
Table S1. Sequences of primers for RT-PCR. 

gene               Sequences 

mmu- SHMT2 Forward Primer 5'- TGGCAAGAGATACTACGGAGG-3’  

 

Reverse Primer 5'-AGATCCGCTTGACATCAGACA-3’ 

mmu- MTHFD1L Forward Primer 5'-GCATGGCCTTACCCTTCAGAT-3’ 

 

Reverse Primer 5'-GTACGAGCTTCCCCAGATTGA-3’ 

mmu- SHMT1 Forward Primer 5'- CAGGGCTCTGTCTGATGCAC-3’  

 

Reverse Primer 5'-CGTAACGCGCTCTTGTCAC-3’ 

mmu- MTHFD1 Forward Primer 5'-GGGAATCCTGAACGGGAAACT-3’ 

 

Reverse Primer 5'-TGAGTGGCTTTGATCCCAATC-3’ 

mmu- Claudin-5 Forward Primer 5'- GCAAGGTGTATGAATCTGTGCT-3’ 

 

Reverse Primer 5'- GTCAAGGTAACAAAGAGTGCCA-3’ 

mmu- Occludin Forward Primer 5'- CCACCCCCATCTGACTATGC-3’ 

 Reverse Primer 5'- TCGCTTGCCATTCACTTTGC-3’ 

mmu- ZO-1 Forward Primer 5'- CCTGACGGTTGGTCTTTTGC-3’ 

 
Reverse Primer 5'-ACAGTTGGCTCCAACAAGGT-3’ 

mmu- Connexin-43 Forward Primer 5'- ATCGTGGATCAGCGACCTTC-3’ 

 Reverse Primer 5'- GTTGAGTACCACCTCCACGG-3’ 

mmu-GAPDH Forward Primer 5'-AGGTCGGTGTGAACGGATTTG-3’ 

 Reverse Primer 5'-GGGGTCGTTGATGGCAACA-3’  
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Figure S1. Metabolite profiling analysis in GC-2 cells. (A) PCA plot for GC/MS data. (B) Metabolites pathways changes detected using 

GC/MS.  



 

Figure S2. Representative images from the HCS after GNRs exposure to GC-2 cells. (A) Staining for nuclei (blue), cell membrane permeability 

(green), cytochrome c (yellow) and mitochondria membrane potential (red). Images were acquired with the ArrayScan HCS Reader with a 20 x 

objective. (B) The relative expressions of nuclear size, permeability, cytochrome c and mitochondria membrane potential. * indicates significant 

difference when the values were compared to that of the control (p < 0.05). 

 


