPKCVHKNKILTKSLE

[ 296

60
55
41
33

119
115
82
55

165
175
87
60

225
235
132

92

285
295
150
118
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Suppl. Fig. 2 Sequence alignment between KIf2 and KIf4.

KIf2
KIf4

KIf2
Ki1t4

KIf2
KIT4

KIf2
KI1T4

KIf2
KIf4

KIf2
KIf4

KIf2
Ki1t4

K12
KI1T4

KIf2
KI1f4

--------- MALSEP I LPSFATFASPCERGLQERWPRNEPE———————————————————
MRQPPGESDMAVSD TN T SEIERTETL RPAGAPTNRWREELSHMKRLPPLPGR

** * **** k= * *

* FookookRr ool
I BGAENPPEPPPQPPP - — = — = = —— = —— —— - —— - —————— PAFYYPEPGAPPPYS
VTTSASASSSSSPASSGPASAP SEEHIRACENEEVIASN TGGGLLYSRESAPPPTA

* * * * **** -

***** *x **kx * * * * * **x

--------- PAGRPPPPPDTPPLSPDGPLR I PASGEENEETE =g =Te=CPAL HY
GHRPNTHDFPLGRQLPTRTTPTLSPEELLNSRDCH R Nl MalatC galo s el s vy

* K%k * *k Khk- * * *=kk X X X *x -k

AR EI WSV VIVAAAL GLAPPATRGLLTPPSSPLELLEAKPKRGRRSWPRKRAATH
PFLP--—————————- DQMQSQVPSLHYQELMPPGS -CLPEEPKPKRGRRSWPRKRTATH

* * * ** * * ************* *xx

TCSYTNCGKTYTKSSHLKAHLRTHTGEKPYHCNWEGCGWKFARSDELTRHYRKHTGHRPF
TCDYAGCGKTYTKSEIg M\ My i REeI SRy CDWDGCGWKFARSDELTRHYRKHTGHRPF

Rk SRR AR R R R Sk R S S R R S R R R ke DI LI G R R S R SR R R R R R S S R

QCHLCDRAFSRSDHLALHMKRHM 354
QCQKCDRAFSRSDHLALHMKRHF 483

**-

84
180

118
240

160
300

211
353

271
400

331
460
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Suppl. Fig. 3 Sequence alignment for subgroups of Dppa proteins. (a) Dppa2 and Dppa4; (b) Dppa3
and Dppab.

(a)

Dppa2 MSYFGLETFNENQSEENLDEESVILTLVPFKEEEEPNTDYATQSNVSSSTLDHTPPARSL
Dppad W ———-- METAGDKKWSAEEPKEEVELQMSSQPSTAPAKAKATGKKQKKSETDNGCKPKEGK

-**- ***- -**-

Dppa2  VRHAGIKHPTR-TIPSTCPPPSLPPIRDVSRNTLREWCRYHNLSTDGKKVEVYLRLRRHS
Dppa4 PQDTETPGQTRRKVPIPPIPEYLPPVNLIHRDVLRAWCQKKRVSSKGQKLDAYKRLLARA

- --*- * ***- :*- ** **- :_:*-**-:*** -
Dppa2 YSKQE---CYIPNTSREARMKQGPKKSKIVFRGIG-=—==—=———- PPSGCQRKKEESGV
Dppad FPEQMLELRNVPDSAKDARLKTAHKKMKTEPGEESEVTVPLEMVPVPEEQIPALIDPPML
- =%k 0 =K eem=-- *k -k ** *

Dppa2 LEILTSPKESTFAAWAR IAMRAAQSMSKNRCPLPSNVEAFLPQATGSRWCVVHGRQLPAD
Dppa4 YEEVSTTVVTTPATEAVLASWARIASNAKKYEAVPADASSSSEVKGEMWCVVHGTSLPGN

*x = =- * * * =% * -- - * E R = ** -

Dppa2 KKGWVRLQFLAGQTWVPDTPQRMNFLFLLPACI IPEPGVEDNLLCPECVHSNKKILRNFK
Dppa4  SRGWVRLQFHAGQAWVPDKKGKATALFLLPACTFPPPHLEDNMLCPKCVHKNKILTKSLE

=kkkkikkkh kkhk-kkkk - *hkikkkhkk ik -k K* ~FXxk-kk*-**kk Fk - - - -

Dppa2 IRSRAKKNALPPNMPP

Dppa4 G-

(b

Dppa3  MEEPSEKVDPMKDPETPQKKDEEDALDDTDVLQPETLVKVMKKLTLNPGVKRSARRRSLR
Dppa5 -———-- MMVTLVTRKDIPPWVKVPEDLKDPEVFQVQSLV———LKYLFGP————QGSRMSHI

-**-**--** - %

Dppa3 NRIAAVPVENKSEKIRREVQSAFPKRRVRTLLSVLKDP IAKMRRLVR IEQRQKRLEGNEF
Dppa5 EQVSQAMFELKNLESPEELIEVFIYG SQNNKIRAKWMLQSMAERYHLRQQKGVLKLEES

.- -- k. *- -k

Dppa3  ERDSEPFRCLCTFCHYQRWDPSENAKIGKN
Dppas  MKTLELGQCIE--—----—---m-mo-

*
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Suppl. Fig. 4 Secondary structure prediction on Dppa5 KH (AA26-AA86) domain by Jpred

Dppa5-KH  VFQVQSLVLKYLFGPQGSRMSHIEQVSQAMFELKNLESPEEL 1EVFIYGSQNNK IRAKWML
HHHHHHHHH-— === ——-- HHHHHHH-HEEEE—————-—- -—--HHHHHHHHH
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Suppl. Fig. 5 Sequence alignment between Ecatl and Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

Ecatl
Dppa5

MASLKRFQTLVPLDHKQGTLFE I 1 GEPKLPKWFHVECLE-DPKRLYVEPRLLE IMFGKDG
—————————————————— MMVTLVTRKDIPPWVKVPEDLKDPEVFQVQSLVLKYLFGPQG

* * -* **- - %= -*- -** -*

EHIPHLESMLHTL IHVN-VWGPERRAEIWIFGPPPFRRDVDRMLTDLAHYCRMKLME IEA
SRMSHIEQVSQAMFELKNLESPEELIEVFIYGSQ ————————————— NNKTRAKWMLQSM

== Kx=% ** *-** - * * *

LEAGVERRRMAAHKAATQPAPVKVREAAPRPASVKVPETATQPAPVKVREAAPQPAPVQE
R QKGVLKLEESMKTLELGQC

* - k- k-

VREAAPQQASVQEEVREAATEQAPVQEVREAATEQAPVQEVSEAATEQAPVQEVNEAATE

59

118

178

238

298

358

418
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Suppl. Fig. 6 Sequence alignment between KIf4 and Nanog.

KIf4
Nanog

KIf4
Nanog

KIT4
Nanog

KIT4
Nanog

KIT4
Nanog

KIT4
Nanog

KIT4
Nanog

KIf4
Nanog

KIT4
Nanog

MRQPPGESDMAVSDALLPSFSTFASGPAGREKTLRPAGAPTNRWREELSHMKRLPPLPGR
——————————————————— MSVGLPGPHSLPSSEEASNSGNASSMPAVFHPENYSCLQGS
-k ** -*-
PYDLAATVATDLESGGAGAACSSNNPALLARRETEEFNDLLDLDF ILSNSLTHQESVAAT
ATEMLCTEAASPRPSSEDLPLQGSPDSSTSPKQKLSSPEADKGPEEEENKVLARKQKMRT

-- Kk k-

VTTSASASSSSSPASSGPASAPSTCSFSYP IRAGGDPGVAASNTGGGLLYSRESAPPPTA
VFS——mmm oo QAQLCALKDRFQKQK ------------- YLSLQQMQELSS
*

PENLAD INDVSPSGGFVAELLRPELDPVY I1PPQQPQPPGGGLMGKFVLKASLTTPGSEYS
ILNLSYKQVKTWFQNQRMKCKRWQKN ——————— QWLKTSNGLIQKGSAPVEYPSIHCSYP

-**- - **- *

SPSVISVSKGSPDGSHPVVVAPYSGGPPRMCPK IKQEAVPSCTVSRSLEAHLSAGPQLSN
QGYLVNASGSLSMWGSQTWTNPTWSSQTWTNPTWNNQTWTNPTWSSQAWTAQSWNGQPWN

- - ---- E

GHRPNTHDFPLGRQLPTRTTPTLSPEELLNSRDCHPGLPLPPGFHPHPGPNYPPFLPDQM
——————— AAPLHNFGEDFLQPYVQLQQNFSASDLEVNLEATRESHAHFS——————————T

* *

QSQVPSLHYQELMPPGSCLPEEPKPKRGRRSWPRKRTATHTCDYAGCGKTYTKSSHLKAH
PQALELFLNYSVTPPGE |- o oo oo

- ***

LRTHTGEKPYHCDWDGCGWKFARSDELTRHYRKHTGHRPFQCQKCDRAFSRSDHLALHMK

60
41

120
101

180
131

240
184

300
244

360
287

420
305

480
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Suppl. Fig. 7 Matched segment after sequence alignment between: (a) KIf4 and Nanog; (b) Lin28
and c-Myc; (c) Esrrb and KIf4; (d) Esrrb and c-Myc. In all the cases when the
original names were followed by “r”, the sequences were reversed.

(a)

K14 303 RPNTHDFPLGRQLPTRTTPTLSPEELLNS 331
Nanog 54 RPSSEDLPL- QGSPDSST———SPKQKLSS 78

** * *x * ** * *

KI1T4 136 SGPASAPST-CSF--SYPIRAGGDPGVAASNT 164
Nanog 171 SAPVEYPSIHCSYPQGYLVNASGSLSMWGSQT 202

** * X ** - ** -

K1F4 273  KIKQEAVPSCTVSRSLE--AHLSAGPQLS 299
Nanogr 150 KMRQNQFWTKVQKYSLNLISSLEQMQQLS 122

**k*

KI1T4 329 LLNSRDCHPG 337
Nanogr 93 LVKNEEEEPG 84

**x

KIT4 335 HPGLPLPPGFHPHPGPNYP 353
Nanogr 259  YPQL-FDEGFNHLPAANWP 242
-* * - **- *- *:*
KIf4 177 PPTAPFNLADIN 188
Nanogr 302 PPTVSYNLFLEL 291
***_ :**
(b)
Lin28 57 SMTARAGVALDPPVDVF 73
c-Myc 181 DLTAAASECIDPSV-VF 196

-=k%* * =k*x X X%k

c-Myc 294 PLVLKRCHV 302
Lin28r 205 PL-LAPSHI 218

** X X K-

c-Myc 323 KRAKLDSGRVLKQISNNRKCSSPR 346
Lin28r 180 QQAKLPCSAVMHNISQCFHCKKPQ 157

*** - - ** - *

c-Myc 224 LLSSESSPRAS 234
Lin28r 38 LLQPEDAARAA 28

** * **

c-Myc 354 DKRRTHNVLERQ---RRNELK-RSFFALRDQIPELENNEKA 390
Lin28r 100 SKKFTFEVAEGEKLSRFGEMHLKSQHVFVDVPPDLAVGARA 60

*=- * * * * K== =% - % * -k -k
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(c)

Esrrb
KIf4

Esrrb
KIf4

Esrrb
KI1f4r

Esrrb
KI1f4r

Esrrb
KI1f4r

Esrrb
KI1f4r

212
196

262
250

289
315

21
194

231
63

192
189

IVSNLLGVEQDKLY 225
FVAELLRPELDPVY 209

-x **x * * K%

PGFPSLTLGDQM 273
PNYPPF-LPDQM 360

* =k = K* k%%

VYRSLPYDDK 298
LQRGLPFDHT 306

= % Xk =-%

SSPS-SGIDALS 31
GSPSVDNIDALN 183

E E = =

DIPEGDIKALTTLCELADREL 249
DYPRGPLPPLRKMHSLEERWR 43

*x=-*k * - * * =%

ENSPYLNLP ISPPAKKPLTKIVSNLLG
DNIDALNFPATPP---PASE-RSYLLG

=% *x -k **x * * **k*k

218
167
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Suppl. Fig. 7 (d)

Esrrb 266 SLTLGDQMSLLQSAWMEILILGIVYRSLPYD-DKLAYAEDY IMDE 309

c-Myc 93 NFSTADQLEMMT————ELLGGDMVNQSFICDPDDETFIKNIIIQD 133
- E = -k *- * *- - -*- -

Esrrb 345 KALALANSDSMYIENLEA 362
c-Myc 167 RGHSVCSTSSLYLQDLTA 184

*** **

Esrrb 391 KLLWTLPLLRQTAAKAVQ 408
c-Myc 261 EIDVVSVEKRQTPAKRSE 278

**kk X%

Esrrb 15 FIKTEPSS-PSSGIDALSHHSPS-GSSDASG 43
c-Mycr 240 LVLPEPSARPSSESSLLSDSSPSFATSDSST 210
-- _***_ ***_ _ **_ *xx __**_*_
Esrrb 365 KLQDLLHEA-——--- LQDYELSQRHEEPR-—---- RAGKL 392
c-Mycr 435 RLQELKHKLQERRKRLLDKESTLKHEDAQISL1YATAKKL 396
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Suppl. Fig. 8
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Suppl. Fig. 9

Disorder score

Disorder score

Disorder score

Disorder score

Disorder prediction for effecter proteins in Quadrant Il of CH-CDF plot. (a) Sox1; (b)
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1.2

1.0 §

0.8 §

0.6 §

0.4 4

0.2 4

0.0 4

-0.2

1.2

1.0 1§

0.8 §

0.6 §

0.4 3

0.2 4

0.0 4

-0.2

1.2

1.04

0.8

0.6 §

0.4 4

0.2 4

0.0 {

-0.2

1.2

Residue

1.0 4

0.8 1

0.6 {

0.4 4

0.2 4

0.0 4

| \‘\l
NNy
L ’J ‘*

400

T T T

600 800 1000
Residue

Disorder score

Disorder score

Disorder score

Disorder score

12

104

0.8 §

0.6 §

0.4 1

0.2 §

0.0 §

-0.2 T T T T
0 100 200 300

400

Residue

1.2

1.0 4

0.8 §

0.6 4

0.4 1

0.24

0.0 §

-0.2

T T T

0 100 200 300 400

Residue

W

-— -_— - -
T

1.2

1.0 4

0.8 1

0.6

0.4 4

0.2 4

0.0 1

-0.2 T T T
100 200

T

o

300 400

Residue

h)

-_— -_—
0.2 4 T T T T
100 200

1.2

(
1.0 4

0.8 1

0.6

0.4 4

0.2 4

0.0 1

o

Residue



Electronic Supplementary Material (ESI) for Molecular BioSystems
This journal is © The Royal Society of Chemistry 2011

Suppl. Fig. 10 Disorder prediction for effector proteins in quadrant Il of CH-CDF plot. (a) Esrrb and (b)
Whnt3a. (a) AA31-AA46: LCR; AA100-AA171: Zinc finger; AA245-AA403: HOLI. (b) AA44-

AA352: WNT1.
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Suppl. Fig. 11
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Suppl. Fig. 12  Disorder prediction of Bio-marker proteins in quadrant Il of CH-CDF plot. (a) Dppa5; (b)
Fbxo15; (c) Eras; (d) Dnmt31; (e) Ecat8; (f) Gdf3; (g) Fthi17; (h) Tcl1; (i) B-catenin; (j)
Stat3; and (k) Grb2.
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