
Supplementary Figure S1. Alignment of amino acid sequences of A. fumigatus zinc importers, ZrfA, 
ZrfB, ZrfC and ZrfD. 
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Figure S2. Alignment of C. albicans Pra1 and A. fumigatus AspF2.

For both figures, sequences were aligned using ClustalW (www.ebi.ac.uk/Tools/msa/clustalw2/) and 
rendered using ESPript [1].    
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