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Ver3 ---MNLIWFRQDLRVRDNTAL----MEAT-----RHGNTCAVVILSPEQWKL----------------------HDDAEIKIDFYLRQLKSLEIELKQFN
Bradyrhizobium japonicum -------------------------------------------MLDETAG------------------------RAPGGAARWWLAQSLRALGAEIAARG
Rhodopseudomonas palustris ---PLIVWFRDDLRLADHPAL----HAAAQSGA----PVLCVYVLDEVSDDV----------------------RALGGAVRWWLAQSLRALESELRALG
C. crescentus (B8H0P9) LSALVDADLSRDQVLMVESRVEATAWKHHKQKLVLVWSAMRQFAERLRARGFN--------------------VRYVTLEDPDNTGSIGGELRRALEARA
C. crescentus (B8H5A8) ---AVIVWFRKDLRIADNPAL----RHAAQSGR----PVIPLYILD-ETPGI----------------------RPMGGASLWWLDKSLKSLAASLETLG
A. caulinodans (A8I945) LSALRGGDRKRDVVLMVEVAEETTYVPHHRKKIAFILAAMRAFARELEADGWR--------------------VDYVRLADPVNTGSFSGELERAVGRWD
A. caulinodans (A8I9R8) ---TAVIWFRDDLRLADNPAL----AAAAASGR----RVLALYVLDEDSPGV----------------------RALGGAALWWLAGSLRALKAELGQHG
Sphingomonas sp. (Q1N8J8) ---PVLLWFRQDLRLSDQAAL----IAAASEG-----PVVPVYVLDDDTPRQ----------------------WVMGGASRWWLHHSLASLDRALREKG
Sphingomonas sp. (Q1NBK8) IAALRAAHKDDSIVLMMEVADETAYVKHHKAKIAFILSAMRHHAERLRALGWT--------------------VDYVTLDAPDNRGSFTSEVARAVERHQ
D. melanogaster (Q0E8P0) QRSTLVHWFRKGLRLHDNPALSHIFTAANAAPG--KYFVRPIFILDPGILD----------------------WMQVGANRWRFLQQTLEDLDNQLRKLN
D. melanogaster (Q24443) SLGGVVYWMSRDGRVQDNWALLFAQRLALKLEL----PLTVVFCLVPK-------------------------FLNATIRHYKFMMGGLQEVEQQCRALD
A. tumefaciens (H0H518) ---PVIVWFRKDLRLADNLAL----LAAVEHGG----PVIPLYIRETSSG-------------------------PLGGAQEWWVHHSLASLSAALEKCG
A. tumefaciens (H0HC00) LSSLDGVDKTRDTILLCEVMVEATYVGHHKKKIAFLFSAMRHFAEELRGKGYQ--------------------VRYTRIDDRDNAGSFSGEVQRALNDLT
M. barkeri (Q46F34) --GPVAYWMSRDQRVEDNWALLFARKIALEADV----PVFVVFCLVDK-------------------------FLGAIRRQYEFMLKGLQEVEATLARKK
Oryza sativa (Q651U1) GGGVAIVWFRNDLRVLDNEAVVRAWAASD--------AVLPVYCVDPRISAG---------------STHYFGFPKTGALRAQFLIECLEDLKRNLTKQG
Oryza sativa (Q6F6A2) --GPVVYWMLRDQRLADNWALLHAAGLAAASAS----PLAVAFALFPRPF-----------------------LLSARRRQLGFLLRGLRRLAADAAARH
Oryza sativa (Q0E2Y1) TAAAAMVWFRKGLRVHDNPAL------DAARRGGAAARLYPVFVLDPRYLRPD-------------QAAPSPGSARAGVARVRFLLESLSDLDARLRRLG
Oryza sativa (Q948J4) AGGRTVVWFRRDLRVEDNPAL----AAAARAGG----EVVPAYVWAPEEDGP----------------------YYPGRVSRWWLSQSLKHLDASLRRLG
Oryza sativa (Q852P4) --ERTVVWFRRDLRIDDNPAL----ASAARDG-----AVLPVFIWCPADEGQ----------------------FYPGRCSRWWLKQSLPHLSQSLESLG
R. sphaeroides (Q3IXP1) LPALRAADPAADLVVMAEVMEEGTYVPHHPQKIALILAAMRKFARRLQERGFR--------------------VAYSRLDDPDTGPSIGAELLRRAAETG
Potorous tridactylus SQ-AFVYWMSRDQRVQDNWAFLYAQRLALKQKL----PLHVCFCLAPC-------------------------FLGATIRHYDFMLRGLEEVAEECEKLC
Homo sapiens (Cry1) MGVNAVHWFRKGLRLHDNPAL------KECIQG--ADTIRCVYILDPWFAG----------------------SSNVGINRWRFLLQCLEDLDANLRKLN
Homo sapiens (Cry2) DSASSVHWFRKGLRLHDNPAL------LAAVRG--ARCVRCVYILDPWFAA----------------------SSSVGINRWRFLLQSLEDLDTSLRKLN
A. thaliana (Cry1) SGGCSIVWFRRDLRVEDNPAL----AAAVRAG-----PVIALFVWAPEEEGH----------------------YHPGRVSRWWLKNSLAQLDSSLRSLG
A. thaliana (Cry2) --KKTIVWFRRDLRIEDNPAL----AAAAHEG-----SVFPVFIWCPEEEGQ----------------------FYPGRASRWWMKQSLAHLSQSLKALG
A. thaliana (CryDASH) GKGVTILWFRNDLRVLDNDALYKAWSSSD--------TILPVYCLDPRLFH----------------TTHFFNFPKTGALRGGFLMECLVDLRKNLMKRG
A. thaliana (PHR) TVGPVVYWMFRDQRLKDNWALIHAVDLANRTNA----PVAVVFNLFDQ-------------------------FLDAKARQLGFMLKGLRQLHHQIDSLQ
A. thaliana (6-4D) TGSGSLIWFRKGLRVHDNPAL------EYASKG--SEFMYPVFVIDPHYMESD-------------PSAFSPGSSRAGVNRIRFLLESLKDLDSSLKKLG
N. crassa (CryDASH) PSKVVIYAMRRELRLSDNPIFHHLSNPESKHGF---SHLLPVYVFPAQQIDLSGFVPKGSENPHPAPKSAVGGYARCGPYRAKFLAESVWDLKTSLQSIG
N. crassa (PHR) VRQAVVHWFKMDLRLHDNRSL----WLASQKAKEAGVPLICLYVLSPEDLEA----------------------HLRAPIRVDFMLRTLEVLKTDLEDLG
Escherichia coli (PHR) -MTTHLVWFRQDLRLHDNLAL----AAACR---NSSARVLALYIATPRQWAT----------------------HNMSPRQAELINAQLNGLQIALAEKG
Thermus thermophilus ---PLLVWHRGDLRLHDHPAL----LEALAR-----GPVVGLVVLDPNNLKT----------------------T---PRRRAWFLENVRALREAYRARG
Synechocystis sp.(CryDASH) --PTVLVWFRNDLRLHDHEPLHRALKSGL--------AITAVYCYDPRQFA-----------------QTHQGFAKTGPWRSNFLQQSVQNLAESLQKVG
Synechocystis sp. (PHR) DHPLILLWHRRDLRLNDHLAL----AKARQKT----AKIVGVFCLDNKILQA----------------------EDMAPARVAYLLGCLQSLQDHYQRLG
Vibrio cholerae (CryDASH) SKKIGLYWFTNDLRVNDNPLLEQASQQVD--------RLICLYCY-PSITPF---------------LARYAQQTQWGEAKKRFLNQTLADLDHSLSTLG
Vibrio cholerae (PHR) ---MRLVWFRRDLRSFDNTAL----TAAL----NSGDPVAAMYIATPEQWHQ----------------------HHLAPIQADLIWRRLAELQQELAALN
O. alexandrii (83858269) IASLADYE-DGDLIVMAEVAEEVSYVPHHRKKIAFLFSAMRHFASRLEGGGKS--------------------VRYVRLDDPDNTGSLKGEMERALKAGA
O. alexandrii (gi83858274) ---PVIVWFRQDLRLADNPAL----QAAAATGA----PVIPVYILDDDAPGD----------------------WRPGGASRWWLHHSLASLASDLQQLG
S. tokodaii (gi15921125) --MDCIFIFRRDLRLEDNTGLN--------YALSECDRVIPVFIADPRQLIN---------------------NPYKSEFAVSFMINSLLELDDELRKKG
Pseudomonas aeruginosa GLPMNLIWFRCDLRTTDNSAL----LAAA-----DGRPCLALYLLSPAQWRE----------------------HDDAPCKVDFWLRNLGELQRQLAALN
Clustal Consensus                                                                                            :        

110 120 130 140 150 160 170 180 190 200
....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|

Ver3 IPLMVEIVPQWDDVPARLLTFANK-----YQVTVIHANIEIGVNELHRDAQVQTLLESH--------------KVTVEYYHDRTIFPLGSIRNKTHQPYQ
Bradyrhizobium japonicum G--SLILRKG--PAAGVIPEEARE-----SGARAVYWNGIAQAPHQAIERRLEAALAKLG--------------VDSQSFPGDLLVPPSAIRNKEGRGLR
Rhodopseudomonas palustris G--ALILRRG--PTAAVLAELAQQ-----HDAAAVHWNEIEIAAHRAVADALADALTVAG--------------IAYHRHRGDTLVEPSAIRSKDGRGMR
C. crescentus (B8H0P9) FDRVIRTACGKWGLESHLLSLDLP----------VPMETREDDRFLCSRAQFAAWAEGRRE-------------LRMEFFYREMRRKTGLLMDGD-QPAG
C. crescentus (B8H5A8) T--KLVLRKG--VAAEVLDQLIAQ-----SGARSVVWNRLYDKPSTDRDAAIKAALRDRG--------------VDCQSFNAGLLNEPWTVKNGSDQPYK
A. caulinodans (A8I945) PERVAATEAGEWRVLEAQKAWADAP-----WMEGRTLDLSPDDRFLCPEAFFRAWAGERKG-------------LRMEFFYREMRRRTGLLMDGG-EPCG
A. caulinodans (A8I9R8) V--PLVLRRG--EAGRIVPDVARA-----AGADLVAFNWRAGKAEQAVDEAVARHLSAAG--------------VTVERTLGHLLHAPGSVRGTGGGLPR
Sphingomonas sp. (Q1N8J8) S--RLTLRRG--KSADVLQALAKE-----CGAGRVHALHHYEPWWRNAEKAVAKALD-------------------LCLHDGILLLPPGAVRTGSGGIYK
Sphingomonas sp. (Q1NBK8) PRAIHVTEAGEWRVRSMIESWET--------RFAIPVTIHEDDRFLCSHAEFDSWAAARNQ-------------LRMEFFYRDMRRKTGLLMTDAGEPEG
D. melanogaster (Q0E8P0) SRLFVVR----GKPAEVFPRIFKS-----WRVEMLTFETDIEPYSVTRDAAVQKLAKAEG--------------VRVETHCSHTIYNPELVIAKNLGKAP
D. melanogaster (Q24443) IPFHLLMGS----AVEKLPQFVKS-----KDIGAVVCDFAPLRLPRQWVEDVG---KALPKSVP------------LVQVDAHNVVPLWVASDKQEYAAR
A. tumefaciens (H0H518) S--RLLLRSG--NAEETLRRLIAE-----TGADAVLWNRRYEPTGMATDKTLKEALGDDG--------------LTVRSFAGHLLHEPSRVQTKSGGPYR
A. tumefaciens (H0HC00) PSRICVTEAGEWRVKSEIERFAS--------AFNIEVDIRADRRFLASHEEFERWAAGRKS-------------LTMEYFYREMRRKTGLLMNGE-EPVG
M. barkeri (Q46F34) IPFFFLQGD----PEEKIPDFIEK-----YGIGTLITDFSPLRIKRTWTEKVA-----SSIKVP------------FFEVDAHNVVPCWEASKKQEYAAH
Oryza sativa (Q651U1) LDLLIRHGKP----EDILPSIAK-----AVTAHTVYAHKETCSEELLVEHLVRKGLEQVVIPQGGASNQKKPRNPKLQLIWGATLYHVDDLPFSVNNLPD
Oryza sativa (Q6F6A2) LPFFLFTG-----GPAEIPALVRR-----LGASTLVADFSPLRPVREALDAVVGDLRREAPGVA------------VHQVDAHNVVPVWTASAKMEYSAK
Oryza sativa (Q0E2Y1) SRLLLLRARDDGDVAGTVCAALKD-----WNIGKLCFESDTEPYALARDKKVMDFAAASG--------------IDVFSPVSHTLFDPAEIIEKNGGRPP
Oryza sativa (Q948J4) AGKLVTRRSA--DAVVALLQLVRD-----TGATRLFFNHLYDPISLVRDHRLKEMMAAEG--------------IIVQSFNADLLYEPWEVVDDEGQSFT
Oryza sativa (Q852P4) C-PLVLIRAE--STLEALLRCIDS-----VGATRLVYNHLYDPVSLVRDDKIKKELSALG--------------ISIQSFNGDLLYEPWEIYDDSGLAFT
R. sphaeroides (Q3IXP1) AREAVATRPGDWRLIEALEAMP------------LPVRFLPDDRFLCPADEFARWTEGRKQ-------------LRMEWFYREMRRRTGLLMEGD-EPAG
Potorous tridactylus IPFHLLLGL----PKDVLPAFVQT-----HGIGGIVTDFSPLLHHTQWVKDVQ---DALPRQVP------------FVQVDAHNIVPCWVASDKQEYGAR
Homo sapiens (Cry1) SRLFVIR----GQPADVFPRLFKE-----WNITKLSIEYDSEPFGKERDAAIKKLATEAG--------------VEVIVRISHTLYDLDKIIELNGGQPP
Homo sapiens (Cry2) SRLFVVR----GQPADVFPRLFKE-----WGVTRLTFEYDSEPFGKERDAAIMKMAKEAG--------------VEVVTENSHTLYDLDRIIELNGQKPP
A. thaliana (Cry1) T-CLITKRST--DSVASLLDVVKS-----TGASQIFFNHLYDPLSLVRDHRAKDVLTAQG--------------IAVRSFNADLLYEPWEVTDELGRPFS
A. thaliana (Cry2) S-DLTLIKTH--NTISAILDCIRV-----TGATKVVFNHLYDPVSLVRDHTVKEKLVERG--------------ISVQSYNGDLLYEPWEIYCEKGKPFT
A. thaliana (CryDASH) LNLLIRSGKP----EEILPSLAK-----DFGARTVFAHKETCSEEVDVERLVNQGLKRVGN------------STKLELIWGSTMYHKDDLPFDVFDLPD
A. thaliana (PHR) IPFFLLQGD----AKETIPNFLTE-----CGASHLVTDFSPLREIRRCKDEVV---KRTSDSLA------------IHEVDAHNVVPMWAASSKLEYSAR
A. thaliana (6-4D) SRLLVFK----GEPGEVLVRCLQE-----WKVKRLCFEYDTDPYYQALDVKVKDYASSTG--------------VEVFSPVSHTLFNPAHIIEKNGGKPP
N. crassa (CryDASH) SDLLVRAGPY----KDVIQSLVEGLKAKECQVGAVWMTSHEGSEEKSEEKTVASFCAKSGID------------FKLWDDEKYLIHDRDTGITHLNDLPD
N. crassa (PHR) IPLWVETVEKRKEVPTKIKELMKS-----WGASHLFCAMEYEVDELRREAKLVKLLAEGEKGE----------KMAADVVHDTCVVMPGALQSGSGGQYA
Escherichia coli (PHR) IPLLFREVDDFVASVEIVKQVCAE-----NSVTHLFYNYQYEVNERARDVEVERALRN----------------VVCEGFDDSVILPPGAVMTGNHEMYK
Thermus thermophilus GALWVLEGLP----WEKVPEAARR-----LKAKAVYALTSHTPYGRYRDGRVREALPVP----------------------LHLLPAPHLLPPDLPRAYR
Synechocystis sp.(CryDASH) NKLLVTTGLP----EQVIPQIAK-----QINAKTIYYHREVTQEELDVERNLVKQLTILGI--------------EAKGYWGSTLCHPEDLPFSIQDLPD
Synechocystis sp. (PHR) SELLVFQADP----VQLLPKLANT-----LGAHGVTWTLDTEPYAQKRDLAVAQALRERG--------------LAIATEWDQLMHHPGEVLTQAGSPYT
Vibrio cholerae (CryDASH) QKLWVTPLLP----YQALRHLLT-----QVEITDIYVDAVAGSDERQAIARIHQDFSSVHI--------------HQQALH--SLLSEPQLPFALEALPS
Vibrio cholerae (PHR) VPLFYQQVADFQAAAVAVSQLAKT-----LNATQVLANRDYELDEQQRDQLAQQLLSEQ--------------GIIWSAFDDKCVLPPGSVRTKQGEFFK
O. alexandrii (83858269) FDEVVVVEPGEYRLKAEFEQWAD--------TFDVPVRMRRDDRFICTLDRFNAWAEGRKR-------------LTMEYFYREMRRETGLLMDGD-EPEG
O. alexandrii (gi83858274) G--ELALMKG--EAQEQLDALIEQ-----TGADTVFWNRLYEPWARKRDEAIKSSLKDRG--------------VRARSFNGSLIVEPWDIATKTGNPYK
S. tokodaii (gi15921125) SRLNVFF----GEAEKVVSRFFN-------KVDAIYVNEDYTPFSISRDEKIRKVCEENG--------------IEFKAYEDYLLTPKSLFHHRN-----
Pseudomonas aeruginosa IPLLVRDCGHWRQAPEVIGRLCRE-----LGVGAVHVNQEYGVNEERRDQAVGQRLREQ--------------GVAFHSHLDQLFFAPGSVLTRTGGYFQ
Clustal Consensus                                                                                                     
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Ver3 VFGAYKRACYEILN---ISVPQP-LAVPKVQP-HELIQRFHTFKIPSI---------------HDF-----YPDAQVKYQWPVGESFALQMLEKFVDENL
Bradyrhizobium japonicum VFTPFWRRVLSLGDPPKPLPAP-KQLRPGP---KIVSDRLESWQLAP-----------------TKPDWA----GGLRERWTPGEASARARLRDFLKTIA
Rhodopseudomonas palustris VFTPFWRRVLSLGDPPQPLPRP-TTLRPAP---AVPTEQLSDWQLEP-----------------TAPDWA----GGLRQTWTPGEAAAQTRLAAFLAMQP
C. crescentus (B8H0P9) GRWNFDAENRRKLPP-GLRPPERLRIPPNPTTQTVLEQVSRGFDDHFG--------------------------EVEGFGWPTNPDEATAILDHFIADML
C. crescentus (B8H5A8) VFTPYWRAAREHLTDVAVTAAPGHLVAPAR---FPASESLASWNLHP-----------------TKPDWS----KGFDL-WTPGEAGAHARLDAFLKGPI
A. caulinodans (A8I945) GRWNFDAENRKPARA-DLFMPRPPRFAPSADTREVLELVAARFADHFG--------------------------DIKPFWFAVTRADAETAFAHFLTEAL
A. caulinodans (A8I9R8) TFSSFMRAAVKGRDIGRTLPVP-RLNGAAP----LPCDDLEEWALEP-----------------TQPDWA----GGLRTTWHPGEAAARARLEAFLADGL
Sphingomonas sp. (Q1N8J8) IYTPFARAVMEQMPPAAPNRTPATIDAPES---WPETDRLSDWGLLP-----------------TKPDWA----GGFKKDWTPGEDGARANVAAFID-EV
Sphingomonas sp. (Q1NBK8) GQWNYDADNRKPAPDRDLLMPHPIRFRPDGVTQAVLDMVADRFADHIG--------------------------SLDYFHFAVTHDEALRQRKRFLDDAL
D. melanogaster (Q0E8P0) ITYQKFLGIVEQLKVPKVLGVPEKLKNMPTPPKDEVEQKDSAAYDCPT---------------MKQLVK--RPEELGPNKFPGGETEALRRMEESLKDEI
D. melanogaster (Q24443) TIRNKINSKLGEYLSEFPPVV------RHPHGTGCKNVNTVDWSAAYAS-------------------LQCDMEVDEVQWAKPGYKAACQQL----YEFC
A. tumefaciens (H0H518) VYTPFWRALEGGEEPHTPADAPQSLKAPET---WPKSEKLDDWKLLP-----------------VKPDWA----RGFSEIWTPGENAAREKLDDFIDGAL
A. tumefaciens (H0HC00) GRWNFDSENRSPAKP-DLLRPRHPVFAPDRITSDVIDTVERLFPDNFG--------------------------KLENFGFAVTRADAERALSAFINDFL
M. barkeri (Q46F34) TFRPKLLRLLPEFLTEYPELETNLEFPEIAVRSGKAERFSEVQKSGIGTRL------------PGEFLEKKAGFLPDLALFEAGETAARKVM----DEFL
Oryza sativa (Q651U1) VYTQFRKAVESK-SSVRNCSKLPPSLGPPPGSGLDEIGGWGTVP-------------------TLESLGLSMTKAEKGMHFVGGESAALGRVHEYFWKKD
Oryza sativa (Q6F6A2) TFRGKVSKVMDEYLVEFPEL------PAVVPWD-REQPEGVDWDALIAR------------------VCSEAENVPEIDWCEPGEEAAIEALLGSKDGFL
Oryza sativa (Q0E2Y1) MTYQSFVAIAGEP---PEPIMEEYSELPPVG-----DTGEYELLPVPR---------------VEELGYG-DISQEDLSLFRGGETEALKRMRESLHDKE
Oryza sativa (Q948J4) MFAPFWNRCLSMPYDPAAPLLPPKRINSGD----LSMCPSDDLIFED----------------DSERGSN----ALLARAWSPGWQNADKALTAFLNGPL
Oryza sativa (Q852P4) TFNMYWEKCMELPIDASPSLAPWKLVPVPG-LESVRSCSVDDLGLESS---------------KDEESSN----ALLMRAWSPGWRNAEKMLEEFVSHGL
R. sphaeroides (Q3IXP1) GKWNFDTENRKPAAP-DLLRPRPLRFEPDAEVRAVLDLVEARFPRHFG--------------------------RLRPFHWATDRAEALRALDHFIRESL
Potorous tridactylus TIRHKIHDRLPHFLTEFPPVI------CHPY-TSNVQAEPVDWNGCRAG-------------------LQVDRSVKEVSWAKPGTASGLTML----QSFI
Homo sapiens (Cry1) LTYKRFQTLISKMEPLEIP-VETITSEVIEKCTTPLSDDHDEKYGVPS---------------LEELGF--DTDGLSSAVWPGGETEALTRLERHLERKA
Homo sapiens (Cry2) LTYKRFQAIISRMELPKKP-VGLVTSQQMESCRAEIQENHDETYGVPS---------------LEELGF--PTEGLGPAVWQGGETEALARLDKHLERKA
A. thaliana (Cry1) MFAAFWERCLSMPYDPESPLLPPKKIISGD----VSKCVADPLVFED----------------DSEKGSN----ALLARAWSPGWSNGDKALTTFINGPL
A. thaliana (Cry2) SFNSYWKKCLDMSIESVMLPPPWRLMPITAAAEAIWACSIEELGLEN----------------EAEKPSN----ALLTRAWSPGWSNADKLLNEFIEKQL
A. thaliana (CryDASH) VYTQFRKSVEAK-CSIRSSTRIPLSLGPTP-----SVDDWGDVP-------------------TLEKLGVEPQEVTRGMRFVGGESAGVGRVFEYFWKKD
A. thaliana (PHR) TIRGKINKLLPDYLIEFPKLE-----PPKKKWTGMMDKKLVDWDSLIDK------------------VVREGAEVPEIEWCVPGEDAGIEVLMGNKDGFL
A. thaliana (6-4D) LSYQSFLKVAGEPSCAKSELVMSYSSLPPIG-----DIGNLGISEVPS---------------LEELGYK-DDEQADWTPFRGGESEALKRLTKSISDKA
N. crassa (CryDASH) VFTTYRKQIEPLREKARKTLPVPEKGALPAYPDIDMIPSQQPPFNIPGTCEELVDAVVRPVKNFLKDLPDFPEKAESSHPFRGGETS-AHKRIDHLVLSG
N. crassa (PHR) VYSPWFRAWIKHIEENPECLEIYEKPGPNPPGTKEKHENLFACSIPEA---------------PEGKRLRDDEKARYHSLWPAGEHEALKRLEKFCDEAI
Escherichia coli (PHR) VFTPFKNAWLKRLR---EGMPEC-VAAPKVRSS-GSIEPSPSITLNYP---------------RQ---------SFDTAHFPVEEKAAIAQLRQFCQNGA
Thermus thermophilus VYTPFSRLYRG--AAPPLPPPEALP-KGPEEGE--IPRE-----------------------------------DPGLPLPEPGEEAALAGLRAFLEAKL
Synechocystis sp.(CryDASH) LFTKFRKDIEKKKISIRPCFFAPSQLLPSP-----NIKLELTAP-------------------PPEFFPQINFDHRSVLAFQGGETAGLARLQDYFWHGD
Synechocystis sp. (PHR) VYTPFWKNWSQLPKTSPVPTPKDLQGLTPAEKEKLAPLEPLAIPQLAD---------------LGF------IWDQPLPLT-PGEEAAEQRLDWFVAHGL
Vibrio cholerae (CryDASH) TFTQFRKQVETI--SLSAPMGYPHVLPP--------IEQGWQLP-------------------LMDIVTEPN-----HSAFVGGEQAGLTHCQNYFS-SL
Vibrio cholerae (PHR) VFTPFKRAWLTLFQPPVIGKNRP-VALWNVPSALAELVWHPEQAFDYP---------------R-----------IDSTPWAADFETVRAQLRDFCRERV
O. alexandrii (83858269) GQWNFDKDNRKALPD-ELTPPERAFIEPDALTREVLALVEARFPDQFG--------------------------DLEAFGYAVTQEDAAAQLDWFIENGL
O. alexandrii (gi83858274) VFTPFWKSLKADHTPAEPTGRPDALQLHA----HEGGLSLDDLDLLP-----------------TKPDWS----GGLQENWTPGEAAAHGRLGQFLKAAV
S. tokodaii (gi15921125) --FTSFYNEVSKVKVREPETMEGSFDVTDSS--------------------------------MNVDFLL-TFKKIESPLFRGGRREGLYLLHRNVDFRR
Pseudomonas aeruginosa VFSQFRKVCHERLY---QALPGV-RPRPQPQPPHALASDPLPDAVPAF---------------P-------RPADSLRRLWPAGEEVAQERLRDFADQHL
Clustal Consensus                                                                                                     
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Ver3 EPYKQQRDFPNIDA-----TSQLSPYLNLGIVSIRQCLAAIFSRSN----------GNFHLYSDGQQTWLDELLWREFYQHILFDFPRLSKYQPFNLNTS
Bradyrhizobium japonicum RGYAGDRDRPDRVG-----TSGLSPHLRFGELSPRQVWHAARF-----------AAAEDAALGPGIEKFLSELGWREFCRHLLHDHPDLATE-NLQTNFD
Rhodopseudomonas palustris -GYAEGRDYPDRHI-----TSGLSPHLRFGEISPRQVWYAARF-----------AAAERPAIAPDIDKFLSEVGWREFCRHLLFDHPDLASR-NLQPAFD
C. crescentus (B8H0P9) PSFGDWQDAMSWRR-PFLWHSLISPALNIGLLDPLDICRRAEAAWRE----------GRAPLNAVEGFIRQIIGWREFVRGIYWLKMPEYAQRNALDAQG
C. crescentus (B8H5A8) KGYGDQRDIPGVEA-----TSKLSPHLHFGEIGPRQVWLATRS-----------AADQGDIPLAEADKFLSEIGWREFNHSILYNWPHMPSA-NFKPEFD
A. caulinodans (A8I945) PRFGDYQDAMLEGE-PFLYHAVIALYLNVGLLSPLEVCQRAEAEYRA----------GRAPLNAVEGFIRQILGWREYVRGIYWLTMPGYLDRNALAASR
A. caulinodans (A8I9R8) AGYGEGRDRPDQTH-----VSRLSPYLRFGEISPRQVLLAALA-----------AGDAGTVPAKDVQKFEAELYWREFSHHLLFAVPDLARR-NLQASFD
Sphingomonas sp. (Q1N8J8) GDYPTGRNLPSVEG-----TSRLSPHLHYGEVSPAYVWHRVT------------------ASNADAEIFLKELIWRDYTHTQICEMPAYGSK-NARDDFD
Sphingomonas sp. (Q1NBK8) PRFGDYQDAMLTDE-PFLWHSILSPYINAGLLDPLDLCREVEARYRA----------GKVPLNCAEGFIRQIIGWREYVRGVYWHEGPDYGKRNALEAQR
D. melanogaster (Q0E8P0) WVARFEKPNTAPNS-LEPSTTVLSPYLKFGCLSARLFNQKLKEIIKR-----------QPKHSQPPVSLIGQLMWREFYYTVAAAEPNFDRM-LGNVYCM
D. melanogaster (Q24443) SRRLRHFNDKRNDPTA-DALSGLSPWLHFGHISAQRCALEVQRFRG-------------QHKASADAFCEEAIVRRELADNFCFYNEHYDSLKGLSSWAY
A. tumefaciens (H0H518) KGYEEGRDFPAKDA-----TSLLAPHLALGEISPAAVWHATKG-------------LSRHIASNDISRFRKELVWREFCYHLLFHFPELDEK-NWNDSFD
A. tumefaciens (H0HC00) MNFGATQDAMLQDD-PYLNHSLLSFYINCGLLDALEVCRAAERAYYE----------GAAPLNAVEGFIRQIIGWREYMRGIYWFAGPDYVDSNFFQNDR
M. barkeri (Q46F34) TNKLDSYSSLRNDPTK-DALSNLSPYLHFGQISAQRVALKVEKAK--------------ADLESKRVFLDELLVRKELADNFCYYNPFYDSFDGFPDWAK
Oryza sativa (Q651U1) QLKVYKETRNGMLG--PDYSTKFSPWLASGSLSPRYICEEVKRYEK------------QRIANDSTYWVLFELIWRDYFRFISAKYGNSIFH-LGGPRNV
Oryza sativa (Q6F6A2) TKRIKSYETDRNDPTKPRALSGLSPYLHFGHISAQRCALEAKKCRH-------------LSPKSVDAFLEELVVRRELADNFCYYQPQYDSLSGAWEWAR
Oryza sativa (Q0E2Y1) WVAKFEKPKGDPSAFLKPATTVLSPYLKFGCLSSRYFYHCIQDIYRS-----------TKKHTNPPVSLTGQLLWRDFFYTVAFGTPNFDQM-KGNKICK
Oryza sativa (Q948J4) IHYSVNRKKADSAS-----TSLLSPYLHFGELSVRKVFHLVRMKQLVW------SNEGNRAAEESCTLFLRSIGLREYSRYLSFNHPCSHEK-PLLAHLR
Oryza sativa (Q852P4) LEYSKHGMKVEGAT-----TSLLSPYLHFGEVSVRKVYQLVRMQQIKW------ENEGTSEAEESIHFFMRSIGLREYSRYLCFNFPFTHEK-SLLGNLK
R. sphaeroides (Q3IXP1) PRFGDEQDAMLADD-PFLSHALLSSSMNLGLLGPMEVCRRAETEWRE----------GRAPLNAVEGFIRQILGWREYVRGIWTLSGPDYIRSNGLGHSA
Potorous tridactylus AERLPYFGSDRNNPNK-DALSNLSPWFHFGQVSVQRAILEVQKHRS-------------RYPDSVTNFVEEAVVRRELADNFCFYNKNYDKLEGAYDWAQ
Homo sapiens (Cry1) WVANFERPRMNANS-LLASPTGLSPYLRFGCLSCRLFYFKLTDLYKK-----------VKKNSSPPLSLYGQLLWREFFYTAATNNPRFDKM-EGNPICV
Homo sapiens (Cry2) WVANYERPRMNANS-LLASPTGLSPYLRFGCLSCRLFYYRLWDLYKK-----------VKRNSTPPLSLFGQLLWREFFYTAATNNPRFDRM-EGNPICI
A. thaliana (Cry1) LEYSKNRRKADSAT-----TSFLSPHLHFGEVSVRKVFHLVRIKQVAW------ANEGNEAGEESVNLFLKSIGLREYSRYISFNHPYSHER-PLLGHLK
A. thaliana (Cry2) IDYAKNSKKVVGNS-----TSLLSPYLHFGEISVRHVFQCARMKQIIW------ARDKNSEGEESADLFLRGIGLREYSRYICFNFPFTHEQ-SLLSHLR
A. thaliana (CryDASH) LLKVYKETRNGMLG--PDYSTKFSPWLAFGCISPRFIYEEVQRYEK------------ERVANNSTYWVLFELIWRDYFRFLSIKCGNSLFH-LGGPRNV
A. thaliana (PHR) TKRLKNYSTDRNNPIKPKALSGLSPYLHFGQVSAQRCALEARKVRS-------------TSPQAVDTFLEELIVRRELSDNFCYYQPHYDSLKGAWEWAR
A. thaliana (6-4D) WVANFEKPKGDPSAFLKPATTVMSPYLKFGCLSSRYFYQCLQNIYKD-----------VKKHTSPPVSLLGQLLWREFFYTTAFGTPNFDKM-KGNRICK
N. crassa (CryDASH) GMKSYKDSRNGLLG--PDFSTKLSAYLAQGCVTARQIHHALVAYEDGTGTKYKGADGFGEGDNQGTETVRMELLWRDYMRLCHQKYGDKLFR-VEGFNGK
N. crassa (PHR) GKYAERRNIPAMQG-----TSNLSVHFASGTLSARTAIRTARDRNNT---------KKLNGGNEGIQRWISEVAWRDFYKHVLVHWPYVCMNKPFKPTYS
Escherichia coli (PHR) GEYEQQRDFPAVEG-----TSRLSASLATGGLSPRQCLHRLLAEQ------------PQALDGGAGSVWLNELIWREFYRHLITYHPSLCKHRPFIAWTD
Thermus thermophilus PRYAEERDRLDGEG-----GSRLSPYFALGVLSPR------LAAWEA---------ER--RGGEGARKWVAELLWRDFSYHLLYHFPWMAER-PLDPRFQ
Synechocystis sp.(CryDASH) RLKDYKETRNGMVG--ADYSSKFSPWLALGCLSPRFIYQEVKRYEQ------------ERVSNDSTHWLIFELLWRDFFRFVAQKYGNKLFN-RGGLLNK
Synechocystis sp. (PHR) EEYQQNRNFPALDG-----TSQLSAALKFGVISPRTLWQTTLEAWEQ---------SRSEEARASIETWQQELAWREFYQHCLYSFPALAQG-PYRSPFQ
Vibrio cholerae (CryDASH) LPSRYKETRNGLDG--MDYSTKFSPWLALGAVSPKTIYAMLQRYEA------------VHGANDSTYWIFFELLWREYFYWYARRYGAKLFR-FSGIGEK
Vibrio cholerae (PHR) QDYHQARDFPAREG-----TSSLSPYLAIGVLSARQCVARLYHES------------SMGELSEGAQVWLSELIWREFYQHLVAIEPNLSKSRDFVEWGA
O. alexandrii (83858269) PCFGDYQDALKQEE-AFLFHSVLSLYLNCGLLDPLEVCRRAEAAYKQ----------GQAPLNAVEGFIRQILGWREYVRGVYWRFMPDYLERNALEAKR
O. alexandrii (gi83858274) SDYSDRRDLPGQSG-----TSRLSPHLHFGEISPRQVWHAVKQ-----------SDHAR---TGGADTYLSEIAWREFSYNLLYHFPDLPEA-NFQSKFD
S. tokodaii (gi15921125) RDYPAEN-----------NNYRLSPHLKFGTISMREAYYTQKGKEE----------------------FVRELYWRDFFTLLAYYNPHVFGH-CYRREYD
Pseudomonas aeruginosa ADYHERRDFPALPG-----TSQLSPYLAAGVLSPRQCLDAALVANR----------GEFSGGQQGAATWINELLWREFYKHILVGYPRVSRHRPFREETE
Clustal Consensus                       ::  :  * :                                        :  ::                       
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Ver3 NVPWRDAPDE-------------------------LNAWKFGQTGIPIVDAGIRQMLETGWMHNRVRMIVAM---FLSK-NLLIDWRKGEQWFMQHLIDG
Bradyrhizobium japonicum GFPWQSDGKV-------------------------LAAWQRGRTGYPIVDAGLRELWHTGVMHNRVRMVVAS---FLVK-HLLIDWRDGEAWFWDTLVDA
Rhodopseudomonas palustris AFPWQSDDAV-------------------------LTAWQRGRTGYPIVDAGMRELWHSGVMHNRVRMVVGS---FLVK-HLLIDWRLGEQWFWDTLVDA
C. crescentus (B8H0P9) KLPG---------------------------------FYWTGQTDMACVADTVRAAHDHAYAHHIQRLMVTGNLAMLLGVHPDAVDDWYMVVFADAYEWV
C. crescentus (B8H5A8) GFPWVKDEGA-------------------------LEAWKRGQTGYPIVDAGMRELWTTGFMHNRVRMIVAS---FLIK-HLMIDWREGEAWFWDTLLDA
A. caulinodans (A8I945) PLPS---------------------------------LYWSGETRMACMAAAIGQTKAEAYAHHIQRLMVTGNFALLAGIAPRQVHEWYLAVYADAFEWV
A. caulinodans (A8I9R8) AFPWRECPGD-------------------------LKKWQKGRTGYPIVDAGMRQLWQTGWMHNRVRMIVAS---FLCK-HLLLPWQDGELWFWDTLVDA
Sphingomonas sp. (Q1N8J8) RMDWRDLREARG----------------------DFVAWKKGRTGYPIVDAGMRQLWTTGWMHNRVRMIAAS---FLIK-HLLIDWRHGAKWFWDTLVDA
Sphingomonas sp. (Q1NBK8) DLPD---------------------------------FYWTGETDMHCLAQAIGQTIDHGYAHHIQRLMITGNFALIAGIDPHQVHVWYLEVYADAYEWV
D. melanogaster (Q0E8P0) QIPWQEHPDH-------------------------LEAWTHGRTGYPFIDAIMRQLRQEGWIHHLARHAVAC---FLTRGDLWISWEEGQRVFEQLLLDQ
D. melanogaster (Q24443) QTLDAHRKDKRDP-------------------CYSLEELEKSLTYDDLWNSAQLQLVREGKMHGFLRMYWAK---KILEWTATPEHALEYAILLNDKYSL
A. tumefaciens (H0H518) AFGWRDDDTS-------------------------FNAWTRGMTGYPIVDAGMRQLWKHGTMHNRVRMIVAS---FLIK-HLLIDWRKGEKWFRDTLVDA
A. tumefaciens (H0HC00) PLPG---------------------------------FYWTGKTHMNCMATVITETIENAYAHHIQRLMITGNFALLAGIDPKAVHQWYLEVYADAYEWV
M. barkeri (Q46F34) KTLNSHRRDQRSH-------------------IFTLEELETGRTYDPLWNASQIELIRKGKMHSYMRMYWAK---KILEWSESPEKALETAIYLNDKYEL
Oryza sativa (Q651U1) ESKWSQDQA-------------------------LFESWRDGRTGYPLIDANMKELLATGFMSNRGRQIVCS---FLVR-DMGIDWRMGAEWFETCLLDY
Oryza sativa (Q6F6A2) KTLMDHAADKREH-------------------IYTREQLENAKTHDPLWNASQLEMVHHGKMHGFMRMYWAK---KILEWTSGPEEALSTAIYLNDKYEI
Oryza sativa (Q0E2Y1) QIPWTENEEL-------------------------FPAWRDGRTGYPWIDAIMIQLRKWGWMHHLARHSVAC---FLTRGDLFIHWEKGRDVFERLLIDS
Oryza sativa (Q948J4) FFPWVINECY-------------------------FKIWRQGRTGYPLVDAGMRELWATGWLHDRIRVVVSS---FFVK-VLQLPWRWGMKYFWDTLLDA
Oryza sativa (Q852P4) HYPWKVDEER-------------------------FKSWRQGMTGYPLVDAGMRELWATGWTHNRIRVIISS---FAVK-FLLIPWTWGMKYFWDVLLDA
R. sphaeroides (Q3IXP1) ALPP---------------------------------LYWGKPTRMACLSAAVAQTRDLAYAHHIQRLMVTGNFALLAGVDPAEVHEWYLSVYIDALEWV
Potorous tridactylus TTLRLHAKDKRPH-------------------LYSLEQLESGKTHDPLWNAAQMQTVKEGKMHGFLRMYWAK---KILEWTRSPEEALEFAIYLNDRFQL
Homo sapiens (Cry1) QIPWDKNPEA-------------------------LAKWAEGRTGFPWIDAIMTQLRQEGWIHHLARHAVAC---FLTRGDLWISWEEGMKVFEELLLDA
Homo sapiens (Cry2) QIPWDRNPEA-------------------------LAKWAEGKTGFPWIDAIMTQLRQEGWIHHLARHAVAC---FLTRGDLWVSWESGVRVFDELLLDA
A. thaliana (Cry1) FFPWAVDENY-------------------------FKAWRQGRTGYPLVDAGMRELWATGWLHDRIRVVVSS---FFVK-VLQLPWRWGMKYFWDTLLDA
A. thaliana (Cry2) FFPWDADVDK-------------------------FKAWRQGRTGYPLVDAGMRELWATGWMHNRIRVIVSS---FAVK-FLLLPWKWGMKYFWDTLLDA
A. thaliana (CryDASH) QGKWSQDQK-------------------------LFESWRDAKTGYPLIDANMKELSTTGFMSNRGRQIVCS---FLVR-DMGLDWRMGAEWFETCLLDY
A. thaliana (PHR) KSLMDHASDKREH-------------------IYSLEQLEKGLTADPLWNASQLEMVYQGKMHGFMRMYWAK---KILEWTKGPEEALSISIYLNNKYEI
A. thaliana (6-4D) QIPWNEDHAM-------------------------LAAWRDGKTGYPWIDAIMVQLLKWGWMHHLARHCVAC---FLTRGDLFIHWEQGRDVFERLLIDS
N. crassa (CryDASH) HTDYEGEDKKYGWRTANTSIALPGQEPTPEKVSEILARFNAGTTGMGLIDASQRELIHTGYTSNRTRQNVAS---FLAK-HLEIDWRYGAEWYEMLLVDY
N. crassa (PHR) NIEWSYNVDH-------------------------FHAWTQGRTGFPIIDAAMRQVLSTGYMHNRLRMIVAS---FLAK-DLLVDWRMGERYFMEHLIDG
Escherichia coli (PHR) RVQWQSNPAH-------------------------LQAWQEGKTGYPIVDAAMRQLNSTGWMHNRLRMITAS---FLVK-DLLIDWREGERYFMSQLIDG
Thermus thermophilus AFPWQEDEAL-------------------------FQAWYEGKTGVPLVDAAMRELHATGFLSNRARMNAAQ---FAVK-HLLLPWKRCEEAFRHLLLDG
Synechocystis sp.(CryDASH) NFPWQEDQV-------------------------RFELWRSGQTGYPLVDANMRELNLTGFMSNRGRQNVAS---FLCK-NLGIDWRWGAEWFESCLIDY
Synechocystis sp. (PHR) EFPWEENQDH-------------------------FQAWCEGRTGYPIIDAAMAQLNQTGWMHNRCRMIVAS---FLIK-DLILNWQWGELYFMQTLYDG
Vibrio cholerae (CryDASH) KPLTSFYAQ-------------------------RFLQWKHGETPFPIVNACMRQLNQTGYMSNRGRQLVAS---CLVH-ELGLDWRYGAAYFETQLVDY
Vibrio cholerae (PHR) RLEWWNDNEK-------------------------FQLWCEGKTGYPIVDAAMRQLNQTGWMHNRLRMIVAS---FLTK-DLHIDWRWGERYFMSRLIDG
O. alexandrii (83858269) NLPD---------------------------------FYWSADTDMACVRDVIITTRKHAYAHHIQRLMVTGNFALLAGVDPKAVNEWYLAVYADAYEWV
O. alexandrii (gi83858274) AFEWDECEDK-------------------------LKAWQKGQTGYPIVDAGMRELWATGWMHNRVRMIVAS---FLIK-DLFIHWRRGEDWFWDTLVDA
S. tokodaii (gi15921125) NISWENNESY-------------------------FEAWKEGRTGYPIIDAGMRMLNSTGYINGRVRMLVAF---FLVK-VLFVDWRWGERYFATKLVDY
Pseudomonas aeruginosa ALRWRQAPAE-------------------------LEAWQQGRTGIPIIDAAMRQLLATGWMHNRLRMVVAM---FLSK-NLLIDWREGERWFMRHLIDG
Clustal Consensus                                            *               .      *                                 
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Ver3 DLAANNGGWQWCASTGTDAVPYFRIFNPISQSQKFDSQGNYIRKWVPELAHLDAK------IIHEPYAKNPNLK------LNYPKPIVDLKMSRQRALAA
Bradyrhizobium japonicum DAGSNPANWQWVAGCGADAAPYFRVFNPQLQGEKFDPDGTYVRRWVPELQGLPAKLIHQPWQATPNELASAGVTLG----KTYPQPIVDHARGRERALSA
Rhodopseudomonas palustris DPGSNPGNWQWVAGCGADAAPYFRVFNPVLQSEKFDAGGAYIRRWVPELARLPNDLIHQPWTATPLELAAAGIKLG----GNYPGPIVDHKTGRQRALSA
C. crescentus (B8H0P9) EMPNTRGMATFADGGIVGSKPYAASGAYIDRMSDYCKGCRYDVKKRLGDDACPFNALYWDFIDRHAQRLAGNGRMMMPLRTLEKMPDAEREAFRKQARAL
C. crescentus (B8H5A8) DLANNVGNWQWTAGSGADAAPYFRIFNPIAQGEKFDPKGDYVRRWVPELRNVSDDVIHKPWT--KPLHLPAGAKR------LYSRPIVDHAMARARALEA
A. caulinodans (A8I945) EAPNTIGMSQFADGGLLGSKPYAASGAYIDRMSDYCGGCAYDVAAKTGPKACPFNYLYWDFLARNRTVLAGNARLATAYRTFDRLDEKRRDAIAESAHAF
A. caulinodans (A8I9R8) DLANNAASWQWVAGSGADAAPYFRIFNPVLQGEKFDPEGTYVRTYVPELKDVPARLIHQPWSA-PLELTRYGVRLG----RDYPEPMVEHGAARDRALRA
Sphingomonas sp. (Q1N8J8) DYANNSVNWQWVAGSGIDANMFSRIMAPLTQSEKFDAG-DYIRQWVPELAALSNEVIHDP---------DAHDARP----DDYPAKIIGHRAGRERALAA
Sphingomonas sp. (Q1NBK8) EMPNTIGMALFADGGLLGSKPYAAGGAYINRMSNYCGTCRYDVKKRVGDDACPFNALYWDFIARNERRLARNPRMAMPYRNWQRMKEEDRAATRKQAARF
D. melanogaster (Q0E8P0) DWALNAGNWMWLSAS-AFFHQYFRVYSPVAFGKKTDPQGHYIRKYVPELSKYPAGCIYEPWKASLVDQRAYGCVLG----TDYPHRIVKHEVVHKENIKR
D. melanogaster (Q24443) DGRDPNGYVGCMWSIGGVHDMGWKERAIFGKVRYMNYQGCRRKFDVNAFVMRYGGKVHKKK---------------------------------------
A. tumefaciens (H0H518) DPASNAANWQWVAGSGADASPFFRIFNPILQGEKFDAEGDYVRRFVPELEKLERKYIHKPFEAPKEVLKKAGIELG----KTYPLPIVDHGKARERALAA
A. tumefaciens (H0HC00) ELPNVIGMSQFADGGFLGTKPYAASGNYINRMSDYCSSCRYDPKERLGDKACPFNALYWDFLARNRDRLKSNHRLVQPYATWSRMSEDVRHDVRAKAALF
M. barkeri (Q46F34) DGRDPNGYAGIAWSIGGVHDRAWQEREIFGKIRYMSYEGSKRKFDVKSYIDKYSAL--------------------------------------------
Oryza sativa (Q651U1) DPASNYGNWTYGAGVGNDPR-EDRYFSIPKQAKTYDPDGEYVAYWLPELRSIAKERRNFPG-ASYIKQVVP----LKFDGGHQKRDQQFNRQRRPGHMYR
Oryza sativa (Q6F6A2) DGRDPSGYVGCMWSICGLHDQGWKERPVFGKIRYMNYAGCKRKFDVDAYISYVKRLAGQSKK-RNAEESPNPVVKLSKSQH-------------------
Oryza sativa (Q0E2Y1) DWAINNGNWMWLSCS-SFFYQYHRIYSPTSFGKKYDPNGNYIRHFIPVLKDMPKEYIYEPWTAPLSIQKKANCIIG----KDYPKPVVDHAIASKECKKM
Oryza sativa (Q948J4) DLESDALGWQYISGSLPDGRELDRIDNPQLEGYKFDPHGEYVRRWLPELARLPTEWIHHPWDAPASVLQAAGVELG----SNYPLPIVGLDAANARLQEA
Oryza sativa (Q852P4) DLESDILGWQYISGSLPDGHELSRLDNPEVQGQKYDPDGVYVRTWIPELARMPTEWIHHPWDAPSCILEVAGVELG----FNYPKPIVDLHIARECLDDS
R. sphaeroides (Q3IXP1) EAPNTIGMSQFADHGLLGSKPYVSSGAYIDRMSDYCRGCAYAVKDRTGPRACPFNLLYWHFLNRHRARFERNPRMVQMYRTWDRMEETHRARVLTEAEAF
Potorous tridactylus DGWDPNGYVGCMWSICGIHDQGWAEREIFGKIRYMNYAGCKRKFDVAEFER----KISPAD---------------------------------------
Homo sapiens (Cry1) DWSINAGSWMWLSCS-SFFQQFFHCYCPVGFGRRTDPNGDYIRRYLPVLRGFPAKYIYDPWNAPEGIQKVAKCLIG----VNYPKPMVNHAEASRLNIER
Homo sapiens (Cry2) DFSVNAGSWMWLSCS-AFFQQFFHCYCPVGFGRRTDPSGDYIRRYLPKLKAFPSRYIYEPWNAPESIQKAAKCIIG----VDYPRPIVNHAETSRLNIER
A. thaliana (Cry1) DLESDALGWQYITGTLPDSREFDRIDNPQFEGYKFDPNGEYVRRWLPELSRLPTDWIHHPWNAPESVLQAAGIELG----SNYPLPIVGLDEAKARLHEA
A. thaliana (Cry2) DLECDILGWQYISGSIPDGHELDRLDNPALQGAKYDPEGEYIRQWLPELARLPTEWIHHPWDAPLTVLKASGVELG----TNYAKPIVDIDTARELLAKA
A. thaliana (CryDASH) DPCSNYGNWTYGAGVGNDPR-EDRYFSIPKQAQNYDPEGEYVAFWLQQLRRLPKEKRHWPGRLMYMDTVVP----LKHGNGPMAGGSKSGGGFRGSHSGR
A. thaliana (PHR) DGRDPSGYVGCMWSICGVHDQGWKERPVFGKIRYMNYAGCKRKFNVDSYISYVKSLVSVTKKKRKAEEQLTRDSVDPKITIV------------------
A. thaliana (6-4D) DWAINNGNWMWLSCS-SFFYQFNRIYSPISFGKKYDPDGKYIRHFLPVLKDMPKQYIYEPWTAPLSVQTKANCIVG----KDYPKPMVLHDSASKECKRK
N. crassa (CryDASH) DVSSNWANWQYVAGVGNDPRGAARIFNPVKQAFDYDKDGTYVRTWVPEVAKFENLENVFQAWTASKEDLKTAGLEGNIMVTDPVKPIKFNLDHKPSKVKK
N. crassa (PHR) DFASNNGGWGFAASVGVDPQPYFRVFNPLLQSEKFDPDGDYIRKWVEELRDLPELKGGKGGEIHDPYGRGSEKVKKKLEEKGYPRPIVEHSGARDRALDA
Escherichia coli (PHR) DLAANNGGWQWAASTGTDAAPYFRIFNPTTQGEKFDHEGEFIRQWLPELRDVPGK------VVHEPWKWAQKAGV----TLDYPQPIVEHKEARVQTLAA
Thermus thermophilus DRAVNLQGWQWAGGLGVDAAPYFRVFNPVLQGERHDPEGRWLKRWAPEYPSYAP-----------------------------KDPVVDLEEARRRYLRL
Synechocystis sp.(CryDASH) DVCSNWGNWNYTAGIGNDAR-DFRYFNIPKQSQQYDPQGTYLRHWLPELKNLPGDKIHQPWLLSATEQKQWG---VQLGVDYPRPCVNFHQSVEARRKIE
Synechocystis sp. (PHR) DLAANNGGWQWSASSGMDPKP-LRIFNPHTQAQKFDPEGEYIRTWLPQLARFDTGD-----LLTGKLTPGSRRS------VNYPEPIVDHNQQQREFKRR
Vibrio cholerae (CryDASH) DVGSNWGNWQYLAGVGADPR-GSRQFNLEKQAHTYDPKGEFVAKWCGTACDK----------LNALENLALD---SVDMVDWPIAASAYLLIHHPQNKES
Vibrio cholerae (PHR) DYAANNGGWQWCASTGCDGQPYFRIFNPVSQGEKFDPNGDFIRRWVPELRSVSSA------YIHQPWTYPAVN------SVLYPARLVDHKQEREVTLRL
O. alexandrii (83858269) EAPNTHGMALFADGGLMGTKPYAASGSYINKMSDHCKQCSYAVSKKNGPKACPFNYLYWNFLMENRDRLEGNHRLSMIYKTLDRMSDEKRAAVRDDSQRF
O. alexandrii (gi83858274) DLASNAASWQWTAGSGADAAPYFRVFNPVGQSEKFDPKGDYLRKWIPELADLPDKVIHAPWTAEKSVLSRAGVTLG----ETYPEPIVDHGEARKRALAA
S. tokodaii (gi15921125) DPAINNGNWQWIAST-GVDYMFR-VFNPWKQQEKFDPEAKFIKEWVEELKDVPPSIIHSIYKTKVPG---------------YPSPIVNWLERVNYVKSE
Pseudomonas aeruginosa DLAANNGGWQWSASTGTDAVPYFRLFNPLSQSERFDPRGEFIRHWLPELAGLERK------AIHDPSSLGLFAG------VDYPRPMVDLKASRERALAA
Clustal Consensus :                                                                                                   
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Ver3 FKSA----------
Bradyrhizobium japonicum YAKIRKG-------
Rhodopseudomonas palustris YAELRQR-------
C. crescentus (B8H0P9) RVKMGVSG------
C. crescentus (B8H5A8) YHGL----------
A. caulinodans (A8I945) LTRLDATGSDLD--
A. caulinodans (A8I9R8) FEHTRKDLRSAG--
Sphingomonas sp. (Q1N8J8) YRRIKG--------
Sphingomonas sp. (Q1NBK8) LESL----------
D. melanogaster (Q0E8P0) MGAAYKVNREVR--
D. melanogaster (Q24443) --------------
A. tumefaciens (H0H518) YAAVKNNA------
A. tumefaciens (H0HC00) LNRLS---------
M. barkeri (Q46F34) --------------
Oryza sativa (Q651U1) RQK-----------
Oryza sativa (Q6F6A2) --------------
Oryza sativa (Q0E2Y1) MGEAYASNRLDD--
Oryza sativa (Q948J4) LSEMWQLEAASRAA
Oryza sativa (Q852P4) ISTMWQLDTAEKLA
R. sphaeroides (Q3IXP1) LGRLHAGEPV----
Potorous tridactylus --------------
Homo sapiens (Cry1) MKQIYQQLSRYRGL
Homo sapiens (Cry2) MKQIYQQLSRYRGL
A. thaliana (Cry1) LSQMWQLEAASRAA
A. thaliana (Cry2) IS--RTREAQIMIG
A. thaliana (CryDASH) RSRHNGP-------
A. thaliana (PHR) --------------
A. thaliana (6-4D) MGEAYALNKKMD--
N. crassa (CryDASH) RPFFRKRGTKTRDA
N. crassa (PHR) YKRGLARDL-----
Escherichia coli (PHR) YEAARKGK------
Thermus thermophilus ARDLARG-------
Synechocystis sp.(CryDASH) QMGVIA--------
Synechocystis sp. (PHR) YQLVK---------
Vibrio cholerae (CryDASH) SS------------
Vibrio cholerae (PHR) YKTAKG--------
O. alexandrii (83858269) FKRIGIEP------
O. alexandrii (gi83858274) FEKIKDAG------
S. tokodaii (gi15921125) YKNVKAVL------
Pseudomonas aeruginosa FRNLPPRDGRA---
Clustal Consensus               
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