
TargetID DEFINITION SYMBOL Transcript Cluster pvalue(LEC6W/LEA6W) Fold(LEC6W/LEA6W) pvalue(LEC12W/LEA12W) Fold(LEC12W/LEA12W) pvalue(LEC24W/LEA24W) Fold(LEC24W/LEA24W) SEARCH_KEY ILMN_GENE Function

ILMN_1354331Rattus norvegicus acetylserotonin O-methyltransferase (Asmt), mRNA. Asmt NM_144759.1 Cluster 6 1.00 1.05 1.00 -1.01 0.00 -7.31 GI_21426784‐S ASMT Neuronal development and activity
ILMN_1352642Rattus norvegicus secreted phosphoprotein 1 (Spp1), mRNA. Spp1 NM_012881.1 Cluster 9 1.00 -1.17 1.00 -2.92 0.00 -5.21 GI_6981579‐S SPP1 Neuronal development and activity
ILMN_1372022Rattus norvegicus GTP cyclohydrolase 1 (Gch1), mRNA. Gch1 NM_024356.1 Cluster 6 0.81 -1.94 1.00 -1.58 0.00 -5.20 GI_13242244‐S GCH1 Neuronal development and activity
ILMN_1374850Rattus norvegicus solute carrier family 6 (neurotransmitter transporter, glycine), member 5 (Slc6a5), mRNA. Slc6a5 NM_203334.1 Cluster 9 1.00 -1.71 1.00 -2.36 0.01 -3.96 GI_42627862‐S SLC6A5 Neuronal development and activity
ILMN_1373511Rattus norvegicus potassium voltage-gated channel, subfamily H (eag-related), member 6 (Kcnh6), mRNA. Kcnh6 NM_053937.1 Cluster 6 1.00 1.39 1.00 1.04 0.00 -3.91 GI_16758817‐S KCNH6 Neuronal development and activity
ILMN_1365900PREDICTED: Rattus norvegicus orthodenticle homolog 2 (Drosophila) (Otx2), mRNA. Otx2 XM_001057814 Cluster 6 1.00 1.32 1.00 -1.23 0.00 -3.68 GI_62661288‐S OTX2 Neuronal development and activity
ILMN_1359890Rattus norvegicus cholinergic receptor, nicotinic, beta polypeptide 4 (Chrnb4), mRNA. Chrnb4 NM_052806.1 Cluster 6 1.00 1.11 1.00 -1.09 0.00 -3.56 GI_16258820‐S CHRNB4 Neuronal development and activity
ILMN_1361614Rattus norvegicus potassium inwardly-rectifying channel, subfamily J, member 14 (Kcnj14), mRNA. Kcnj14 NM_170718.1 Cluster 6 1.00 1.21 1.00 -1.01 0.00 -3.33 GI_24962813‐S KCNJ14 Neuronal development and activity
ILMN_1366084Rattus norvegicus ATPase, Na+/K+ transporting, beta 2 polypeptide (Atp1b2), mRNA. Atp1b2 NM_012507.2 Cluster 6 0.60 1.70 1.00 -1.34 0.00 -2.84 GI_56799389‐S ATP1B2 Neuronal development and activity
ILMN_1372854Rattus norvegicus arginine vasopressin (Avp), mRNA. Avp NM_016992.1 Cluster 6 0.00 2.28 1.00 -1.04 0.13 -2.80 GI_8392949‐S AVP Neuronal development and activity
ILMN_1352975Rattus norvegicus alpha-2-macroglobulin (A2m), mRNA. A2m NM_012488.1 Cluster 6 1.00 -1.30 1.00 -1.31 0.01 -2.79 GI_6978424‐S A2M Neuronal development and activity
ILMN_1369426Rattus norvegicus carbonic anhydrase 8 (Car8), mRNA. Car8 NM_001009662 Cluster 6 1.00 -1.03 1.00 -1.61 0.02 -2.60 GI_57527116‐S CAR8 Neuronal development and activity
ILMN_1371400Rattus norvegicus tachykinin 1 (Tac1), mRNA. Tac1 NM_012666.1 Cluster 1 0.00 4.26 0.09 2.72 0.14 -2.31 GI_6981625‐S TAC1 Neuronal development and activity
ILMN_1349908Rattus norvegicus amiloride-sensitive cation channel 4, pituitary (Accn4), mRNA. Accn4 NM_022234.1 Cluster 1 0.00 4.32 1.00 1.02 0.86 -2.23 GI_11560031‐S ACCN4 Neuronal development and activity
ILMN_1376604Rattus norvegicus S100 calcium binding protein A1 (S100a1), mRNA. S100a1 NM_001007636 Cluster 1 0.00 3.93 1.00 -1.30 0.36 -2.09 GI_56090266‐A S100A1 Neuronal development and activity
ILMN_1369946Rattus norvegicus zinc finger protein 238 (Zfp238), mRNA. Zfp238 NM_022678.1 Cluster 2 0.00 -8.01 1.00 -1.29 0.01 4.29 GI_12083618- ZFP238 Neuronal development and activity
ILMN_1356654PREDICTED: Rattus norvegicus FK506 binding protein 1a (Fkbp1a), mRNA. Fkbp1a XM_001053006 Cluster 3 1.00 -1.05 1.00 1.17 0.03 2.03 GI_47271543‐S FKBP1A Neuronal development and activity
ILMN_1363200Rattus norvegicus 4-hydroxyphenylpyruvic acid dioxygenase (Hpd), mRNA. Hpd NM_017233.1 Cluster 2 0.00 -9.17 1.00 -1.10 0.63 2.04 GI_8393556‐S HPD Neuronal development and activity
ILMN_1530446PREDICTED: Rattus norvegicus gap junction protein, alpha 12, 47kDa (predicted) (Gja12_predicted), mRNA. Gja12_predicted XM_573100.2 Cluster 2 0.00 -6.96 1.00 -2.16 0.00 2.14 Rn.36522 GJA12  Neuronal development and activity
ILMN_2038798Rattus norvegicus actin, beta (Actb), mRNA. Actb NM_031144.2 Cluster 3 0.01 -2.01 1.00 -1.16 0.35 2.27 GI_42475962‐S ACTB Neuronal development and activity
ILMN_1376769Rattus norvegicus NEL-like 2 (chicken) (Nell2), mRNA. Nell2 NM_031070.2 Cluster 3 1.00 1.03 1.00 -1.08 0.00 2.31 GI_62652986‐A NELL2 Neuronal development and activity
ILMN_1356416Rattus norvegicus pro-melanin-concentrating hormone (Pmch), mRNA. Pmch NM_012625.1 Cluster 8 1.00 -2.88 0.00 6.83 0.00 2.32 GI_6981373‐S PMCH Neuronal development and activity
ILMN_1366467PREDICTED: Rattus norvegicus distal-less homeobox 1 (Dlx1), mRNA. Dlx1 XM_001059233 Cluster 5 0.91 1.59 1.00 1.74 0.02 2.52 GI_62645227‐S DLX1 Neuronal development and activity
ILMN_1376930Rattus norvegicus chimerin (chimaerin) 1 (Chn1), mRNA. Chn1 NM_032083.1 Cluster 3 0.04 -1.50 1.00 1.37 0.00 2.53 GI_62645219‐A CHN1 Neuronal development and activity
ILMN_1358934Rattus norvegicus olfactomedin 1 (Olfm1), mRNA. Olfm1 NM_053573.1 Cluster 3 0.33 -1.26 1.00 1.25 0.02 2.55 GI_17865342‐S OLFM1 Neuronal development and activity
ILMN_1369608PREDICTED: Rattus norvegicus B-cell leukemia/lymphoma 11B (predicted) (Bcl11b_predicted), mRNA. Bcl11b_predicted XM_001069879 Cluster 8 0.58 1.85 1.00 2.41 0.03 2.68 GI_62651220‐S BCL11B  Neuronal development and activity
ILMN_2039973Rattus norvegicus betaine-homocysteine methyltransferase (Bhmt), mRNA. Bhmt NM_030850.1 Cluster 2 0.00 -5.81 1.00 1.03 0.52 2.71 GI_13540662‐S BHMT Neuronal development and activity
ILMN_1365343Rattus norvegicus brain-specific angiogenesis inhibitor 1-associated protein 2 (Baiap2), mRNA. Baiap2 NM_057196.1 Cluster 5 1.00 1.41 1.00 1.55 0.03 2.72 GI_17105347‐S BAIAP2 Neuronal development and activity
ILMN_1357585Rattus norvegicus RASD family, member 2 (Rasd2), mRNA. Rasd2 NM_133568.1 Cluster 5 0.38 2.21 1.00 1.60 0.01 2.73 GI_21717662‐S RASD2 Neuronal development and activity
ILMN_1359245Rattus norvegicus calcium/calmodulin-dependent protein kinase II, alpha (Camk2a), mRNA. Camk2a NM_012920.1 Cluster 3 0.40 -1.80 1.00 -1.33 0.02 2.84 GI_6978592‐S CAMK2A Neuronal development and activity
ILMN_1362457Rattus norvegicus discs, large (Drosophila) homolog-associated protein 1 (Dlgap1), mRNA. Dlgap1 NM_022946.2 Cluster 3 1.00 -1.07 1.00 1.10 0.01 2.93 GI_19923688‐S DLGAP1 Neuronal development and activity
ILMN_1371581PREDICTED: Rattus norvegicus similar to Ca2+-dependent activator for secretion protein 2 (predicted) (RGD1559440_predicted), mRNA. RGD1559440_predicte XM_231528.4 Cluster 3 1.00 1.00 1.00 -1.24 0.02 3.00 GI_62646911‐S CADPS2 Neuronal development and activity
ILMN_1358383Rattus norvegicus potassium voltage-gated channel, subfamily H (eag-related), member 1 (Kcnh1), mRNA. Kcnh1 NM_031742.1 Cluster 3 1.00 -1.18 1.00 1.15 0.02 3.03 GI_13929045‐S KCNH1 Neuronal development and activity
ILMN_1649889Rattus norvegicus myotrophin (Mtpn), mRNA. Mtpn NM_024374.3 Cluster 2 0.00 -3.84 1.00 -1.34 0.03 3.04 GI_56961648 MTPN Neuronal development and activity
ILMN_1362692PREDICTED: Rattus norvegicus microtubule-associated protein 1b (Map1b), mRNA. Map1b XM_215469.4 Cluster 2 0.00 -4.54 1.00 -1.22 0.16 3.06 GI_62642820‐S MAP1B Neuronal development and activity
ILMN_2039673Rattus norvegicus activity regulated cytoskeletal-associated protein (Arc), mRNA. Arc NM_019361.1 Cluster 5 0.36 2.06 1.00 1.01 0.03 3.07 GI_9506396‐S ARC Neuronal development and activity
ILMN_1372568PREDICTED: Rattus norvegicus vesicular membrane protein p24 (predicted) (Vmp_predicted), mRNA. Vmp_predicted XM_001062752 Cluster 2 0.00 -3.56 1.00 -1.27 0.02 3.12 GI_34876128‐S NRSN1 Neuronal development and activity
ILMN_1356558PREDICTED: Rattus norvegicus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 9 (predicted) (Galnt9_predicted), mRNGalnt9_predicted XM_222253.4 Cluster 3 1.00 -1.32 1.00 -1.40 0.04 3.16 GI_62659074‐S GALNT9  Neuronal development and activity
ILMN_1350770Rattus norvegicus sodium channel, voltage-gated, type III, beta (Scn3b), mRNA. Scn3b NM_139097.3 Cluster 3 1.00 -1.07 1.00 1.18 0.02 3.17 GI_47575878‐S SCN3B Neuronal development and activity
ILMN_1375922Rattus norvegicus nuclear receptor subfamily 4, group A, member 3 (Nr4a3), transcript variant 1, mRNA. Nr4a3 NM_031628.1 Cluster 3 1.00 -1.51 1.00 1.19 0.04 3.21 GI_13994172‐I NR4A3 Neuronal development and activity
ILMN_1358504PREDICTED: Rattus norvegicus leucine rich repeat neuronal 6A, transcript variant 2 (Lrrn6a), mRNA. Lrrn6a XM_001070615 Cluster 3 0.93 -1.56 1.00 1.12 0.00 3.28 GI_62653715‐S LRRN6A Neuronal development and activity
ILMN_1368676PREDICTED: Rattus norvegicus similar to bruno-like 5, RNA binding protein (LOC314647), mRNA. LOC314647 XM_234928.3 Cluster 5 1.00 1.53 1.00 1.82 0.00 3.32 GI_62651684‐S CELF5 Neuronal development and activity
ILMN_1367716Rattus norvegicus thymus cell antigen 1, theta (Thy1), mRNA. Thy1 NM_012673.1 Cluster 2 0.00 -3.04 1.00 -2.54 0.01 3.33 GI_6981653‐S THY1 Neuronal development and activity
ILMN_1363385Rattus norvegicus synuclein, alpha (Snca), mRNA. Snca NM_019169.2 Cluster 3 1.00 1.00 1.00 1.06 0.00 3.42 GI_56799400‐S SNCA Neuronal development and activity
ILMN_1650340Rattus norvegicus transmembrane protein 10 (Tmem10), mRNA. Tmem10 NM_001017386 Cluster 5 1.00 1.33 0.21 2.98 0.02 3.56 GI_62642267 TMEM10 Neuronal development and activity
ILMN_1376706Rattus norvegicus slit homolog 1 (Drosophila) (Slit1), mRNA. Slit1 NM_022953.1 Cluster 3 0.84 -1.69 1.00 1.16 0.04 3.64 GI_12621129‐A SLIT1 Neuronal development and activity
ILMN_1363233Rattus norvegicus protein tyrosine kinase 2 beta (Ptk2b), mRNA. Ptk2b NM_017318.1 Cluster 5 0.58 2.14 1.00 1.27 0.00 3.67 GI_8393031‐S PTK2B Neuronal development and activity
ILMN_1376948Rattus norvegicus hippocalcin (Hpca), mRNA. Hpca NM_017122.1 Cluster 5 1.00 1.24 1.00 1.41 0.00 3.72 GI_62649696‐A HPCA Neuronal development and activity
ILMN_1354760PREDICTED: Rattus norvegicus Rap guanine nucleotide exchange factor (GEF) 4 (Rapgef4), mRNA. Rapgef4 XM_001060956 Cluster 5 1.00 -1.20 1.00 1.73 0.00 3.77 GI_62645234‐S RAPGEF4 Neuronal development and activity
ILMN_1362943Rattus norvegicus phenylalanine hydroxylase (Pah), mRNA. Pah NM_012619.1 Cluster 2 0.00 -6.90 1.00 -1.09 0.04 3.83 GI_6981329‐S PAH Neuronal development and activity
ILMN_1375368PREDICTED: Rattus norvegicus potassium voltage-gated channel, subfamily Q, member 5 (Kcnq5), mRNA. Kcnq5 XM_001071249 Cluster 5 1.00 1.01 1.00 1.46 0.01 3.88 GI_62654786‐I KCNQ5 Neuronal development and activity
ILMN_1358657Rattus norvegicus regulating synaptic membrane exocytosis 1 (Rims1), mRNA. Rims1 NM_052829.1 Cluster 3 1.00 1.01 1.00 1.05 0.02 4.03 GI_16306469‐S RIMS1 Neuronal development and activity
ILMN_1370371PREDICTED: Rattus norvegicus transmembrane 4 superfamily member 2 (mapped) (Tm4sf2_mapped), mRNA. Tm4sf2_mapped XM_343768.3 Cluster 2 0.01 -3.00 1.00 -1.40 0.00 4.41 GI_62666546‐S TSPAN7 Neuronal development and activity
ILMN_1373628Rattus norvegicus hippocalcin-like 4 (Hpcal4), mRNA. Hpcal4 NM_017357.1 Cluster 3 1.00 1.19 1.00 -1.27 0.00 4.42 GI_8393860‐S HPCAL4 Neuronal development and activity
ILMN_1356585Rattus norvegicus growth arrest specific 7 (Gas7), mRNA. Gas7 NM_053484.1 Cluster 5 1.00 1.09 1.00 1.31 0.00 4.57 GI_25742640‐S GAS7 Neuronal development and activity
ILMN_1364744PREDICTED: Rattus norvegicus hypothetical LOC294942 (LOC294942), mRNA. LOC294942 XM_215541.2 Cluster 2 0.00 -9.90 1.00 -1.13 0.00 4.67 GI_34855490‐S CP Neuronal development and activity
ILMN_1352130PREDICTED: Rattus norvegicus similar to cajalin 2 isoform a (predicted) (RGD1565556_predicted), mRNA. RGD1565556_predicte XM_001076955 Cluster 2 0.00 -4.88 1.00 -1.23 0.00 4.83 GI_62652007‐S ANKS1B Neuronal development and activity
ILMN_1349652Rattus norvegicus opioid binding protein/cell adhesion molecule-like (Opcml), mRNA. Opcml NM_053848.1 Cluster 3 0.21 -1.94 1.00 -1.27 0.00 4.85 GI_16758709‐S OPCML Neuronal development and activity
ILMN_1366333Rattus norvegicus calcium channel, voltage-dependent, gamma subunit 3 (Cacng3), mRNA. Cacng3 NM_080691.1 Cluster 3 0.53 -1.60 1.00 1.08 0.00 4.91 GI_21687007‐S CACNG3 Neuronal development and activity
ILMN_1369662Rattus norvegicus forkhead box G1 (Foxg1), mRNA. Foxg1 NM_012560.2 Cluster 5 1.00 -1.40 1.00 2.12 0.00 4.96 GI_6978844‐S FOXG1 Neuronal development and activity
ILMN_1369295PREDICTED: Rattus norvegicus basic helix-loop-helix domain containing, class B5 (predicted) (Bhlhb5_predicted), mRNA. Bhlhb5_predicted XM_345190.3 Cluster 3 0.99 -1.47 1.00 -1.02 0.00 5.13 GI_62643222‐S BHLHB5  Neuronal development and activity
ILMN_1361736PREDICTED: Rattus norvegicus zinc finger protein 312 (predicted) (Zfp312_predicted), mRNA. Zfp312_predicted XM_223820.4 Cluster 5 1.00 -1.07 1.00 1.73 0.00 5.66 GI_62661139‐S ZFP312  Neuronal development and activity
ILMN_1352283PREDICTED: Rattus norvegicus intercellular adhesion molecule 5, telencephalin (predicted) (Icam5_predicted), mRNA. Icam5_predicted XM_001077293 Cluster 5 0.71 -1.53 1.00 1.83 0.00 6.90 GI_62653310‐S ICAM5  Neuronal development and activity
ILMN_1349191PREDICTED: Rattus norvegicus similar to NEX-1 (predicted) (RGD1562793_predicted), mRNA. RGD1562793_predicte XM_575489.2 Cluster 5 0.49 -1.58 1.00 1.40 0.00 6.98 GI_62647323‐S NEUROD6 Neuronal development and activity
ILMN_1367436Rattus norvegicus neurogranin (Nrgn), mRNA. Nrgn NM_024140.2 Cluster 5 0.53 1.31 1.00 1.71 0.00 8.60 GI_19923709‐S NRGN Neuronal development and activity
ILMN_1349532Rattus norvegicus potassium voltage-gated channel, subfamily H (eag-related), member 3 (Kcnh3), mRNA. Kcnh3 NM_017108.1 Cluster 5 0.80 -1.53 1.00 1.59 0.00 9.84 GI_8659556‐S KCNH3 Neuronal development and activity
ILMN_1650689PREDICTED: Rattus norvegicus carboxypeptidase E (Cpe), mRNA. Cpe XM_001074218 Cluster 2 0.00 -7.69 1.00 -1.57 0.00 11.56 GI_62662515 CPE Neuronal development and activity
ILMN_1352471Rattus norvegicus alpha-2-HS-glycoprotein (Ahsg), mRNA. Ahsg NM_012898.4 Cluster 7 0.00 -105.39 0.17 -3.74 0.00 23.34 GI_62821832‐S AHSG Neuronal development and activity
ILMN_1364123PREDICTED: Rattus norvegicus similar to MADS box transcription enhancer factor 2, polypeptide C (myocyte enhancer factor 2C) (predicted) (RGD1563119 ) RGD1563119 XM_001056692 Cluster 2 0.03 -2.90 1.00 -1.34 0.03 3.14 GI_62642698‐S MEF2C Neuronal development and activity
ILMN_1363234PREDICTED: Rattus norvegicus hypothetical gene supported by NM_013126 (LOC497681), mRNA. LOC497681 XM_579374.1 Cluster 3 0.75 1.52 1.00 -1.26 0.04 2.90 GI_62657834‐S DGKG Neuronal development and activity, signal tranduction,Inflammation
ILMN_1367523Rattus norvegicus lectin, galactose binding, soluble 1 (Lgals1), mRNA. Lgals1 NM_019904.1 Cluster 9 0.01 2.79 1.00 -2.75 0.00 -5.42 GI_9845260‐S LGALS1 Neuronal development and activity,  apoptosis, visual pathway
ILMN_1368331Rattus norvegicus carbonic anhydrase 3 (Ca3), mRNA. Ca3 NM_019292.3 Cluster 6 0.60 -2.12 1.00 -1.22 0.00 -6.01 GI_40538863‐S CA3 Antioxidation and apoptosis
ILMN_1350578Rattus norvegicus solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 3 (Slc13a3), mRNA. Slc13a3 NM_022866.1 Cluster 9 1.00 1.16 1.00 -1.94 0.00 -5.35 GI_12408327‐S SLC13A3 Antioxidation and apoptosis
ILMN_1374332Rattus norvegicus heat shock 27kDa protein 1 (Hspb1), mRNA. Hspb1 NM_031970.1 Cluster 6 1.00 1.36 1.00 -1.49 0.00 -5.33 GI_14010864‐S HSPB1 Antioxidation and apoptosis
ILMN_1363580Rattus norvegicus cytochrome P450, family 26, subfamily b, polypeptide 1 (Cyp26b1), mRNA. Cyp26b1 NM_181087.2 Cluster 9 1.00 1.02 1.00 -2.04 0.01 -4.32 GI_31342016‐S CYP26B1 Antioxidation and apoptosis
ILMN_1361771Rattus norvegicus similar to hypothetical protein FLJ20487 (RGD1309216), mRNA. RGD1309216 NM_001008371 Cluster 9 0.64 -1.80 1.00 -2.46 0.02 -2.95 GI_56605817‐S SDHAF2 Antioxidation and apoptosis
ILMN_1362066PREDICTED: Rattus norvegicus NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (predicted) (Ndufb7_predicted), mRNA. Ndufb7_predicted XM_341664.3 Cluster 1 0.00 3.84 1.00 -1.09 0.21 -2.75 GI_62665049‐S NDUFB7  Antioxidation and apoptosis
ILMN_1350086Rattus norvegicus gelsolin (Gsn), mRNA. Gsn NM_001004080 Cluster 6 1.00 -1.32 1.00 -1.69 0.04 -2.56 GI_51854226‐S GSN Antioxidation and apoptosis
ILMN_1367016Rattus norvegicus ubiquitin-like 3 (Ubl3), mRNA. Ubl3 NM_001015030 Cluster 4 0.10 -2.43 1.00 -2.11 0.02 -2.18 GI_62543548‐S UBL3 Antioxidation and apoptosis
ILMN_1374043PREDICTED: Rattus norvegicus erythroid associated factor (predicted) (Eraf_predicted), mRNA. Eraf_predicted XM_001080419 Cluster 9 0.28 1.86 0.00 -6.57 1.00 -2.09 GI_62641362‐S ERAF  Antioxidation and apoptosis
ILMN_1372414Rattus norvegicus protein phosphatase 3, catalytic subunit, alpha isoform (Ppp3ca), mRNA. Ppp3ca NM_017041.1 Cluster 3 1.00 1.15 1.00 1.17 0.00 2.00 GI_8394029‐S PPP3CA Antioxidation and apoptosis, signal transduction
ILMN_1366442PREDICTED: Rattus norvegicus ubiquitin-conjugating enzyme E2, J1 (predicted) (Ube2j1_predicted), mRNA. Ube2j1_predicted XM_001063852 Cluster 2 0.02 -3.64 1.00 -1.10 0.59 2.10 GI_62648769‐S UBE2J1  Antioxidation and apoptosis
ILMN_1367486Rattus norvegicus dual specificity phosphatase 1 (Dusp1), mRNA. Dusp1 NM_053769.2 Cluster 3 1.00 -1.30 1.00 1.02 0.04 2.13 GI_24475747‐S DUSP1 Antioxidation and apoptosis
ILMN_1349345Rattus norvegicus F-box protein 11 (Fbxo11), mRNA. Fbxo11 NM_181631.2 Cluster 8 0.79 1.90 0.07 2.91 0.03 2.22 GI_31795572‐S FBXO11 Antioxidation and apoptosis
ILMN_1369085Rattus norvegicus CUG triplet repeat, RNA binding protein 1 (Cugbp1), mRNA. Cugbp1 NM_001025421 Cluster 2 0.04 -2.82 1.00 -1.17 0.55 2.47 GI_62645385‐S CUGBP1 Antioxidation and apoptosis
ILMN_1650851Rattus norvegicus golgi phosphoprotein 3 (Golph3), mRNA. Golph3 NM_023977.2 Cluster 2 0.00 -4.13 1.00 -1.34 0.25 2.56 GI_13027433 GOLPH3 Antioxidation and apoptosis
ILMN_1374373Rattus norvegicus serum amyloid P-component (Apcs), mRNA. Apcs NM_017170.1 Cluster 2 0.00 -16.24 1.00 -1.34 0.06 2.77 GI_8392902‐S APCS Antioxidation and apoptosis
ILMN_1361574PREDICTED: Rattus norvegicus abhydrolase domain containing 7 (predicted) (Abhd7_predicted), mRNA. Abhd7_predicted XM_213993.4 Cluster 3 1.00 1.31 1.00 1.10 0.00 2.78 GI_62660043‐S EPHX4 Antioxidation and apoptosis
ILMN_1371874Rattus norvegicus thioredoxin domain containing 1 (Txndc1), mRNA. Txndc1 NM_001024800 Cluster 2 0.00 -4.44 1.00 -1.21 0.07 2.81 GI_62650788‐S TMX1 Antioxidation and apoptosis
ILMN_1363829Rattus norvegicus complement component 4 binding protein, beta (C4bpb), mRNA. C4bpb NM_016995.2 Cluster 2 0.00 -5.64 1.00 1.30 0.05 2.86 GI_62198214‐S C4BPB Antioxidation and apoptosis
ILMN_1351926Rattus norvegicus protein phosphatase 3, catalytic subunit, beta isoform (Ppp3cb), mRNA. Ppp3cb NM_017042.1 Cluster 3 0.08 -2.47 1.00 1.35 0.03 2.93 GI_8394032‐S PPP3CB Antioxidation and apoptosis
ILMN_1365048PREDICTED: Rattus norvegicus RasGEF domain family, member 1A (predicted) (Rasgef1a_predicted), mRNA. Rasgef1a_predicted XM_232315.4 Cluster 3 0.29 -2.08 1.00 -1.12 0.03 3.02 GI_62648077‐S RASGEF1A  Antioxidation and apoptosis
ILMN_1350810PREDICTED: Rattus norvegicus similar to RRP22 (predicted) (RGD1306100_predicted), mRNA. RGD1306100_predicte XM_344259.3 Cluster 3 1.00 1.32 1.00 -1.15 0.01 3.67 GI_62660744‐S RASL10A Antioxidation and apoptosis
ILMN_1351310PREDICTED: Rattus norvegicus NCK-associated protein 1 (Nckap1), mRNA. Nckap1 XM_230038.4 Cluster 3 0.82 -1.71 1.00 -1.15 0.00 3.93 GI_62645330‐S NCKAP1 Antioxidation and apoptosis
ILMN_1376658Rattus norvegicus histidine-rich glycoprotein (Hrg), mRNA. Hrg NM_133428.1 Cluster 2 0.00 -12.61 1.00 -1.42 0.00 4.24 GI_19173805‐A HRG Antioxidation and apoptosis
ILMN_1363828Rattus norvegicus phosphoenolpyruvate carboxykinase 1, cytosolic (Pck1), mRNA. Pck1 NM_198780.3 Cluster 2 0.00 -5.67 1.00 -1.76 0.00 4.84 GI_61835220‐S PCK1 Antioxidation and apoptosis
ILMN_1374405Rattus norvegicus fatty acid binding protein 1, liver (Fabp1), mRNA. Fabp1 NM_012556.1 Cluster 7 0.00 -25.58 0.33 -3.39 0.00 4.94 GI_6978824‐S FABP1 Antioxidation and apoptosis
ILMN_1361089Rattus norvegicus paraoxonase 1 (Pon1), mRNA. Pon1 NM_032077.1 Cluster 7 0.00 -25.97 1.00 -1.92 0.00 5.10 GI_54292129‐S PON1 Antioxidation and apoptosis
ILMN_2040467Rattus norvegicus dendrin (Ddn), mRNA. Ddn NM_030993.1 Cluster 5 0.75 1.80 1.00 2.00 0.00 6.50 GI_29789266‐S DDN Antioxidation and apoptosis
ILMN_1348904Rattus norvegicus connector enhancer of kinase suppressor of Ras 2 (Cnksr2), mRNA. Cnksr2 NM_021686.2 Cluster 5 1.00 -1.11 1.00 1.86 0.00 6.87 GI_31340605‐S CNKSR2 Antioxidation and apoptosis
ILMN_1357309Rattus norvegicus complement factor I (Cfi), mRNA. Cfi NM_024157.1 Cluster 2 0.00 -11.45 1.00 -1.41 0.00 6.97 GI_13162352‐S CFI  Antioxidation and apoptosis
ILMN_1354289Rattus norvegicus hepcidin antimicrobial peptide (Hamp), mRNA. Hamp NM_053469.1 Cluster 2 0.00 -9.11 1.00 -1.92 0.00 9.20 GI_16758217‐S HAMP Antioxidation and apoptosis
ILMN_1357109Rattus norvegicus coagulation factor II (F2), mRNA. F2 NM_022924.1 Cluster 7 0.00 -29.90 1.00 -2.19 0.00 11.03 GI_12621075‐S F2 Antioxidation and apoptosis
ILMN_1358592Rattus norvegicus cytochrome P450, family 2, subfamily e, polypeptide 1 (Cyp2e1), mRNA. Cyp2e1 NM_031543.1 Cluster 7 0.00 -70.49 0.21 -3.71 0.00 20.43 GI_13928733‐S CYP2E1 Antioxidation and apoptosis
ILMN_1363606Rattus norvegicus lipocalin 2 (Lcn2), mRNA. Lcn2 NM_130741.1 Cluster 5 0.96 1.49 1.00 -1.20 0.00 9.76 GI_18543344‐S LCN2 Antioxidation and apoptosis
ILMN_1375567Rattus norvegicus kininogen 1 (Kng1), mRNA. Kng1 NM_012696.2 Cluster 7 0.00 -36.44 1.00 -2.21 0.00 55.93 GI_6981137‐I KNG1 Antioxidation and apoptosis
ILMN_1376802Rattus norvegicus ectodermal-neural cortex 1 (Enc1), mRNA. Enc1 NM_001003401 Cluster 2 0.00 -6.45 1.00 -1.46 0.00 6.36 GI_50979279‐A ENC1 Antioxidation and apoptosis,tumorigenesis
ILMN_1369983PREDICTED: Rattus norvegicus sparc/osteonectin, cwcv and kazal-like domains proteoglycan 2 (predicted), transcript variant 2 (Spock2_predicted), mRNA. Spock2_predicted XM_001055146 Cluster 4 0.00 -44.93 0.00 -44.73 0.00 -10.05 GI_62665951‐S SPOCK2  Inflammation
ILMN_1373177Rattus norvegicus defensin beta 1 (Defb1), mRNA. Defb1 NM_031810.1 Cluster 6 0.45 1.87 1.00 -1.29 0.00 -3.92 GI_13929149‐S DEFB1 Inflammation
ILMN_1366506Rattus norvegicus phospholipase A2, group VII (platelet-activating factor acetylhydrolase, plasma) (Pla2g7), mRNA. Pla2g7 NM_001009353 Cluster 6 1.00 1.23 1.00 -1.50 0.03 -3.09 GI_57164124‐S PLA2G7 Inflammation
ILMN_1369599Rattus norvegicus platelet factor 4 (Pf4), mRNA. Pf4 NM_001007729 Cluster 1 0.03 3.02 1.00 -2.23 1.00 -2.02 GI_56090530‐S PF4 Inflammation
ILMN_1650712Rattus norvegicus C-reactive protein, pentraxin-related (Crp), mRNA. Crp NM_017096.2 Cluster 2 0.00 -9.49 1.00 -1.10 1.00 2.21 GI_8393196 CRP Inflammation
ILMN_1352492Rattus norvegicus serine (or cysteine) peptidase inhibitor, clade D, member 1 (Serpind1), mRNA. Serpind1 NM_024382.1 Cluster 2 0.00 -11.03 1.00 -1.37 0.12 2.33 GI_13242284‐S SERPIND1 Inflammation
ILMN_1350620Rattus norvegicus glycoprotein Ib, beta polypeptide (Gp1bb), mRNA. Gp1bb NM_053930.3 Cluster 3 1.00 -1.56 1.00 1.10 0.00 3.17 GI_16758813‐S GP1BB Inflammation
ILMN_1371113Rattus norvegicus chemokine (C-X3-C motif) ligand 1 (Cx3cl1), mRNA. Cx3cl1 NM_134455.1 Cluster 3 0.03 -1.79 1.00 1.25 0.00 3.41 GI_19745169‐S CX3CL1 Inflammation
ILMN_1372913Rattus norvegicus fetuin beta (Fetub), mRNA. Fetub NM_053348.1 Cluster 7 0.00 -57.53 1.00 -2.11 0.00 7.10 GI_17865326‐S FETUB Inflammation
ILMN_1360693Rattus norvegicus serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 1 (Serpina1), mRNA. Serpina1 NM_022519.2 Cluster 7 0.00 -35.10 0.76 -2.99 0.00 9.69 GI_51036654‐S SERPINA1 Inflammation
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ILMN_1374464Rattus norvegicus orosomucoid 1 (Orm1), mRNA. Orm1 NM_053288.1 Cluster 2 0.00 -4.46 1.00 -1.11 0.00 17.05 GI_16757979‐S ORM1 Inflammation
ILMN_1354112Rattus norvegicus fibrinogen, B beta polypeptide (Fgb), mRNA. Fgb NM_020071.1 Cluster 7 0.00 -37.21 0.90 -2.81 0.00 19.86 GI_29789105‐S FGB Inflammation
ILMN_1351672Rattus norvegicus apolipoprotein H (Apoh), mRNA. Apoh NM_001009626 Cluster 7 0.00 -59.26 0.07 -4.39 0.00 21.10 GI_57528173‐S APOH Inflammation
ILMN_1370481Rattus norvegicus alpha 1 microglobulin/bikunin (Ambp), mRNA. Ambp NM_012901.1 Cluster 7 0.00 -76.00 0.02 -4.73 0.00 27.22 GI_6978496‐S AMBP Inflammation
ILMN_1356909Rattus norvegicus fibrinogen, gamma polypeptide (Fgg), mRNA. Fgg NM_012559.2 Cluster 7 0.00 -62.21 0.85 -3.30 0.00 37.35 GI_61098185‐S FGG Inflammation
ILMN_1651184Rattus norvegicus haptoglobin (Hp), mRNA. Hp NM_012582.2 Cluster 7 0.00 -58.98 1.00 -2.35 0.00 50.15 GI_6981041 HP Inflammation
ILMN_1363859Rattus norvegicus hemopexin (Hpx), mRNA. Hpx NM_053318.1 Cluster 7 0.00 -45.72 0.21 -4.25 0.00 51.73 GI_16758013‐S HPX Inflammation
ILMN_1371501Rattus norvegicus serine (or cysteine) peptidase inhibitor, clade A, member 3K (Serpina3k), mRNA. Serpina3k NM_012657.1 Cluster 7 0.00 -45.30 0.30 -3.51 0.00 13.65 GI_6981575‐S SERPINA3K inlammation
ILMN_1357641Rattus norvegicus RAS guanyl releasing protein 1 (Rasgrp1), mRNA. Rasgrp1 NM_019211.2 Cluster 2 0.03 -2.73 1.00 -1.22 0.00 4.21 GI_31377529‐S RASGRP1 Signal tranduction, Inflammation
ILMN_1367365Rattus norvegicus A kinase (PRKA) anchor protein 6 (Akap6), mRNA. Akap6 NM_022618.1 Cluster 2 0.02 -3.71 1.00 1.06 0.28 2.16 GI_12018299‐S AKAP6 Signal transduction
ILMN_1367613Rattus norvegicus protein tyrosine phosphatase, non-receptor type 5 (Ptpn5), mRNA. Ptpn5 NM_019253.1 Cluster 8 0.01 4.55 0.10 3.85 0.05 2.17 GI_9507008‐S PTPN5 Signal transduction
ILMN_1351156Rattus norvegicus guanine nucleotide binding protein, alpha inhibiting 1 (Gnai1), mRNA. Gnai1 NM_013145.1 Cluster 2 0.00 -4.60 1.00 1.10 0.33 2.51 GI_6980961‐S GNAI1 Signal transduction
ILMN_1357949Rattus norvegicus mitogen-activated protein kinase 9 (Mapk9), mRNA. Mapk9 NM_017322.1 Cluster 2 0.00 -4.36 1.00 -1.27 0.21 2.79 GI_8394232‐S MAPK9 Signal transduction
ILMN_1357095Rattus norvegicus regulator of G-protein signaling 4 (Rgs4), mRNA. Rgs4 NM_017214.1 Cluster 3 0.78 -1.42 1.00 1.52 0.00 3.16 GI_8394182‐S RGS4 Signal transduction
ILMN_1650386Rattus norvegicus guanine nucleotide binding protein, beta 5 (Gnb5), mRNA. Gnb5 NM_031770.2 Cluster 3 1.00 -1.39 1.00 -1.01 0.02 3.18 GI_46195740 GNB5 Signal transduction
ILMN_1354404Rattus norvegicus breast carcinoma amplified sequence 1 (Bcas1), mRNA. Bcas1 NM_145670.2 Cluster 6 1.00 1.07 1.00 1.78 0.00 -4.06 GI_21728391‐S BCAS1 Tumorigenesis
ILMN_1366175Rattus norvegicus nudix (nucleoside diphosphate linked moiety X)-type motif 2 (Nudt2), mRNA. Nudt2 NM_207596.1 Cluster 1 0.04 2.97 1.00 -1.11 1.00 -2.20 GI_46485420‐S NUDT2 Tumorigenesis
ILMN_1370112Rattus norvegicus alpha-2-glycoprotein 1, zinc (Azgp1), mRNA. Azgp1 NM_012826.1 Cluster 2 0.00 -8.56 1.00 -1.51 0.40 2.28 GI_6978564‐S AZGP1 Tumorigenesis
ILMN_1360317PREDICTED: Rattus norvegicus SPARC related modular calcium binding 2 (predicted), transcript variant 2 (Smoc2_predicted), mRNA. Smoc2_predicted XM_001053117 Cluster 3 1.00 -1.43 1.00 -1.03 0.02 2.55 GI_62638666‐S SMOC2  Tumorigenesis
ILMN_2039948Rattus norvegicus eukaryotic translation elongation factor 1 alpha 1 (Eef1a1), mRNA. Eef1a1 NM_175838.1 Cluster 2 0.00 -3.91 1.00 -1.02 0.00 2.91 GI_28460695‐S EEF1A1 Tumorigenesis
ILMN_1363087Rattus norvegicus RAS-like family 11 member B (Rasl11b), mRNA. Rasl11b NM_001002830 Cluster 5 1.00 1.08 1.00 1.29 0.01 2.99 GI_54020748‐S RASL11B Tumorigenesis
ILMN_1351309Rattus norvegicus nephroblastoma overexpressed gene (Nov), mRNA. Nov NM_030868.2 Cluster 3 0.35 -1.69 1.00 1.08 0.03 3.07 GI_48976080‐S NOV Tumorigenesis
ILMN_1373484Rattus norvegicus leucine zipper, putative tumor suppressor 1 (Lzts1), mRNA. Lzts1 NM_153470.1 Cluster 5 1.00 1.10 1.00 1.52 0.00 3.41 GI_23618892‐S LZTS1 Tumorigenesis
ILMN_1365134Rattus norvegicus deleted in bladder cancer 1 (Dbc1), mRNA. Dbc1 NM_080482.1 Cluster 3 0.88 -1.06 1.00 -1.19 0.00 3.46 GI_17978460‐S DBC1 Tumorigenesis
ILMN_1360221Rattus norvegicus tumor-associated calcium signal transducer 1 (Tacstd1), mRNA. Tacstd1 NM_138541.1 Cluster 3 0.74 -1.65 1.00 -1.01 0.01 5.18 GI_25742697‐S TACSTD1 Tumorigenesis
ILMN_1354227PREDICTED: Rattus norvegicus plasminogen (Plg), mRNA. Plg XM_574314.2 Cluster 7 0.00 -19.27 1.00 -1.64 0.00 8.84 GI_62638540‐S PLG Tumorigenesis
ILMN_1362581Rattus norvegicus inositol 1,4,5-trisphosphate 3-kinase A (Itpka), mRNA. Itpka NM_031045.1 Cluster 5 0.86 -1.33 1.00 1.50 0.00 9.30 GI_13591972‐S ITPKA Tumorigenesis
ILMN_1371267Rattus norvegicus arachidonate 15-lipoxygenase (Alox15), mRNA. Alox15 NM_031010.2 Cluster 9 1.00 1.02 0.19 -4.13 0.00 -9.97 GI_31542124‐S ALOX15 Tumorigenesis,inflammation
ILMN_1372843PREDICTED: Rattus norvegicus guanine nucleotide binding protein, alpha transducing 2 (predicted) (Gnat2_predicted), mRNA. Gnat2_predicted XM_345271.3 Cluster 6 1.00 1.21 1.00 -1.04 0.00 -15.53 GI_62644176‐S GNAT2  Visual pathway
ILMN_1372722Rattus norvegicus membrane protein, palmitoylated 4 (MAGUK p55 subfamily member 4) (Mpp4), mRNA. Mpp4 NM_021265.1 Cluster 6 1.00 -1.38 1.00 1.99 0.00 -7.01 GI_10864070‐S MPP4 Visual pathway
ILMN_1355484Rattus norvegicus rod outer segment membrane protein 1 (Rom1), mRNA. Rom1 NM_001009690 Cluster 6 1.00 -1.19 1.00 -1.24 0.00 -6.64 GI_57527402‐S ROM1 Visual pathway
ILMN_1354492PREDICTED: Rattus norvegicus phosphodiesterase 6C, cGMP specific, cone, alpha prime (predicted) (Pde6c_predicted), mRNA. Pde6c_predicted XM_342046.3 Cluster 6 1.00 1.10 1.00 -1.11 0.00 -4.79 GI_62642231‐S PDE6C  Visual pathway
ILMN_1362033PREDICTED: Rattus norvegicus procollagen, type VIII, alpha 1 (predicted) (Col8a1_predicted), mRNA. Col8a1_predicted XM_221536.4 Cluster 6 1.00 1.14 1.00 -1.58 0.00 -4.09 GI_62657772‐S COL8A1  Visual pathway
ILMN_1356722PREDICTED: Rattus norvegicus similar to Agrin (predicted) (RGD1306592_predicted), mRNA. RGD1306592_predicte XM_345164.3 Cluster 6 1.00 1.16 1.00 -1.22 0.03 -4.06 GI_62643007‐S EGFLAM Visual pathway
ILMN_1367475Rattus norvegicus aldehyde dehydrogenase 1 family, member A1 (Aldh1a1), mRNA. Aldh1a1 NM_022407.3 Cluster 6 0.62 -2.09 1.00 -1.55 0.04 -3.27 GI_31542121‐S ALDH1A1 Visual pathway
ILMN_1371040PREDICTED: Rattus norvegicus myosin, heavy polypeptide 11, smooth muscle (Myh11), mRNA. Myh11 XM_573030.2 Cluster 6 1.00 -1.10 1.00 -1.08 0.03 -4.55 GI_62655580‐S MYH11 Other
ILMN_1373748PREDICTED: Rattus norvegicus laminin, alpha 2 (predicted) (Lama2_predicted), mRNA. Lama2_predicted XM_001062273 Cluster 6 1.00 1.32 1.00 -1.37 0.03 -3.41 GI_62638337‐S LAMA2  Other
ILMN_1351350PREDICTED: Rattus norvegicus coagulation factor C homolog (Limulus polyphemus) (predicted) (Coch_predicted), mRNA. Coch_predicted XM_343058.3 Cluster 6 1.00 1.03 1.00 -1.07 0.01 -2.77 GI_62650663‐S COCH  Other
ILMN_1376736Rattus norvegicus Rho GTPase activating protein 24 (Arhgap24), mRNA. Arhgap24 NM_001012032 Cluster 6 1.00 -1.22 1.00 -1.32 0.00 -2.70 GI_58865631‐A ARHGAP24 Other
ILMN_1361833PREDICTED: Rattus norvegicus glucosamine-6-phosphate deaminase 2 (predicted) (Gnpda2_predicted), mRNA. Gnpda2_predicted XM_214029.4 Cluster 4 0.02 -3.46 0.44 -3.08 0.16 -2.36 GI_62660418‐S GNPDA2  Other
ILMN_1355811Rattus norvegicus gap junction membrane channel protein beta 2 (Gjb2), mRNA. Gjb2 NM_001004099 Cluster 4 0.00 -3.72 1.00 -2.04 0.39 -2.25 GI_51871606‐S GJB2 Other
ILMN_1375198Rattus norvegicus UDP glycosyltransferase 1 family, polypeptide A7 (Ugt1a7), mRNA. Ugt1a7 NM_130407.1 Cluster 2 0.03 -3.05 1.00 -1.29 0.44 2.03 GI_20128769‐S UGT1A7 Other
ILMN_1356756Rattus norvegicus cytochrome P450, subfamily 2A, polypeptide 1 (Cyp2a2), mRNA. Cyp2a2 NM_012693.1 Cluster 2 0.00 -9.40 1.00 -1.13 0.77 2.26 GI_6978740‐S CYP2A2 Other
ILMN_1356861Rattus norvegicus ureidopropionase, beta (Upb1), mRNA. Upb1 NM_053845.1 Cluster 2 0.00 -7.43 1.00 -1.13 0.33 2.34 GI_16758703‐S UPB1 Other
ILMN_1364683Rattus norvegicus EF hand calcium binding protein 2 (Efcbp2), mRNA. Efcbp2 NM_133415.1 Cluster 3 1.00 1.06 1.00 1.39 0.02 2.47 GI_19173781‐S EFCBP2 Other
ILMN_1371797PREDICTED: Rattus norvegicus inter-alpha trypsin inhibitor, heavy chain 1 (predicted) (Itih1_predicted), mRNA. Itih1_predicted XM_001060219 Cluster 2 0.00 -6.88 1.00 -1.11 0.15 2.62 GI_62662176‐S ITIH1  Other
ILMN_1358646Rattus norvegicus fructose-1,6- biphosphatase 1 (Fbp1), mRNA. Fbp1 NM_012558.2 Cluster 2 0.00 -10.58 1.00 -1.41 0.10 2.70 GI_51036634‐S FBP1 Other
ILMN_1354196PREDICTED: Rattus norvegicus similar to N-ethylmaleimide sensitive fusion protein attachment protein beta (LOC499903), mRNA. LOC499903 XM_575249.1 Cluster 2 0.00 -4.99 1.00 -1.47 0.19 2.70 GI_62645997‐S NAPB Other
ILMN_2039089PREDICTED: Rattus norvegicus alcohol dehydrogenase 1 (class I) (Adh1), mRNA. Adh1 XM_001078334 Cluster 2 0.00 -8.43 1.00 -1.15 0.01 2.82 GI_31982383‐S ADH1 Other
ILMN_1349349Rattus norvegicus aquaporin 4 (Aqp4), mRNA. Aqp4 NM_012825.1 Cluster 2 0.00 -5.38 1.00 1.02 0.12 2.88 GI_6978530‐S AQP4 Other
ILMN_1349962Rattus norvegicus WASP family 1 (Wasf1), mRNA. Wasf1 NM_001025114 Cluster 5 1.00 1.02 1.00 1.63 0.00 3.04 GI_62666391‐S WASF1 Other
ILMN_1364680Rattus norvegicus microtubule-associated protein, RP/EB family, member 1 (Mapre1), mRNA. Mapre1 NM_138509.3 Cluster 2 0.01 -3.64 1.00 -1.23 0.00 3.06 GI_34850055‐S MAPRE1 Other
ILMN_1373642PREDICTED: Rattus norvegicus copine IV (predicted), transcript variant 3 (Cpne4_predicted), mRNA. Cpne4_predicted XM_001070003 Cluster 3 1.00 1.02 1.00 -1.24 0.04 3.51 GI_62654215‐S CPNE4  Other
ILMN_1651181Rattus norvegicus CAP, adenylate cyclase-associated protein 1 (yeast) (Cap1), mRNA. Cap1 NM_022383.2 Cluster 3 1.00 -1.22 1.00 -1.28 0.00 3.72 GI_11693145 CAP1 Other
ILMN_1376665Rattus norvegicus glycine amidinotransferase (L-arginine:glycine amidinotransferase) (Gatm), mRNA. Gatm NM_031031.1 Cluster 2 0.06 -3.00 1.00 1.42 0.00 3.90 GI_13591948‐A GATM Other
ILMN_1375808PREDICTED: Rattus norvegicus ATPase, H+ transporting, V1 subunit C, isoform 1 (predicted) (Atp6v1c1_predicted), mRNA. Atp6v1c1_predicted XM_576255.1 Cluster 2 0.00 -3.89 1.00 -1.30 0.00 3.96 GI_62652339‐I ATP6V1C1  Other
ILMN_1374546Rattus norvegicus keratin 8 (Krt8), mRNA. Krt8 NM_199370.1 Cluster 3 0.56 -1.79 1.00 -1.83 0.00 4.05 GI_40786431‐S KRT8 Other
ILMN_1366377Rattus norvegicus mal, T-cell differentiation protein 2 (Mal2), mRNA. Mal2 NM_198786.2 Cluster 2 0.00 -6.13 1.00 -1.23 0.00 6.39 GI_38454305‐S MAL2 Other
ILMN_1355705Rattus norvegicus solute carrier family 3, member 1 (Slc3a1), mRNA. Slc3a1 NM_017216.1 Cluster 2 0.00 -5.74 1.00 -1.46 0.00 7.07 GI_8394306‐S SLC3A1 Other
ILMN_1353635Rattus norvegicus aldolase B (Aldob), mRNA. Aldob NM_012496.1 Cluster 7 0.00 -26.70 1.00 -2.49 0.00 10.60 GI_27476058‐S ALDOB Other
ILMN_1350338Rattus norvegicus group specific component (Gc), mRNA. Gc NM_012564.1 Cluster 7 0.00 -88.60 1.00 -3.24 0.00 28.95 GI_6978878‐S GC Other
ILMN_2038792Rattus norvegicus albumin (Alb), mRNA. Alb NM_134326.1 Cluster 7 0.00 -44.29 0.01 -5.96 0.00 42.42 GI_19705430‐S ALB Other
ILMN_1359709PREDICTED: Rattus norvegicus similar to Adenylate kinase 2 (predicted) (RGD1562178_predicted), mRNA. RGD1562178_predicte XM_575395.2 Cluster 9 1.00 1.45 1.00 -2.51 0.02 -3.15 GI_62646884‐S RGD1562178  Unknown
ILMN_1351851PREDICTED: Rattus norvegicus LOC499513 (LOC499513), mRNA. LOC499513 XM_579971.1 Cluster 6 0.91 1.36 1.00 1.15 0.00 -3.14 GI_62642784‐S LOC499513 Unknown
ILMN_1368085PREDICTED: Rattus norvegicus hypothetical protein LOC289786 (LOC289786), mRNA. LOC289786 XM_214092.4 Cluster 6 0.64 1.79 1.00 1.21 0.04 -2.90 GI_62660782‐S LOC289786 Unknown
ILMN_1375145PREDICTED: Rattus norvegicus hypothetical gene supported by NM_032416 (LOC497685), mRNA. LOC497685 XM_579547.1 Cluster 9 0.04 -3.06 0.26 -3.55 0.01 -2.85 GI_62658915‐S LOC497685 Unknown
ILMN_1374557PREDICTED: Rattus norvegicus similar to expressed sequence AW413625 (predicted) (RGD1560913_predicted), mRNA. RGD1560913_predicte XM_574627.2 Cluster 4 0.00 -5.16 0.13 -3.88 0.09 -2.58 GI_62641910‐S RGD1560913  Unknown
ILMN_1372171PREDICTED: Rattus norvegicus LOC361111 (predicted) (RGD1307583_predicted), mRNA. RGD1307583_predicte XM_001062546 Cluster 1 0.00 5.08 1.00 -1.86 0.99 -2.48 GI_62662181‐S RGD1307583  Unknown
ILMN_1356682PREDICTED: Rattus norvegicus similar to ribosomal protein S19 (predicted) (RGD1565429_predicted), mRNA. RGD1565429_predicte XR_009598.1 Cluster 1 0.00 6.54 1.00 -1.50 0.72 -2.42 GI_62652009‐S RGD1565429  Unknown
ILMN_1371362PREDICTED: Rattus norvegicus similar to novel protein of unknown function (DUF423) family member (predicted) (RGD1563438_predicted), mRNA. RGD1563438_predicte XM_213333.4 Cluster 1 0.03 3.61 1.00 -1.42 0.24 -2.40 GI_62656324‐S RGD1563438  Unknown
ILMN_1369708PREDICTED: Rattus norvegicus similar to LRRGT00057 (LOC500586), mRNA. LOC500586 XM_575955.1 Cluster 6 1.00 -1.19 0.04 3.79 0.50 -2.30 GI_62650006‐S LOC500586 Unknown
ILMN_1363201PREDICTED: Rattus norvegicus similar to ribosomal protein L36 (predicted) (RGD1563867_predicted), mRNA. RGD1563867_predicte XR_008905.1 Cluster 1 0.01 3.40 1.00 1.03 0.41 -2.29 GI_34859707‐S RGD1563867  Unknown
ILMN_1367784PREDICTED: Rattus norvegicus similar to ribosomal protein S17 (predicted) (RGD1562073_predicted), mRNA. RGD1562073_predicte XR_008504.1 Cluster 1 0.00 4.11 1.00 -1.69 0.74 -2.28 GI_62660181‐S RGD1562073  Unknown
ILMN_1373381PREDICTED: Rattus norvegicus similar to LRRGT00176 (LOC498105), mRNA. LOC498105 XM_573309.1 Cluster 6 1.00 -1.42 0.01 3.76 0.38 -2.23 GI_62658061‐S LOC498105 Unknown
ILMN_2039861PREDICTED: Rattus norvegicus similar to LRRGT00176 (LOC498245), mRNA. LOC498245 XM_573468.1 Cluster 6 1.00 -1.35 0.01 3.45 0.38 -2.20 GI_62659444‐S LOC498245 Unknown
ILMN_1362081PREDICTED: Rattus norvegicus similar to LRRGT00149 (LOC361117), mRNA. LOC361117 XM_341405.2 Cluster 6 1.00 -1.40 0.01 3.55 0.43 -2.13 GI_62662274‐S LOC361117 Unknown
ILMN_1650504PREDICTED: Rattus norvegicus similar to hypothetical protein FLJ31606 (predicted) (RGD1561507_predicted), mRNA. RGD1561507_predicte XM_001077812 Cluster 1 0.04 2.80 1.00 -1.37 0.77 -2.12 GI_62665403 RGD1561507  Unknown
ILMN_1350345PREDICTED: Rattus norvegicus similar to LRRGT00057 (LOC499638), mRNA. LOC499638 XM_574960.1 Cluster 6 1.00 -1.36 0.01 3.49 0.46 -2.08 GI_62643573‐S LOC499638 Unknown
ILMN_1354787PREDICTED: Rattus norvegicus similar to hypothetical protein PRO1580 (predicted) (RGD1309263_predicted), mRNA. RGD1309263_predicte XM_214574.4 Cluster 1 0.00 4.02 1.00 -1.36 1.00 -2.05 GI_62664232‐S RGD1309263  Unknown
ILMN_1365861PREDICTED: Rattus norvegicus similar to 40S ribosomal protein S19 (LOC687298), mRNA. LOC687298 XM_001077884 Cluster 1 0.00 5.80 1.00 -1.23 0.70 -2.05 GI_34868295‐S LOC687298 Unknown
ILMN_1364196PREDICTED: Rattus norvegicus similar to RIKEN cDNA 1810020D17 (predicted) (RGD1561459_predicted), mRNA. RGD1561459_predicte XM_001064409 Cluster 1 0.04 3.03 1.00 -1.12 0.57 -2.01 GI_62640934‐S RGD1561459  Unknown
ILMN_1357234Rattus norvegicus neuronal regeneration related protein (Nrep), mRNA. Nrep NM_178096.2 Cluster 2 0.00 -4.88 1.00 -2.05 0.24 2.04 GI_31342528‐S NREP Unknown
ILMN_1357907Rattus norvegicus trans-golgi network protein (Tgoln1), mRNA. Tgoln1 NM_138840.2 Cluster 2 0.02 -3.45 1.00 -1.16 0.88 2.06 GI_20301975‐S TGOLN1 Unknown
ILMN_1361519PREDICTED: Rattus norvegicus similar to hypothetical protein FLJ30373 (predicted) (RGD1306256_predicted), mRNA. RGD1306256_predicte XM_001077910 Cluster 1 0.28 2.41 1.00 -1.21 0.02 2.11 GI_62639218‐S RGD1306256  Unknown
ILMN_1370374PREDICTED: Rattus norvegicus similar to RIKEN cDNA 5031410I06 (LOC501479), mRNA. LOC501479 XM_001081012 Cluster 8 0.76 1.65 0.04 4.64 0.09 2.16 GI_62718312‐S LOC501479 Unknown
ILMN_1367758PREDICTED: Rattus norvegicus similar to hypothetical protein D12Ertd771e (RGD1309550), mRNA. RGD1309550 XM_001069129 Cluster 2 0.00 -4.22 1.00 -1.10 0.20 2.41 GI_62651222‐S RGD1309550 Unknown
ILMN_1649986PREDICTED: Rattus norvegicus similar to Zgc:56193 (predicted) (RGD1562162_predicted), mRNA. RGD1562162_predicte XR_008163.1 Cluster 8 0.00 5.04 0.32 2.76 0.35 2.41 GI_34871963 RGD1562162  Unknown
ILMN_1363583PREDICTED: Rattus norvegicus ubiquitin-conjugating enzyme E2Q (putative) 2 (predicted) (Ube2q2_predicted), mRNA. Ube2q2_predicted XM_001072896 Cluster 2 0.04 -3.25 1.00 -1.06 0.50 2.41 GI_62653696‐S UBE2Q2  Unknown
ILMN_1359597Rattus norvegicus aspartate beta-hydroxylase domain containing 2 (Asphd2), mRNA. Asphd2 NM_001009716 Cluster 3 1.00 -1.17 1.00 -1.20 0.04 2.43 GI_57528389‐S ASPHD2 Unknown
ILMN_1352795Rattus norvegicus syntaxin 12 (Stx12), mRNA. Stx12 NM_022939.2 Cluster 2 0.02 -3.17 1.00 -1.11 0.21 2.54 GI_12621103‐S STX12 Unknown
ILMN_1368996PREDICTED: Rattus norvegicus GTPase activating RANGAP domain-like 1 (Garnl1), mRNA. Garnl1 XM_001079197 Cluster 2 0.03 -3.50 1.00 1.08 0.66 2.57 GI_62650853‐S GARNL1 Unknown
ILMN_1361968PREDICTED: Rattus norvegicus similar to S-adenosylmethionine synthetase gamma form (Methionine adenosyltransferase) (predicted) (RGD1560523_predicteRGD1560523_predicte XM_573428.2 Cluster 2 0.00 -4.57 1.00 -1.10 0.19 2.61 GI_34878804‐S RGD1560523  Unknown
ILMN_1362052PREDICTED: Rattus norvegicus similar to IER5 (LOC498256), mRNA. LOC498256 XM_573480.1 Cluster 2 0.02 -2.90 1.00 -1.55 0.24 2.64 GI_62659530‐S LOC498256 Unknown
ILMN_1356367PREDICTED: Rattus norvegicus similar to APG4 autophagy 4 homolog C (LOC313391), mRNA. LOC313391 XM_001056029 Cluster 2 0.02 -3.26 1.00 1.22 0.20 2.65 GI_62649276‐S LOC313391 Unknown
ILMN_1367665PREDICTED: Rattus norvegicus zinc finger, FYVE domain containing 21 (predicted) (Zfyve21_predicted), mRNA. Zfyve21_predicted XM_001072133 Cluster 8 0.00 4.31 0.31 3.21 0.08 2.68 GI_62651282‐S ZFYVE21  Unknown
ILMN_2038971Rattus norvegicus similar to RIKEN cDNA 2310001A20 (RGD1308874), mRNA. RGD1308874 NM_001034003 Cluster 2 0.01 -3.58 1.00 -1.35 0.20 2.75 GI_62646029‐S RGD1308874 Unknown
ILMN_1356955PREDICTED: Rattus norvegicus WD repeat domain 47 (Wdr47), mRNA. Wdr47 XM_001081957 Cluster 2 0.04 -3.47 1.00 1.11 0.23 2.82 GI_62644194‐S WDR47 Unknown
ILMN_1358924PREDICTED: Rattus norvegicus hypothetical LOC501116 (LOC501116), mRNA. LOC501116 XR_009511.1 Cluster 2 0.03 -3.25 1.00 -1.17 0.16 2.88 GI_62641144‐S LOC501116 Unknown
ILMN_1354983PREDICTED: Rattus norvegicus hypothetical gene supported by NM_053946 (LOC497846), mRNA. LOC497846 XM_579586.1 Cluster 2 0.09 -2.85 1.00 -1.30 0.03 2.90 GI_62667036‐S LOC497846 Unknown
ILMN_1363443PREDICTED: Rattus norvegicus similar to 14-3-3 protein tau (14-3-3 protein theta) (predicted) (RGD1564087_predicted), mRNA. RGD1564087_predicte XR_009360.1 Cluster 3 0.24 -2.24 1.00 -1.25 0.02 2.92 GI_62644597‐S RGD1564087  Unknown
ILMN_1354585Rattus norvegicus cytochrome P450, family 2, subfamily c, polypeptide 7 (Cyp2c7), mRNA. Cyp2c7 NM_017158.1 Cluster 7 0.00 -99.64 1.00 -2.46 0.42 2.96 GI_8393232‐S CYP2C7 Unknown
ILMN_2040300Rattus norvegicus branched chain aminotransferase 1, cytosolic (Bcat1), mRNA. Bcat1 NM_017253.2 Cluster 3 0.96 -1.38 1.00 -1.03 0.02 3.00 GI_8392970‐S BCAT1 Unknown
ILMN_1361472PREDICTED: Rattus norvegicus triosephosphate isomerase (LOC500959), mRNA. LOC500959 XM_001053991 Cluster 3 0.17 -1.92 1.00 -1.51 0.00 3.03 GI_34860598‐S LOC500959 Unknown
ILMN_1350875PREDICTED: Rattus norvegicus similar to zinc finger protein ZFP235 (LOC365214), mRNA. LOC365214 XM_574381.1 Cluster 3 0.68 -1.67 1.00 -1.34 0.04 3.06 GI_62639120‐S LOC365214 Unknown
ILMN_1359567PREDICTED: Rattus norvegicus similar to RIKEN cDNA 1300017J02 (RGD1310507), mRNA. RGD1310507 XM_236574.4 Cluster 2 0.00 -12.88 1.00 -1.46 0.01 3.21 GI_62654201‐S RGD1310507 Unknown
ILMN_1369621PREDICTED: Rattus norvegicus similar to LIM domain only 3 (predicted) (RGD1561357_predicted), mRNA. RGD1561357_predicte XM_579664.2 Cluster 3 1.00 -1.31 1.00 -1.05 0.01 3.24 GI_62648003‐S RGD1561357  Unknown
ILMN_1351960PREDICTED: Rattus norvegicus similar to glyceraldehyde-3-phosphate dehydrogenase (LOC500506), mRNA. LOC500506 XM_575868.1 Cluster 3 0.00 -2.15 1.00 -1.66 0.00 3.24 GI_62649262‐S LOC500506 Unknown
ILMN_1358715PREDICTED: Rattus norvegicus pleckstrin homology domain containing, family H (with MyTH4 domain) member 1 (predicted) (Plekhh1_predicted), mRNA. Plekhh1_predicted XM_001080885 Cluster 8 0.00 4.17 0.00 10.24 0.01 3.28 GI_62650910‐S PLEKHH1  Unknown
ILMN_1374789PREDICTED: Rattus norvegicus hypothetical gene supported by NM_031743 (LOC497804), mRNA. LOC497804 XM_579529.1 Cluster 3 0.04 -2.16 1.00 -1.57 0.03 3.28 GI_62649156‐S LOC497804 Unknown
ILMN_1367378Rattus norvegicus small glutamine-rich tetratricopeptide repeat (TPR)-containing, beta (Sgtb), mRNA. Sgtb NM_181629.2 Cluster 2 0.01 -2.71 1.00 -1.42 0.02 3.28 GI_31795574‐S SGTB Unknown
ILMN_1370153PREDICTED: Rattus norvegicus similar to endosulfine alpha isoform 2 (LOC502613), mRNA. LOC502613 XR_006084.1 Cluster 3 1.00 -1.34 1.00 -1.16 0.04 3.34 GI_11177873‐S LOC502613 Unknown
ILMN_1355639Rattus norvegicus major urinary protein 5 (Mup5), mRNA. Mup5 NM_203325.1 Cluster 3 1.00 1.44 0.21 -4.98 0.03 3.35 GI_42627892‐S MUP5 Unknown
ILMN_1370292PREDICTED: Rattus norvegicus similar to solute carrier family 25 (mitochondrial carrier, Aralar), member 12 (predicted) (RGD1561141_predicted), mRNA. RGD1561141_predicte XR_007837.1 Cluster 2 0.00 -4.35 1.00 -1.14 0.00 3.63 GI_62645223‐S RGD1561141  Unknown
ILMN_1369531Rattus norvegicus ATPase family, AAA domain containing 1 (Atad1), mRNA. Atad1 NM_001035002 Cluster 2 0.00 -4.94 1.00 -1.29 0.01 3.70 GI_62642290‐S ATAD1 Unknown
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ILMN_1357722PREDICTED: Rattus norvegicus similar to Low-density lipoprotein receptor-related protein 4 precursor (LDLR dan) (predicted) (RGD1565014_predicted), mRN RGD1565014_predicte XM_001066828 Cluster 5 1.00 1.15 1.00 2.47 0.00 3.96 GI_62662748‐S RGD1565014  Unknown
ILMN_1353003PREDICTED: Rattus norvegicus similar to hypothetical protein DKFZp761N1114 (LOC498228), mRNA. LOC498228 XM_573448.1 Cluster 5 1.00 1.02 1.00 1.15 0.01 3.98 GI_62659305‐S LOC498228 Unknown
ILMN_1369195PREDICTED: Rattus norvegicus similar to BC028663 protein (predicted) (RGD1563236_predicted), mRNA. RGD1563236_predicte XM_001071564 Cluster 5 1.00 1.18 1.00 1.27 0.00 3.99 GI_62662463‐S RGD1563236  Unknown
ILMN_1354352PREDICTED: Rattus norvegicus hypothetical LOC314472 (predicted) (LOC314472), mRNA. LOC314472 XM_234564.3 Cluster 8 0.00 5.45 0.45 3.21 0.00 4.13 GI_62651291‐S LOC314472 Unknown
ILMN_1367934PREDICTED: Rattus norvegicus similar to 6430514L14Rik protein (predicted) (RGD1311958_predicted), mRNA. RGD1311958_predicte XM_236376.4 Cluster 5 0.92 -1.39 1.00 1.54 0.00 4.48 GI_62653872‐S FAM81A Unknown
ILMN_1367214Rattus norvegicus SNRPN upstream reading frame (Snurf), mRNA. Snurf NM_130738.1 Cluster 3 0.01 -2.20 1.00 -1.28 0.00 4.57 GI_18543338‐S SNURF Unknown
ILMN_1376623Rattus norvegicus cytochrome P450, family 2, subfamily c, polypeptide 23 (Cyp2c23), mRNA. Cyp2c23 NM_031839.2 Cluster 7 0.00 -21.65 1.00 -2.01 0.00 4.68 GI_24475717‐A CYP2C23 Unknown
ILMN_1359619PREDICTED: Rattus norvegicus lysozyme-like 4 (predicted) (Lyzl4_predicted), mRNA. Lyzl4_predicted XM_343507.3 Cluster 5 0.58 1.92 0.20 -1.53 0.00 5.48 GI_62654507‐S LYZL4  Unknown
ILMN_1375109Rattus norvegicus cytochrome P450, family 2, subfamily d, polypeptide 2 (Cyp2d2), mRNA. Cyp2d2 NM_012730.1 Cluster 7 0.00 -32.78 1.00 -1.55 0.00 5.59 GI_6978746‐S CYP2D2 Unknown
ILMN_1357368PREDICTED: Rattus norvegicus hypothetical gene supported by NM_016994 (LOC497841), mRNA. LOC497841 XM_579384.1 Cluster 7 0.00 -23.26 1.00 -2.38 0.00 5.95 GI_62718644‐S LOC497841 Unknown
ILMN_1351728Rattus norvegicus alpha-2u globulin PGCL1 (LOC259246), mRNA. LOC259246 NM_147214.1 Cluster 3 1.00 1.30 0.00 -10.81 0.00 5.98 GI_22219449‐S LOC259246 Unknown
ILMN_1371263PREDICTED: Rattus norvegicus similar to cat eye syndrome critical region 6 (LOC500307), mRNA. LOC500307 XM_575656.1 Cluster 5 0.26 -1.65 1.00 1.18 0.00 6.31 GI_62648105‐S LOC500307 Unknown
ILMN_1651185PREDICTED: Rattus norvegicus similar to putative protein (5S487) (predicted) (RGD1310819_predicted), mRNA. RGD1310819_predicte XM_237064.4 Cluster 5 1.00 1.36 1.00 2.48 0.00 7.36 GI_62654933 RGD1310819  Unknown
ILMN_1649950PREDICTED: Rattus norvegicus similar to MADS box transcription enhancer factor 2, polypeptide C (myocyte enhancer factor 2C) (LOC499495), mRNA. LOC499495 XM_574820.1 Cluster 2 0.00 -3.24 1.00 -1.52 0.00 7.44 GI_62642694 LOC499495 Unknown
ILMN_1355066PREDICTED: Rattus norvegicus similar to KIAA1034-like DNA binding protein (LOC501145), mRNA. LOC501145 XM_576570.1 Cluster 5 1.00 -1.20 1.00 1.67 0.00 8.36 GI_62655068‐S LOC501145 Unknown
ILMN_1365636Rattus norvegicus cholecystokinin (Cck), mRNA. Cck NM_012829.1 Cluster 5 0.14 1.97 1.00 1.83 0.00 8.38 GI_6978612‐S CCK Unknown
ILMN_1373783Rattus norvegicus WDNM1 homolog (LOC360228), mRNA. LOC360228 NM_001003706 Cluster 5 1.00 -1.62 1.00 -1.05 0.00 11.15 GI_51172601‐S LOC360228 Unknown
ILMN_1371895PREDICTED: Rattus norvegicus similar to RIKEN cDNA 3110035E14 (predicted) (RGD1561849_predicted), mRNA. RGD1561849_predicte XM_001066686 Cluster 2 0.00 -4.14 1.00 -1.04 0.00 11.21 GI_62648550‐S RGD1561849  Unknown
ILMN_1374242Rattus norvegicus pregnancy-zone protein (Pzp), mRNA. Pzp NM_145779.1 Cluster 7 0.00 -29.37 1.00 -1.98 0.00 11.22 GI_21955141‐S PZP Unknown
ILMN_1359044Rattus norvegicus esterase 1 (Es1), mRNA. Es1 NM_017004.1 Cluster 7 0.00 -34.91 1.00 -2.31 0.00 12.36 GI_57529186‐S ES1 Unknown
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