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Figure S1. Overview of pentose and glucuronate interconversions with MetPA.
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Figure S2. Overview of starch and sucrose metabolism with MetPA.
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In mitochondria (4=n=16)
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Figure S3. Overview of fatty acid elongation in mitochondria with MetPA.
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Figure S4. Overview of amino sugar and nucleotide sugar metabolism with MetPA.
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Figure S5. Overview of purine metabolism with MetPA.




