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Table S1 The observed mean molar residue ellipticitiesa at 222 nm in 100 mM sodium acetate buffer at pH 4.1.
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PE42A
0
-3000
5
-5500

PE42B
0
-5400
5
-12100

PE42Bcap
0
-6300
5
-14700

PE42Dcap
0
-3100
5
-10200

PE42Hcap
0
-2100
5
-7100

TB42Acap
0
-5100
5
-14700

TB42Bcap
0
-6800
5
-19600

PE42Ecap
0
-3900
5
-17000

PE42Fcap
0
-6100
5
-16300

PE42Gcap
0
-15000
5
-18200

PE42Icap
0
-5300
5
-19200

PE42Kcap
0
-6100
5
-19600

PE42Lcap
0
-6000
5
-16600

a The peptide concentrations (ca. 0.5 mM) were not determined by quantitative amino acid analysis, and the calculations of []222 are based on a water content of 25% in the weighed peptides
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