Supplementary Material for Photochemical & Photobiological Sciences
This journal is © The Royal Society of Chemistry and Owner Societies 2002

Fig. S1. Conserved direct and inverted elements in PAL, CHI, CHS and PR-5 promoters. Elements conserved among seven UV-B
inducible promoters (MEBS.2, PyroA, Ubq3, CHI, CHS, PAL and PR-5) identified in pairwise BLASTN comparisons are with solid
arrows shown in their direct and inverted orientations, respectively, with slashes indicating single mismatches. Only those elements
containing two or more guanosine and cytosine identities in a minimum of seven contiguous nucleotides are displayed. The regions
in these promoters sharing the identities are designated with numbers following each gene designation. To further clarify orientation,
the designation for inverted elements are underlined.
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