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Supplementary Figures

Figure S1. Annotated MS/MS spectrum of SSTSASSNYCNQMMK-CR after
trypsin digestion

Obsenred=10326 42(2+) M=2070.82 baseP eak (m/z=1012 fintensity=706E) TIC=171401 peaksCount=1240
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Figure S2. Annotated MS/MS spectrum of QHMDSSTSAASSSNYCNQMMK-CR after Asp-

N/C and trypsin digestion

Observed=261.6803+) MW=2552.01 baseFeak (m/z=1159 8fintensity=77578) TIC=7 38086 peaksCount=10G3

OQHMDSSTSAASSSNYCNOQMMK
|

CR
18pT
18P
VTR iEas
100 bk H2 0 s
04 1054,
intensity(%) YlﬁpYEp —+ Bz
pr+32 Y]Zp -+
B 3 AR+ . ap® g
4343 g H
- 5 V143455 Bl - - -
T B 8 ¥, 1z
3 Tsa 313 ) 833 ; [ m0s 3 P 3
e e P il L e s weer s wor
300 400 s00 600 700 800 1000 1400 1200 1300 1400 4500 1600 1700

¥1dp®

171365

1800

m/iz



Figure S3. Annotated MS/MS spectrum of SSTSAASSSNYCNQMMK-CRETGSSK after Asp-

N/C and trypsin digestion

Obsened=287 71(34+) MW=2660.10 basePeak {m/z=1114.8/intensitby=12361) TIC=240492 peaksCount=1333
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Figure S4. Annotated MS/MS spectrum of QHMDSSTSAASSSNYCNQMMK-CRETGSSL
after Asp-N/C and trypsin digestion

Obzemned=793.830H) MW=3171.29 bazeP eak (m/z=970 1fintenzity=15205) TIC=207173 peaksCount=1171
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Figure S5. Annotated MS/MS spectrum of CKPVNTFVHESLA-YPNCAYK after Asp-N/C and
trypsin digestion

Observed=1150.58(2+) M=2200.10 basePeak (m/z=1106 4intensity=122242) TIC=1202102 peakzCount=1421
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Figure S6. Annotated MS/MS spectrum of CKPVNTFVHESLAD-YPNCAYK after Asp-N/C
and trypsin digestion

Obsenved=1208.07(2+) Mi=2414 132 baseFeak (msz=1141 Q/intensity=113022) TIC=124528Z peaksCount=1326
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Figure S7. Annotated MS/MS spectrum of RCKPVNTFVHESLA-YPNCAYK after Asp-N/C
and trypsin digestion

Obsenved=219 41(3+) MW=2455 20 basePeak (miz=784 2/inte nsity=218553) TIC=2221135 peaksCount=1028
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Figure S8. Annotated MS/MS spectrum of CK-YPNCAYK after Asp-N/C and trypsin digestion

Obsenred=552 24(2+) M=1104.47 bazeFeak (miz=544.5fintensity=22215600) TIC=632221032 peaksCount=512
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Figure S9. Annotated MS/MS spectrum of RCK-YPNCAYK after Asp-N/C and trypsin

digestion

Observed=631.28(2+) Mi=1260.57 basePeak (miz=5622 S/intensib=300236) TIC=1335544 peaksCount=545
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Figure S10. Annotated MS/MS spectrum of DRCK-YPNCAYK after

digestion
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Obsene d=G235.81(2+) Mii=1375 .60 baseP e ak (m/z=G20.0finte nsity=109523) TIC=0605992 peaksCount=731
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Figure S11. Annotated MS/MS spectrum of CKPVNTFVHESLA-ETGSSKYPNCAYK after
Asp-N/C and trypsin digestion

Obsened=0G3.8003+) MW=2555 37 baseP eak (m/z=028 Gfinte nsity=42381) TIC=453553 peaksCount=1085
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Figure S12. Annotated MS/MS spectrum of CK-YPNCAYKTTQANK after Asp-N/C and
trypsin digestion

Obsered=274.9102+) M=1747 20 bazePeak (m/z=057 S/intensity=3254) TIC=231643 peaksCount=1032
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Figure S13. Annotated MS/MS spectrum of CKPVNTFVHESLA-YPNCAYKTTQANK after
Asp-N/C and trypsin digestion

Obsenred=726 61(4+) MU=2042 42 baseFeak (mfz=622 Qfintensity=21024) TIC=172002Z peaksCount=1074
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Figure S14. Annotated MS/MS spectrum of NVACK-NGQTNCYQSYSTMSIT after Asp-N/C

and trypsin digestion

Obserced=1185.0102+) MW=2222.00 basePeak (m/z=1105 Ffintensity=372318) TIC=331087 peaksCount=1272
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Figure S15. Annotated MS/MS spectrum of NVACK-NGQTNCYQSYSTMSITD after Asp-N/C

and trypsin digestion

Obzerved=1222 5202+) Mii=2443 03 bazeP e ak (mfz=1105 8/ inte nsity=24086) TIC=505340 peaksCount=1440
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Figure S16. Annotated MS/MS spectrum of NVACKNGQTNCYQSYSTMSIT after Asp-N/C

and trypsin digestion

Obsened=1156.00(2+) M=2302.99 basePeak (miz=1087 2fintensitb=21813) TIC=304742 peaksCount=1199

1
NVACKNGOTNCYQSYSTMSIT

100
b0+
10965
intensity(3%)
b14
v wE 8727
b1
bi4 b1
” A 7 b1 biz 1422.6 b7 pia
JERS ciag B304 s0as  GE96 1314 1254.5 1509.7 1759.8 15605 a9t
0 AP I AV R A i P | 1 | |
mz
500 600 700 s00 00 1000 1100 4200 1300 4400 1500 1600 1700 1800 1900 2000



Figure S17. Annotated MS/MS spectrum of NVACKNGQTNCYQSYSTMSITD after Asp-N/C

and trypsin digestion
Observed=1212.52(2+) MW=242502 baseP eak (m/z=1087 Sfintensity=7623) TIC=212325 peaksCount=1252
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Figure S18. Annotated MS/MS spectrum of VQAVCSQK-HIIVACEGNPYVPVHF after Asp-

N/C and trypsin digestion

Obszened=885 45(3+) M=2653 34 bazePeak (miz=1202 9finte nsity=150453) TIC=1772728 peaksCount=1095
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Figure S19. Annotated MS/MS spectrum of VQAVCSQK-HIIVACEGNPYVPVHF after Asp-

N/C and trypsin digestion

Observed=922 7903+ MW=2752 .26 baseP e ak (m/z=1260.5/intensity=259220) TIC=3542022 peaksCount=1162
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Figure S20. Annotated MS/MS spectrum of VQAVCSQK-HIIVACEGNPYVPVHFDASV after

Asp-N/C and trypsin digestion

Observed=1000.51(3+) M=2025.51 baseF eak (miz=1072 Sfintensity=7771) TIC=152412 peaksCount=1065

VOAVCSAQK
|
HIIVACEGNPYVPVHFDASY
PB4+ PRy 18+
10783 ;
100 1353.0
P13+
vE Prhe &0
FMlgaaz vl
330.3
P 15034
. . |
intensity(3) PB17(34) il B5p -
o Y:E+32 - afaad1a 1230;5 YP?‘wTH .
T3 pg b5 : i ' Fhi++ B et PvISH ases 1Y
A ' : . . ; ; Py 1644 -
! ! - 1it0 - \'isp +pr
b3 ; bt i . B T WLHZ 02 Pb‘mesmss BPTpm 194
BS . 45:,34 \,:5 53!6‘:””69359 : 613'Tsi1r ;3:3 ’ sa1 2413 T
35“ . e 2 I_ : ; ; J‘
2332 333-1 4T
Jee [pems P s e 1 e LTI | AIPALY WY N
. . . ; T . T . : : T : T . T . . : T . T . T .
300 400 s00 600 700 800 900 1000 1100 1200 1300 1400

11



Figure S21. Annotated MS/MS spectrum of VQAVCSQK-TTQANKHIIVACEGN PYVPVHF
after Asp-N/C and trypsin digestion

Observed=225 A7+ M=3208 65 baseP e ak (m/=724.dintensit=144G) TIC=60754 peaksCount=1056
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Figure S22. Annotated MS/MS spectrum of VQAVCSQK-TTQANKHIIVACEG NPYVPVHFD
after Asp-N/C and trypsin digestion

Obsenved=253 93(4+) Mi=3411 69 baseP e ak (m/z=814.6/inte nsity=139323) TIC=45662349 peaksCount=1329
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Figure S23. Annotated MS/MS spectrum of DVQAVCSQK-HIIVACEGNPYVPVHFD
Asp-N/C and trypsin digestion

Obszerved=721.880d+) M'=28232 28 basePeak (miz=758 Afintensih=5235) TIC=05130 peaksCount=1018
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Figure S24.  Annotated

MS/MS  spectrum  of
HIIVACEGNPY VPVHF after Asp-N/C and trypsin digestion
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Figure S25. Annotated MS/MS  spectrum of PVNTFVHESLADVQAVCSQK-
HIIVACEGNPYVPVHEFD after Asp-N/C and trypsin digestion

Obsened=1360.3403+) MIW=4072.01 baseP e ak (miz=1733 Sfintensit=3209) TIC=G5463 peaksCount=1066
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Figure S26. Annotated MS/MS spectrum of PVNTFVHESLADVQAVCSQK-HIIVACEGN

PYVPVHEF after Asp-N/C and trypsin digestion

Observed=1446 05(3+) Mi=4335.13 baseP eak (m/z=1354.7 fintensity=162) TIC=2622 peaksCount=424
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