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Figure S1. In the case of monovaent binding, increasing the number of antibodies per particle, Q, resultsin an increase in the number of possible binding
configurations where only one interaction occurs. (A) The number of possible combinations of monovalent binding events increases with the number of
conjugated antibodies due to an amplified number of possible rotational binding orientations for N bound nanoparticles (first term of Equation 5). (B)
Also, given a lattice of M potential binding sites, the number of distinct lattice configurations in which the particles can bind is given by a binomial
coefficient (second term of Equation 5).



