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Fig. S1. Representative microscopy images showing a) pHPMAgy pC loaded with AF488-PLL; b) DIC microscopy image of
intact pHPMAgy; pC and broken pC after 0.5 M DTT 1 h treatment (inset).

Table S1. Structural properties of PMAgy and pHPMAgy nCs

pHPMASH puCs PMAgy nuCs
Thickness [um] 31+3 10+ 6
Stiffness [mN/m)] 6+3 7+3
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Fig S2. Representative force curves acquired on A) PMAgy 1Cs and B) pHPMAgy pCs. Insets show AFM scans of pCs dried

and immobilized onto a PEI-treated substrate.
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Fig. S3. DU145 cell survival curves after 120 h exposure to PMAgy polymer. Data are reported as a percentage of viable cells

exposed to polymer compared with untreated cells. All data represent mean values + SD.
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Fig. S4. Cellular uptake and distribution of pHPMAgy pCs in PC-3 cells. A) The time-dependent uptake of AF647-labeled
pHPMAgy pCs was analyzed by flow cytometry. PC-3 cells were exposed to capsules at a capsule/cell ratio of 72:1.
B) Representative deconvolution microscopy images showing the localization of AF488-labeled pHPMAgy p1Cs (green) in PC-3
cells after 24 h exposure to a capsule/cell ratio of 500:1. Lysosomes are visualized after staining for the LAMP1 marker using an

AF647 secondary antibody (red).
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Fig. S5. A) PC-3 and B) DU145 cell survival curves after 96 h exposure to pHPMA-co-MA, pHPMAgg with 15% thiol moieties,
and PMAgs polymer with 15% thiols groups. Data are reported as a percentage of viable cells exposed to polymers compared

with untreated cells. All data represent mean values + SD.
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Fig. S6. Representative Western immunoblotting showing LC3-I and II expression levels in DU145 cells exposed for 72 h and
96 h to PMAgy puCs (125 pCs/cell). B-actin was used as control for equal protein loading.
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Fig. S7. Representative Western immunoblotting showing survivin expression levels in DU145 cells exposed for 72 h and 96 h to

PMAgy pCs (125 pCs/cell). B-actin was used as control for equal protein loading.



