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CLUSTAL 2.1 multiple sequence alignment

Fig. S1: Comparison of Candida antarctica lipase B (CaLB) amino acid sequence.
1TCC: Candida antarctica lipase B
4K6H: CaLB mutant L278M from Candida antarctica
ACI06118.1: Candida antarctica (Yeast) (Trichosporon oryzae)
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Fig. S2: The migration rates (1000/Ve) versus Stokes radius (Å) of used calibrants are: 

S. No. Standard Stokes radius (Å) Elution volume (ml)
1. cytochrome c 17 71
2. lysozyme 19 69
3. ovalbumin 30 54
4. BSA monomer and dimer 36 and 43 47 and 43
5. conalbumin 39 44
6. glucose oxidase 52 42
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Fig. S3: Far-UV CD spectra of CaLB acquired in 1.0, 2.0, 3.0, 4.0, 5.0 and 6 M GuHCl respectively. 

CaLB samples were incubated at pH 7.4. Only selected spectra have been shown for the sake of clarity.


