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Table S3 Top 5 ranked candidate genes on 12 chromosomal regions.

ADS5

ADG6

AD7

AD8

AD9

AD10

AD11

AD12

AD13

AD14

AD15

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

Literature

Gene

MGP

PTEN

[3,4]

YME1L1

BMP2

CALR

CUL1

CDKN2A

[19,20]

CLU

[22,23]

APH1A TNFRSF14

NOS1AP

TF

GRIN2B

[1,2]

RBP4

[5,6]

CUL2

CSNK2A1

ICAMS5

NOS3

RPS6

EIFAEBP1

[24,25]

KIFAP3

RUVBL1

KRAS

RBP30

ITGB1

MKKS

[10,11]

ELAVL1

CDK5

[16-18]

BAG1

LPL

[26,27]

ISG15

DHX9

RYK

STRAP

PAX2

VIM
[7]
CHGB
[12]
LDLR
[13-15]

BRAF

VLDLR
[21]
PTK2B
[28]

SDF4

F5

RNF7

ETV6

PDLIM1

KIF5B

[8,9]

FKBP1A

RAD23A

ZNF746

CREB3

ERLIN2

PRKCZ

[29,30]

RNF2

XRN1




Literature [31-33] — — — [34]

Gene RPS4X NONO GPRASP1 DIAPH2 BTK
AD16
Literature — — — — [35]

Reference

[1] Nicole C Allen1, Sachin Bagadel, Matthew B McQueen2, John P A loannidis3,4,5, Fotini K
Kavvoura3, Muin J Khoury6, Rudolph E Tanzil & Lars Bertram1 Nature Genetics 40, 827 - 834
(2008) Systematic meta-analyses and field synopsis of genetic association studies in
schizophrenia: the SzGene database

[2] Jason L. Steina, Xue Huaa, Jonathan H. Morraa, Suh Leea, Derrek P. Hibara, April J. Hoa, Alex D.
Leowa, b, Arthur W. Togaa, Jae Hoon Sulc, Hyun Min Kangd, Eleazar Eskinc, e, Andrew J. Saykinf, g,
Li Shenf, Tatiana Foroudg, Nathan Pankratzg, Matthew J. Huentelmanh, David W. Craigh, Jill D.
Gerberh, April N. Allenh, Jason J. Corneveauxh, Dietrich A. Stephanp, Jennifer Websterh, Bryan M.
DeChairoi, Steven G. Potkinj, Clifford R. Jack Jr.k, Michael W. Weinerl, m, n, o, Paul M. Thompsona,
Neurolmage Volume 51, Issue 2, June 2010, Pages 542-554 Genome-wide analysis reveals
novel genes influencing temporal lobe structure with relevance to neurodegeneration in
Alzheimer's disease

[3] Michael T. Linl & M. Flint Beall Nature 443, 787-795 (19 October 2006) Mitochondrial
dysfunction and oxidative stress in neurodegenerative diseases

[4] Margit Rosner, Michaela Hanneder, Nicol Siegel, Alessandro Valli, Christiane Fuchs, Markus
Hengstschl?ger Mutation Research/Reviews in Mutation Research Volume 659, Issue 3,
September—October 2008, Pages 284—292 The mTOR pathway and its role in human genetic
diseases

[5] Ann B. Goodman* Journal of Cellular Physiology > Vol 209 Issue 3 Retinoid receptors,
transporters, and metabolizers as therapeutic targets in late onset Alzheimer disease

[6] Dimitrios Avramopoulos Neurobiology of Aging Volume 32, Issue 12, December 2011, Pages
2319.e27-2319.e34 Gene expression reveals overlap between normal aging and Alzheimer's
disease genes

[7] Ka Ka Ting, Bruce J Brew and Gilles J Guillemin Journal of Neuroinflammation2009, 6:36
doi:10.1186/1742-2094-6-36 Effect of quinolinic acid on human astrocytes morphology and
functions: implications in Alzheimer's disease

[8] Dick Terwel, llse Dewachter, and Fred Van Leuven NeuroMolecular Medicine
ISSN1535-1084/02/02:151-165 Axonal Transport, Tau Protein, and Neurodegeneration in
Alzheimer’s Disease

[9] Gorazd B. Stokin and Lawrence S.B. Goldstein Biochemistry Vol. 75: 607-627 (Volume
publication date July 2006) Axonal Transport and Alzheimer's Disease

[10] Ferrer, R. Blanco, M. Carmona and B. Puig Neuropathology and Applied
Neurobiology(2001), 27,343+351 Phosphorylated c-MYC expression in Alzheimer disease, Pick's
disease, progressive supranuclear palsy and corticobasal degeneration

[11] Lenka Munoz, Alaina J. Ammit Neuropharmacology 58 (2010) 561e568  Targeting p38
MAPK pathway for the treatment of Alzheimer's disease



[12] Wei Kong, Xiaoyang Mou, Qingzhong Liu, Zhongxue Chen, Charles R Vanderburg, Jack T
Rogers and Xudong Huang Molecular Neurodegeneration2009, 4:5 doi:10.1186/1750-1326-4-5
Independent component analysis of Alzheimer's DNA microarray gene expression data

[13] Rangaraj K. Gopalraj, Haiyan Zhu, Jeremiah F. Kelly, Marta Mendiondo, Joseph F. Pulliam,
David A. Bennett, Steven Estus Neurobiology of Aging 26 (2005) 1-7 Genetic association of
low density lipoprotein receptor and Alzheimer’s disease

[14] Giancarlo V. De Ferrari, Andreas Papassotiropoulos, Travis Biechele, Fabienne Wavrant
De-Vrieze, Miguel E. Avila, Michael B. Major, Amanda Myers, Katia Sa ‘ez, Juan P. Henri'quez,
Alice Zhao,M. Axel Wollmer, Roger M. Nitsch, Christoph Hock, Chris M. Morris, John Hardy, and
Randall T. Moon Biological Sciences PNAS May 29, 2007 vol. 104 no. 22 9434-9439 Common
genetic variation within the Low-Density Lipoprotein Receptor-Related Protein 6 and late-onset
Alzheimer’s disease

[15] Jungsu Kim, Jacob M. Basak, and David M. Holtzman Volume 63, Issue 3, 13 August 2009,
Pages 287—-303 The Role of Apolipoprotein E in Alzheimer’s Disease

[16] Li-Huei Tsai, Ming-Sum Lee, Jonathan Cruz Biochimica et Biophysica Acta 1697 (2004) 137 —
142  Cdk5, a therapeutic target for Alzheimer’s disease?

[17] Yutaka Uchida, Toshio Ohshima, Yukio Sasaki, Hiromi Suzuki,Shigeki Yanai, Naoya Yamashita,
Fumio Nakamura, Kohtaro Takei, Yasuo lhara, Katsuhiko Mikoshiba, Papachan Kolattukudy,
Jerome Honnorat and Yoshio Goshima Genes to Cells Volume 10, Issue 2, Article first
published online: 25 JAN 2005 Semaphorin3A signalling is mediated via sequential Cdk5 and
GSK3Bphosphorylation of CRMP2: implication of common phosphorylating mechanism
underlying axon guidance and Alzheimer’s disease

[18] Jonathan C. Cruz and Li-Huei Tsai TRENDS in Molecular Medicine Vol.10 No.9 September
2004 Cdk5 deregulation in the pathogenesis of Alzheimer’s disease

[19] S. Z" uchner, J. R. Gilbert, E. R. Martin, C. R. Leon-Guerrero,P.-T.Xu, C. Browning, P. G.
Bronson,P. Whitehead, D. E. Schmechel,J.L.Haines and M. A. Pericak-Vance Annals of Human
Genetics Volume 72, Issue 6, Article first published online: 28 AUG 2008 Linkage and
Association Study of Late-Onset Alzheimer Disease Families Linked to 9p21.3

[20] Enzo Emanuele, Simone Lista, Roberta Ghidoni, Giuliano Binetti, Cristina Cereda,Luisa
Benussi, Raffaele Maletta, Amalia C. Bruni, Pierluigi Politi Neurobiology of Aging 32 (2011)
1231-1235 Chromosome 9p21.3 genotype is associated with vascular dementia and
Alzheimer’s disease

[21] H. YAMANAKA, K. KAMIMURA,H. TANAHASHI, K.TAKAHASHI, T. ASADA, AND T. TABIRA
Neurobiology of Aging, Vol. 19, No. 1S, pp. S43-546, 1998 Genetic Risk Factors in Japanese
Alzheimer’s Disease Patients:al-ACT, VLDLR, and ApoE

[22] Jean-Charles Lambert, Simon Heath etc. Nature Genetics 41, 1094 - 1099 (2009)
Genome-wide association study identifies variants at CLU and CR1 associated with Alzheimer's
disease

[23] Denise Harold, Richard Abraham etc. Nature Genetics 41, 1088 - 1093 (2009)
Genome-wide association study identifies variants at CLU and PICALM associated with
Alzheimer's disease

[24] M. A. Nalls&R. J. Guerreiro&J. Simon-Sanchez&)J. T. Bras&B. J. Traynor&J. R. Gibbs&L.
Launer&J. Hardy&A. B. Singleton Neurogenetics (2009) 10:183-190 Extended tracts of
homozygosity identify novel candidate genes associated with late-onset Alzheimer’s disease



[25] Li X, Alafuzoff |, Soininen H, Winblad B, Pei JJ. FEBS J 2005;272:4211-4220. Levels
of mTOR and its downstream targets 4E-BP1, eEF2, and eEF2 kinase in relationships with tau in
Alzheimer’s disease brain

[26] Larry Baum, Lan Chen etc. American Journal of Medical Genetics (Neuropsychiatric
Genetics) 88:136—139 (1999) Lipoprotein Lipase Mutations and Alzheimer’s Disease

[27] IJ Martins, E Hone, JK Foster,SISu"nram-Lea, A Gnjec, SJ Fuller, D Nolan, SE Gandy and RN
Martins Molecular Psychiatry (2006) 11, 721-736 Apolipoprotein E, cholesterol
metabolism, diabetes, and the convergence of risk factors for Alzheimer’s disease and
cardiovascular disease

[28] MI Kamboh, FY Demirci, X Wang etc. Citation: Transl Psychiatry (2012) 2, el17
Genome-wide association study of Alzheimer’s disease

[29] Jason J. Corneveaux, Winnie S. Liang, Eric M. Reiman etc. Neurobiology of Aging 31
(2010) 901-909 Evidence for an association betweenKIBRAand late-onset Alzheimer’s
disease

[30] P. SAETRE,E. JAZIN,ANDL. EMILSSON SYNAPSE 65:971-974 (2011) Age-Related
Changes in Gene Expression are Accelerated in Alzheimer’s Disease

[31] Kazuhiko Namekata ¢ Masaki Imagawa e Akiro Terashi eShigeo Ohta ¢ Fumitaka Oyama e
Yasuo lhara Hum Genet (1997) 101 :126-129 Association of transferrin C2 allele with
late-onset Alzheimer’s disease

[32] A. Rocchi, S. Pellegrini, G. Siciliano, L. Murri Brain Research Bulletin 61 (2003) 1-24
Causative and susceptibility genes for Alzheimer’s disease: a review

[33] K J H Robson, D J Lehmann, V L C Wimhurst, K J Livesey, M Combrinck, A T
MerryweatherClarke, D R Warden, A D Smith J Med Genet2004;41:261-265 Synergy
between the C2 allele of transferrin and the C282Y allele of the haemochromatosis gene (HFE) as
risk factors for developing Alzheimer’s disease

[34] Samantha L Rosenthall, Xingbin Wang, F Yesim Demirci, Michael M Barmada, Mary Ganguli,
Oscar L Lopez3, 4, M llyas Kamboh Am J Neurodegener Dis 2012;1(2):191-198
Beta-amyloid toxicity modifier genes and the risk of Alzheimer’s disease

[35] K. Takahashi, C. Uchida, R.-W. Shin, K. Shimazaki and T. Uchida Cell. Mol. Life Sci. 65
(2008) 359 - 375 Prolyl isomerase, Pinl: new findings of post-translational modifications and
physiological substrates in cancer, asthma and Alzheimers disease



