
Figure S1.- Schematic representation of dendrimer structure. 1G-03NN12 (A), 2G-03NN24 (B) and 3G-03NN48 

carbosilane dendrimers.

Figure S2. Associations between proteins in dendrimer-treated macrophages. An evidence view of kinases and associated 

proteins in 2G-03NN24-treated M2 is shown. Different bars represent evidences for the association based on experiments 

(black bars) or on databases (grey bars). The score value was calculated based on databases and experimental data with String 

software (http://string-db.org).

Table S1.- Protein phosphorilation in macrophages. Two duplicates (Dup.) were quantified for each protein. The 

phosphorilated residue analyzed is indicated in brackets (when there are various residues analyzed for each protein). F555: 

fluorescence of treated macrophages, F632: fluorescence of untreated cells, B555: background fluorescence at 555 nm, B632: 

background fluorescence at 632 nm. Fold change was calculated as ((F555-B555)/(F632-B632)). Average was calculated as 

duplicates average of Log2(555/632). Data analyzed with Gene Pix Pro7 software.
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