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19
20
21 Fig.S1 1H NMR (500 MHz, DMSO) spectrum (A) and LC-MS spectrum (B) of ricinine from CBS 
22 extract.
23



24

25 Fig.S2 Color-coded fold change plots adjusted by Benjamini-Hochberg method indicating 
26 significance of altered metabolites in LD rats (A, C, E) and HD rats (B, D, F). The blue dotted lines 
27 and red dashed lines representing an increase or decrease of 20% and 100%, respectively.
28
29 Table S1 Results of altered pathways in urine of HD group compared with NC
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32 Table S2 Results of altered pathways in serum of HD group compared with NC
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35 Table S3 Results of altered pathways in kidney of HD group compared with NC
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38
39 Fig. S3 Overview of altered metabolic pathways in urine (A), serum (B), kidney (C) and the pathway 
40 flowchart of most impacted valine, leucine and isoleucine biosynthesis (D) of HD rats compared with 
41 NC rats as visualized by bubble plots. Bubble area is proportional to the impact of each pathway, 
42 with color denoting the significance from highest in red to lowest in white. ((a) Valine, leucine and 
43 isoleucine biosynthesis; (b)Phenylalanine, tyrosine and tryptophan biosynthesis; (c) Phenylalanine 
44 metabolism; (d) Synthesis and degradation of ketone bodies; (e) TCA cycle).
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