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Figure S1. High-resolution heat map of cytological
profiles clustered by similarity (Euclidean distance,
average linkage).
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compound_dose in uM_compound class

GF=-109203X_1.815, kinase inhibitor

Actinomycin D 0. 012915, Inhibits transcription

Actinomycin D _0.06465, Inhibits transcription

Anisomycin 0.1131, inhibits protein synthesis

Actinomycin D 0. 3225, Inhibits transcription

Anisomycin 0.5655, inhibits protein synthesis

Actinomycin D_1. 62, Inhibits transcription

Cycloheximide 2.67, inhibits protein synthesis

Lycorine_2.61, Inhibits protein synthesis
10-Hydroxycamptothecin 0.411, Inhibits DNA synthesis

Mitomycin C_0.4485, Inhibits DNA synthesis
5-Iodotubercidin 1.92, kinase inhibitor

K252A 0.1605, kinase inhibitor

5= Iodotubercidin 0.3825, kinase inhibitor

Ouabain_0.2565, Na+K+ATPase inhibitor

Ouabain 1.2825, Nat+K+ATPase inhibitor

Ouabain 0.01026, Na+K+ATPase inhibitor

Ouabain 0.0513, Na+K+ATPase inhibitor
10-Hydroxycamptothecin 0.08235, Inhibits DNA synthesis

Camptothecin_0.01725, Inhibits DNA synthesis

Doxorubicin 0.05175, Inhibits DNA synthesis

Etoposide 0.255, Inhibits DNA synthesis

Etoposide_1.275, Inhibits DNA synthesis

Genistein 2.88, kinase inhibitor

RO 31-8220 0. 3285 kinase inhibitor

13-cis Retinoic acid 0.03, retinoid receptor ligand
13(S)~HPODE_0.003, bioactive lipid

HBDDE_2.22, kinase inhibitor

10-Hydroxycamptothecin 2.055, Inhibits DNA synthesis

GF=-109203X_0.363, kinase inhibitor

Aphidicolin 2. 22, Inhibits DNA synthesis

Aphidicolin_ 0.4425, Inhibits DNA synthesis
5-Iodotubercidin_0.0765, kinase inhibitor

Aphidicolin 0.08865, Inhibits DNA synthesis

Triptolide 0.01665, Inhibits transcription

Triptolide 0.08325, Inhibits transcription

Camptothecin 0.0861, Inhibits DNA synthesis

Etoposide 0.051, Inhibits DNA synthesis
10-Hydroxycamptothecin_0.0165, Inhibits DNA synthesis

Aphidicolin 0.0177, Inhibits DNA synthesis

Mitomycin C_0.0897, Inhibits DNA synthesis

Mitomycin C_0.018, Inhibits DNA synthesis

RO 31-8220 0.06555, kinase inhibitor

SP-600125 3.405, kinase inhibitor

Anisomycin 0. 02265 inhibits protein synthesis

LY-83583_0.11985, guanylate cyclase inhibitor

MG-132_0. 06315, protease inhibitor
Z-Leu3-vs _0.0543, protease inhibitor

Dexamethasone 0.0153, steroid hormone

Dexamethasone 0.0765, steroid hormone

Dexamethasone 1.905, steroid hormone

Dexamethasone 0.3825, steroid hormone

Hinokitiol 0.9135, iron chelator

AG-490 2.55, kinase inhibitor

Aristolochic acid_2.205, phospholipase inhibitor

Phenoxybenzamine_ 0.4935, calmodulin inhibitor

Roscovitine_0.423, kinase inhibitor

Methotrexate 0. 354 DHFR inhibitor

Resveratrol 0.657, SIRT1 activator

Methotrexate 0. 01413, DHFR inhibitor

Methotrexate 0.07065, DHFR inhibitor

Methotrexate 1.77, DHFR inhibitor

Diphenyleneiodonium Cl_0.537, NOS inhibitor

Manumycin A _0.273, tarnesylation inhibitor

Ac-Leu-Leu-Nle-CHO 1.95, protease inhibitor

Ala-Ala-Phe-CMK_2. 205, protease inhibitor

BADGE 2.205, PPAR ligand

Cycloheximide 0.5325, inhibits protein synthesis

MG-132_0.315, protease inhibitor

MG-132 1.575, protease inhibitor

Oligomycin A 0.948, Fo ATP synthase inhibitor
Z-Leu3-vs_1. 359, protease inhibitor

HAl4-1 0.366, Bcl-2 ligand

Tanshinone IIA 0.51, AP-1 inhibitor

Ac-Leu-Leu-Nle-CHO 0 3915, protease inhibitor

Lycorine 0.522, Inhibits protein synthesis
Z-Leu3-VS_0.2715, protease inhibitor

Damnacanthal 2.655, kinase inhibitor

Quercetin 2.22, kinase inhibitor

N9=- Isopropylolomoucine 2.295, kinase inhibitor

Olomoucine_2.52, kinase inhibitor

Tyrphostin . AG-126 3.48, kinase inhibitor

Piceatannol 3.075, kinase inhibitor

Tyrphostin AG-825 1.89, kinase inhibitor

Camptothecin_2. 16, Inhibits DNA synthesis

Camptothecin_ 0.4305, Inhibits DNA synthesis

DRB_2.355, kinase inhibitor

Resveratrol 3.285, SIRT1 activator

Mycophenolic acid 2.58, Inhibits DNA synthesis

Mycophenolic acid 0.516, Inhibits DNA synthesis

Mycophenolic acid 0.10335, Inhibits DNA synthesis

Hinokitiol 4.575, iron chelator

Triptolide 0. 4155, Inhibits transcription

Roscovitine_2.115, kinase inhibitor

Triptolide_ 2.085, Inhibits transcription

Furoxan_0.801, NO donor

ICRF=193 _0. 531, Inhibits DNA synthesis

ICRF=193 2 655, Inhibits DNA synthesis

pParthenolide 0.6045, IkappaB kinase inhibitor

K252A 0.0321, kinase inhibitor

SB-415286_ 2. 085 kinase inhibitor

Cyclo [Arg-Gly-Asp-D-Phe-Val] 1.305, integrin inhibitor

Amino-1;8-naphthalimide [4-Amino-1; 8-naphthalimide] 3.54, PARP inhibitor

Amino-1;8-naphthalimide [4-Amino-1;8-naphthalimide] 0. 7065, PARP inhibitor

AG=370 2 895, kinase inhibitor

17-0ctadecynoic acid _0.03, bioactive lipid
17-0Octadecynoic acid 0.15, bioactive lipid
2-Arachidonoylglycerol 0. 006, cannabinoid receptor ligand
5;8;11-Eicosatriynoic acid_0.006, bioactive lipid
-Octadecyl 2-methylglycero-3 PC_0.03, bioactive lipid
8;9-Epoxyeicosatrienoic acid 0.003, bioactive lipid
-Formylindolo [3;2-B] carbazole 0.0012, bioactive lipid
8-EPI-prostaglandin F27_0.0012, prostaglandin

Bromo-cAMP [8-Bromo-cAMP] 0.0147, PKA activator

BADGE 0.0177, PPAR ligand

BAPTA-AM 0. 0393 Calcium ionophore

5; 6-Epoxyeicosatrienoic acid _0.0006, bioactive lipid
-Formylindolo [3;2-B] carbazole 0. 006 biocactive lipid

Phentolamine_0.10665, Potassium channels
25-Hydroxyvitamin D3 0.0012, Vitamin D receptor ligand
5;8;11-Eicosatriynoic acid | 0 0012, bioactive lipid

AGZl3 (Tyrphostin 47) 0.0273, kinase inhibitor
5(S)-HPETE_0.00012, bioactive lipid
15-Ketoeicosatetraenoic acid 0.00012, bioactive lipid

Acetyl (N)-sS-farnesyl-L-cysteine 0. 01635 farnesylation inhibitor

Aminobenzamide (3-ABA) [3-Aminobenzamide (3-ABA)]_0.0441, ADP ribose polymerase inhibitor

PAF C16_0.0012, PAF receptor ligand

Nifedipine 0.01725, Calcium channels

PAF C18:1_0.006, PAF receptor ligand

Penitrem A 0.04725, Potassium channels
16;16-Dimethyl-prostaglandin E2_0.006, prostaglandin

NS-1619 0.0165, Potassium channels

Niflumic acid 0.10635, Misc. channels

Phenamil 0.0981, Sodium channels

KT=5720 0 0014175 kinase inhibitor

EHNA HC1 0.5415, phosphodiesterase inhibitor

‘Mead ethanolamide 0.03, cannabinoid receptor ligand

CAPE_0.528, antioxidant

Indirubin 2.865, kinase inhibitor
Geldanamycin 0. 010695, HSP=-90 inhibitor
Kavain (+/=)_0.651, voltage-dependent Na channel inhibitor
PCA 4248 0.4155, bioactive lipid
Pinacidil 3.06, Potassium channels
Prostaglandin D2 0.15, prostaglandin
K252A 0.00642, kinase inhibitor
Go6976 1.98, kinase inhibitor
Anisomycin 2.82, inhibits protein synthesis
Nigericin_ 0.207, induces intracellular acidification
Indirubin=-3"' -monoxime 2.7, kinase inhibitor
BAPTA-AM 0.981, Calcium ionophore

BW-B 70C_2.37, lipoxygenase inhibitor
CAPE 2.64, antioxidant
Loperamide 1.461, Calcium channels
Bafilomycin Al _0.12045, vacuolar ATPase inhibitor
SDz-201106_1.605, sodium channels
NapSul=- Ile-Trp-CHO 1.53, protease inhibitor
Nifedipine_2.16, Calcium channels
Cerulenin_3.36, Fatty acid biosynthesis inhibitor
Phenoxybenzamine 2.475, calmodulin inhibitor
CDC_2.34, lipoxygenase inhibitor
RWJ-60475 -(AM)3_1.209, phosphatase inhibitor
Go6976_0.396, kinase inhibitor
Hoechst 33342 (cell permeable) (BisBenzimide) 0.267, DNA binding
H7_2.58, kinase inhibitor
H9 2.31, kinase inhibitor
Trichostatin-A 2.475, histone deacetylase inhibitor
Puromycin 1.4145, inhibits protein synthesis
Tosyl-Phe-CMK (TPCK) 0.426, protease inhibitor
Cytochalasin D 0.0591, actin poison
Cantharidin 0.0306, phosphatase inhibitor
Okadaic acid 0.00372, phosphatase inhibitor
NSC-95397 0.0966, phosphatase inhibitor
Latrunculin B _0.0759, actin poison
Bafilomycin Al 0.000963, vacuolar ATPase inhibitor
Bafilomycin Al 0.004815, vacuolar ATPase inhibitor
Brefeldin A 0. 02145, ARF GEF inhibitor
Brefeldin A _0.10695, ARF GEF inhibitor
Lycorine 0.1044, Inhibits protein synthesis
Thapsigargin_0.009225, Calcium channels
Thapsigargin_ 0.04605, Calcium channels
Tunicamycin_ 0.0417, protein glycosylation inhibitor
A-23187 0.0573, Calcium ionophore
Chelerythrine 0 0861, kinase inhibitor
Vinpocetine_ 2.145, phosphodiesterase inhibitor
CinnGEL 2ZMe_0.2895, phosphatase inhibitor
GW-5074 1.44, kinase inhibitor
Mycophenolic acid 0.0207, Inhibits DNA synthesis
Diphenyleneiodonium Cl1_0.02145, NOS inhibitor
Doxorubicin 0.01035, Inhibits DNA synthesis
Etoposide_ 0.0102, Inhibits DNA synthesis
Hoechst 33342 (cell permeable) (BisBenzimide) 0.0534, DNA binding
Z-Leu3-VS_0.010875, protease inhibitor
SP-600125 0.681, kinase inhibitor
Decylubiquinone 0.465, inhibits mitochondrial permeability pore opening
2-APB 3.33, IP3 receptor blocker
PD 98059 2.805, kinase inhibitor
Phenanthridinone [6(5H)~Phenanthridinone]_ 3.84, PARP inhibitor
Cyclopiazonic acid 2.235, Calcium channels
Nimodipine_ 1.785, Calcium channels
Calphostin C_0. 0948 kinase inhibitor
AG-879 0.474, kinase inhibitor
Calphostin C_0.0189, kinase inhibitor
Fipronil 1.71, Misc. channels
Cyclosporin A _0.624, prolyl cis-trans isomerase inhibitor
Phenamil_ 2. 46, SOdium channels
FK-506 _0.933, prolyl cis-trans isomerase inhibitor
Rapamycin_ 0.8205, prolyl cis-trans isomerase inhibitor
Tyrphostin-8_4.41, calcineurin inhibitor
LY-294002_2.445, kinase inhibitor

SB-431542 1.95, kinase inhibitor
YC-1 2.46, Hif-1 inhibitor
Bay K-8644 2.1, Calcium channels
Tamoxifen 0. 4035, estrogen antagonist
Capsazepine 0.3975, vanilloid receptor ligand
Monastrol 2.565, Eg5 inhibitor
Piceatannol 0.6135, kinase inhibitor
Wortmannin_| 0.3495, kinase inhibitor
Cerulenin 0.672, Fatty acid biosynthesis inhibitor
H9_0.462, kinase inhibitor
Manoalide 0.36, phospholipase inhibitor
Rottlerin 0.291, kinase inhibitor
valinomycin 0. 135, mitochondrial uncoupler
Cytochalasin D_0.01182, actin poison
GO6976_0.07935, kinase inhibitor
AG-1296 2.82, kinase inhibitor
Bromo-?-nitroindazole [3-Bromo-7-nitroindazole]_3.105, NOS inhibitor
AG-1296_0.564, kinase inhibitor

SP-600125 0. 1362 kinase inhibitor
AG-1296 0.11265, kinase inhibitor

zardaverine 0. 1119, phosphodiesterase inhibitor
zardaverine 0.02235, phosphodiesterase inhibitor
Acetyl (N)-S-farnesyl-L-cysteine 0.408, farnesylation inhibitor
B581_0.318, farnesylation inhibitor
TRIM 0. 7065 bNOS/NOS inhibitor
MBCQ 0. 4785, phosphodiesterase inhibitor
Procainamide 0.6375, Sodium channels
BADGE 0.441, PPAR ligand
Dantrolene 0 477, Calcium channels
Dipyridamole 0. 297 phosphodiesterase inhibitor
Propatfenone 0. 4395, Potassium channels
Niflumic acid_2.655, Misc. channels
TRIM 3.54, bNOS/NOS inhibitor
Nitedipine 0.4335, Calcium channels
Ro 20-1724 0. 5385, phosphodiesterase inhibitor
zardaverine 0.5595, phosphodiesterase inhibitor
Dipyridamole 1.4865, phosphodiesterase inhibitor
Ro 20-1724 2.7, phosphodiesterase inhibitor
Zardaverine 2. 79, phosphodiesterase inhibitor
GW-5074 0.288, kinase inhibitor
Genistein 0. 576 kinase inhibitor
Phenanthridinone [6(5H)=Phenanthridinone] 0.768, PARP inhibitor
YC-1 0.4935, Hif-1 inhibitor
PD 98059 0.561, kinase inhibitor
Cycloheximide 0 10665, inhibits protein synthesis
Cycloheximide 0.0213, inhibits protein synthesis
Nigericin 0.0414, induces intracellular acidification
FCCP_0.11805, mitochondrial uncoupler
Tyrphostin 9 0.1062, kinase inhibitor
valinomycin 0.0054, mitochondrial uncoupler
Valinomycin 0.027, mitochondrial uncoupler
Oligomycin A 0. 00759, Fo ATP synthase inhibitor
Pepstatin 0.008745, protease inhibitor
Tanshinone IIA 0.10185, AP-1 inhibitor
Cytochalasin B_0.3135, actin poison
Bafilomycin Al 0.02415, vacuolar ATPase inhibitor
Brefeldin A 0. 5355, ARF GEF inhibitor
Brefeldin A_ _2.67, ARF GEF inhibitor
Tetrandrine 1. 2045 Calcium channels
Blebbistatin 2. 565, myosin II inhibitor
AM 92016 1.545, Potassium channels
Amiodarone 1.0995, Calcium channels
rmethrin 1.8, calcineurin inhibitor
AGl1478 2.13, kinase inhibitor
Nicardipine 1.4535, Calcium channels
Clozapine_2.295, dopamine antagonist
Paxilline 1. 725, Potassium channels
Benzamil 2.1, Calcium channels
MY-5445 2. 265, phosphodiesterase inhibitor
Trequinsin 1.845, phosphodiesterase inhibitor
Alamethicin 0.07635, ionophore
Capsacin(E)_2.46, vanilloid receptor ligand
Fluspiriline 0.315, Potassium channels
Thapsigargin 0.231, Calcium channels
Monensin_0.216, Na+ ionophore
FCCP_0. 5895, mitochondrial uncoupler
Tyrphostin 9 0.531, kinase inhibitor

2; 5-Ditertbutylhydroquinone 0.675, ER Cat++ ATPase inhibitor
Wiskostatin 0.3525, N-WASP inhibitor
Tunicamycin 0.2085, protein glycosylation inhibitor
PPl _0.5325, kinase inhibitor
PP2_0.4965, kinase inhibitor
Prazocin 1.95, alpha adrenergic agonist
Monensin 1.083, Nat+ ionophore
PCA 4248 2.07, bioactive lipid
Rottlerin 1. 452 kinase inhibitor
valinomycin 0. 675, mitochondrial uncoupler
H7_0.5145, kinase inhibitor
HA-1004_0.5115, kinase inhibitor
H-89 0.336, kinase inhibitor
HA1077_0. 4125 kinase inhibitor
SB 202190 0. 453 kinase inhibitor
Y-27632_0.606, kinase inhibitor
Phorbol 12 myristate 13 acetate_0.243, PKC activator
Cyclopiazonic acid 0.4455, Calcium channels
SB 203580 1.98, kinase inhibitor
Tunicamycin 0. 008355, protein glycosylation inhibitor
Cyclo [Arg-Gly-Asp-D-Phe-Val] 0.261, integrin inhibitor
OBAA 0.3495, phospholipase inhibitor
OBAA_1.755, phospholipase inhibitor
N;N-Dimethylsphingosine 0.15, sphingosine kinase inhibitor
RK-682 _2.04, phosphatase inhibitor
SB 202190 _2.265, kinase inhibitor
Y-27632_3.03, kinase inhibitor
U73122 1.62, phospholipase inhibitor
N-Linoleoylglycine 0.03, cannabinoid receptor ligand
PAF C18:1_0.03, PAF receptor ligand
SQ-29548 0.03, bioactive lipid
Diphenyleneiodonium Cl _0.10755, NOS inhibitor
5-Iodotubercidin 0.0153, kinase inhibitor
17-Allylamino-geldanamycin 0.010245, HSP=-90 inhibitor
17-Allylamino-geldanamycin_0.05115, HSP-90 inhibitor
Geldanamycin_ 0.05355, HSP-90 inhibitor
Trichostatin-A 0.0198, histone deacetylase inhibitor
Trichostatin-A 0. 09915 histone deacetylase inhibitor
Nocodazole_0. 01995, microtubule poison
Taxol = Paclitaxel 0.00702, microtubule poison
Taxol = Paclitaxel 0.0351, microtubule poison
SKF-96365_0.0819, Calcium channels
HA1077 2.055, kinase inhibitor
17-Allylamino-geldanamycin 0.2565, HSP=90 inhibitor
17-Allylamino-geldanamycin_1.281, HSP-90 inhibitor
CA-074-Me_1.89, protease inhibitor
Calpeptin 2.07, protease inhibitor
MDL-28170_1. 965, protease inhibitor
GW-9662 2.715, PPAR ligand
HA-1004 2.55, kinase inhibitor
Indirubin-3' -monoxime 0.5415, kinase inhibitor
Quercetin_0.444, kinase inhibitor
Geldanamycin 0. 267 HSP-90 inhibitor
RG-14620_0.5445, kinase inhibitor
Oligomycin A 0. 189, Fo ATP synthase inhibitor
SU-4312 0.567, kinase inhibitor
Trichostatin-A 0.4965, histone deacetylase inhibitor
Nocodazole_2. 49, microtubule poison
Nocodazole 0.498, microtubule poison
Geldanamycin 1.338, HSP=-90 inhibitor
CGP-37157_2.31, inhibitor of mitochondrial Nat+Ca+Z exchange
SKF-96365_2.04, Calcium channels
RG-14620 2.73, kinase inhibitor
Estradiol 2. 76, microtubule poison
SU-4312 2.835, kinase inhibitor
Nitrendipine 2 085, Calcium channels
SKF=-96365_0.4095, Calcium channels
Taxol = Paclitaxel 0.879, microtubule poison
Estradiol_ 0.5505, microtubule poison
vinblastine 0.165, microtubule poison
Taxol = Paclitaxel 0.1755, microtubule poison
Vinblastine 0.825, “microtubule poison
Wortmannin_ 1.755, kinase inhibitor
Nocodazole 0. 0996, microtubule poison
Vinblastine 0.0066, microtubule poison
Vinblastine 0.033, microtubule poison
Cytochalasin D_0.2955, actin poison
Latrunculin B_ 0.3795, actin poison
Cantharidin 0.153, phosphatase inhibitor

3; 4-Dichloroisocoumarin 3.495, protease inhibitor
Curcumin 2.04, NFkappaB inhibitor
Shikonin 0. 5205, protease inhibitor
Diphenyleneiodonium Cl1_2.685, NOS inhibitor
FCCP_2.955, mitochondrial uncoupler

3; 4-Dichloroisocoumarin 0.6975, protease inhibitor
Furoxan 4.005, NO donor

Ionomycin 1. 104 Calcium ionophore
Mastoparan_ 0. 444 activates heterotrimeriuc GTPases
Trifluoperazine_ 1 56, dopamine antagonist
Dichlorobenzamil 1. 77 Calcium channels
Nigericin_1.035, induces intracellular acidification
NS-1619_2.07, Potassium channels
A-3 2.64, kinase inhibitor
Cytochalasin B_1.56, actin poison
Cytochalasin D_1.4775, actin poison
E6 Berbamine 0. .99, calmodulin inhibitor
H-89 1.68, kinase inhibitor
Juglone 4,305, PIN1l inhibitor
Latrunculin B_1.89, actin poison
Manumycin A 1.362, farnesylation inhibitor
ML9 2.31, kinase inhibitor
ML7 1.8, kinase inhibitor
w7 1. 995, calmodulin inhibitor
Tunicamycin 1.044, protein glycosylation inhibitor
Mitomycin C_2.25, Inhibits DNA synthesis
LY-83583 3, guanylate cyclase inhibitor
Staurosporine_1.605, kinase inhibitor
LY-83583_0.6, guanylate cyclase inhibitor
Staurosporine 0.321, kinase inhibitor
Puromycin_0.05655, inhibits protein synthesis
Staurosporine 0. 012855 kinase inhibitor
Staurosporine 0.06435, kinase inhibitor



