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ATGECTGCCGCCGGAGATGEAGCAGGABGCGECGLCGAGCAGETRACGETGCTCORLGCATGOARGAGCCCATTCCTRGTCCOGRTGCRCCTRECACTCARCCTCARGGRGE TCAGCTACGAGTACGTGE
ATGECAGGAGGAGGAGGAGCAGGCGAGC---TCARGCTGCTCGGACACTGGRCGAGCGCCTACGTCACCAGAGTGAAGCTCGCGCTCCACCTCARGGGCGTRAGCTACGAGTACGTCE
ATGGCG--GACGAGG---TGRTGCTCCTGGACTTGTGEGTGAGCCCGTTCGGRCAGCATTGCCREATCRCGCT TRCGGAGARGGGCGTGGAGTACGAGTACAGCG
ATGGC--=---CGATCCGGTTRAGCTCATCGGCGCTTTTRRCAGCCCATTCATRCACCGCATCOABGCGRCCCTRCAGLTCARGGGAGT TRCCTACGAGCTCATCC
ATGGTTARGCTAATCAGCGCCTTCAGEAGCCCATTCAEGCACCRCGCCGAGGCGRCGETCCGACTRARRGRCGTRCAGTACGAGCTCETCE
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CGAGTCCCTCATCAT
AGGTGEACCTCGCCGRCARGAGCGACCTCCTCCTCGCCGCCARCCCCRTCCACGCCARGGTCCCCGTCCTCCTCCAC-==GCCGGGAGGCCCGTCTRCGAGTCCATRCTCATCATCGAGTACCTCGACGA
AGGAGGATCTCCGCARCARGAGCGACCTCCTCCTCGCCTCCAACCCRRTRCACARGACGGTGCCCRTGCTCATCCAC--~ARCGGCARCCCCATCCRCRAGTCGCAGRTCATCATRCAGTACATCGACGA
AGCAGAGCCTCGCCGACARGAGCGACCTCCTCCTCCGCTCCAACCCCRTCCACARGARGGTCCCCGTCCTCCTCCAC-==GCCGGCCACCCCRTCTRORAGTCCCTCRTCATCCTCGAGTACATCGACGA
ACGAGGACTTGGAGARCAAGAGCARCCTGCTGCTCGCTAGCAACCCTRTCCACARGARGGTCCCCGTCCTCCTCGAT-==G6CGGCCGAGCTATCTRCRARTCACTTGTCATCATCGAGTACGTCGACGA
TGGARGACCTCCRCAGCARGAGCGACCTGCTRLTCGCCCACAACCCCRTCCACARGCTCGTCCCCRTCCTCCTCCACTCCGACGGCCRCTCCGTCACCRAGTCCCTCRTCATCATCCAGTACATCGACGA
ag,.¢...cte, ,c,  caagagegacct ¢t cte, ., caacce, gt cac,,,a,get ,cocgt cbe,becac | ,cep,,,..c0.be,gCOABTCoctcalCATe, L, ,agtac, Logacya

61 270 280 290 300 1o 320 130 340 350 360 370 380 230
| . . . : : : . . . . . : |

Figure S2. Multiple sequence alignment of partial nucleotide sequence showing conserve domain specific to GST
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Figure S5. Construct map of Cloning vector used for transformation of OsGSTU30 (A) and OsGSTU41(B) genes of
Rice into Schizosacharomyces pombe (SP6) strain of yeast. pSP1 vector was used for transformation. P’ denotes
promoter site whereas ‘T’ denotes terminator site



